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C-PLACE1 000005 
C-PLACE1 000066 
C-PLACE1000142 
C-PLACE1000184 
C-PUCE1000185 
C-PLACE1000213 
C-PLACE1 000347 
C-PLACE1 000374 
C-PLACE1000380 
C-PLACE1 000383 
C-PLACE1 000401 
C-PLACE1 000406 



12440 


12441 


12442 


12443 


12444 


12445 


12446 


12447 


12448 


12449 


12450 


12451 


12452 


12453 


12454 


12455 


12456 


12457 


12458 


12459 


12460 




12461 


12462 


12463 


12464 


12465 


12466 


12467 


12468 


12469 


12470 


12471 


12472 


12473 


12474 


12475 


12476 


12477 


12478 


12479 


12480 


12481 




12482 




12483 


12484 


12485 




12486 


12487 


12488 


12489 


12490 




12491 


12492 


12493 


12494 


12495 




12496 


12497 


12498 


12499 


12500 


12501 


12502 




12503 


12504 


12505 


12506 


12507 


12508 


12509 


12510 



1004 



EP 1 074 617 A2 



PUCE1 000420 

PLACE 1000435 

PLACE 1-000444 

PLACE1 000562 

PLACE1 000564 

PLACE1 000588 

PLACE1 000596 

PLACE1 000611 

PLACE1 000636 

PLACE1000716 

PLACE1 000748 

PLACE1 000755 

PLACE1 000785 

PLACE1 000798 

PLACE1 000863 

PLACE1 000909 

PLACE1 000948 

PLACE1 000972 

PLACE1 000977 

PLACE1001000 

PLACE1001092 

PLACE1001257 

PLACE1001383 

PLACE1001387 

PLACE1001399 

PLACE1001412 

PLACE1001484 

PLACE10015O3 

PLACE1001570 

PLACE10O1610 

PLACE1001692 

PLACE1001729 

PUCE1001739 

PLACE1001781 

PLACE1001810 

PLACE1001817 

PLACE1001869 

PUCE1001912 

PLACE10O1920 



C-PLACE1 000420 

C-PLACE1 000435 

C-PLACE1 000444 

C-PLACE 1000562 

C-PLACE1 000564 

C-PLACE1 000588 

C-PLACE1 000596 

C-PLACE1 000611 

C-PLACE1 000636 

C-PLACE1OO0716 

C-PLACE1 000748 

C-PLACE1 000755 

C-PLACE1 000785 

C-PLACE1 000798 

C-PLACE1 000863 

C-PLACE1 000909 

C-PLACE1 000948 

C-PLACE1 000972 

C-PLACE1 000977 

C-PLACE1001000 

C-PLACE1001092 

C-PLACE1001257 

C-PLACE1001383 

C-PLACE1001387 

C-PLACE1001399 

C-PLACE1001412 

C-PLACE1001484 

C-PLACE1001503 

CHPLACE1001570 

C-PLACE1001610 

C-PLACE1001692 

C-PLACE10O1729 

C-PLACE10O1739 

C-PLACE1001781 

C-PLACE1001810 

C-PLACE1001817 

C-PLACE1001869 

C-PLACE1001912 

C-PUCE1001920 



12511 


12512 


12513 




12514 


12515 


12516 


12517 


12518 


12519 


12520 


12521 


12522 


12523 


12524 


12525 


12526 


12527 


12528 




12529 


12530 


12531 


12532 


12533 




12534 




12535 


12536 


12537 


12538 


12539 


12540 


12541 


12542 


12543 


12544 


12545 




12546 


12547 


12548 


12549 


12550 


12551 


12552 


12553 


12554 




12555 




12556 




12557 


12558 


12559 


12560 


12561 


12562 


12563 


12564 


12565 


12566 


12567 


12568 


12569 


12570 


12571 




12572 


12573 


12574 


12575 


12576 


12577 


12578 


12579 



1005 



EP1 074 617 A2 



PLACE1001928 
PLACE1001 989 
PLACE1O02046 
PLACET 002072 
PLACE1 002073 
PLACE100214O 
PLACE1002163 
PLACE1002170 
PLACE1 002433 
PLACE1 002438 
PLACE1 002465 
PLACE1 002529 
PLACE1 002685 
PLACE1 002722 
PLACE1 002794 
PLACE1002815 
PLACE1 002839 
PLACE1 002851 
PLACE1 002941 
PLACE1 002996 
PLACE1 003045 
PLACE1 003092 
PLACE1003100 
PLACE1003108 
PLACE1003145 
PLACE1003174 
PLACE1003190 
PLACE1 003200 
PLACE1 003296 
PLACE1 003302 
PLACE1 003334 
PLACE1 003342 
PLACE1 003353 
PLACE1 003369 
PLACE1 003602 
PLACE1 003611 
PLACE1 003625 
PLACE1 003704 
PUCE1 003711 



C-PLACE1001928 
C-PLACE1001989 
C-PLACE1 002046 
C-PLACE1 002072 
C-PLACE1 002073 
C-PLACE1002140 
C-PLACE1002163 
C-PLACE1002170 
C-PLACE1 002433 
C-PLACE1 002438 
C-PLACE1 002465 
C-PLACE1 002529 
C-PLACE1 002685 
C-PLACE1 002722 
C-PLACE1 002794 
C-PLACE1002815 
C-PLACE1 002839 
C-PLACE1 002851 
C-PLACE1 002941 
C-PLACE1 002996 
C-PLACE1 003045 
C-PLACE1 003092 
C-PLACE1003100 
C-PLACE1003108 
C-PLACE1003145 
C-PUCE1003174 
C-PLACE1003190 
C-PLACE1 003200 
C-PLACE1 003296 
C-PLACE1 003302 
C-PLACE1 003334 
C-PLACE1 003342 
C-PLACE1 003353 
C-PLACE1 003369 
C-PLACE1 003602 
C-PLACE1 003611 
C-PLACE1 003625 
C-PLACE1 003704 
C-PLACE1 003711 



12580 




12581 


12582 


12583 


12584 


12585 


12586 


12587 


12588 


12589 


12590 


12591 




12592 




12593 


12594 


12595 


12596 


12597 


12598 


12599 


12600 


12601 


12602 


12603 


12604 


12605 


12606 


12607 




12608 




12609 


12610 


12611 


12612 


12613 


12614 


12615 


12616 


12617 


12618 


12619 


12620 


12621 




12622 




12623 


12624 


12625 


12626 


12627 




12628 


12629 


12630 


12631 


12632 


12633 


12634 


12635 


12636 


12637 


1 9fi1A 

1 ZUOO 


I ZOO 17 


12640 


12641 


12642 


12643 


12644 


12645 


12646 


12647 


12648 





1006 



EP1 074 617 A2 



PLACE1 003723 
PLACE1003762 
PLACE100377-1 
PLACE1 003784 
PLACE1 003923 
PLACE1 003936 
PLACE1 003968 
PLACE1004104 
PLACE1004114 
PLACE1004128 
PLACE1004149 
PLACE1004156 
PLACE1004161 
PLACE1004183 
PLACE1004197 
PLACE1 004203 
PLACE1 004258 
PLACE1 004270 
PLACE1 004277 
PLACE1 004289 
PLACE1 004302 
PLACE1004316 
PLACE 1004358 
PLACE1 004376 
PLACE1 004388 
PLACE1 004405 
PLACE1 004428 
PLACE1 004437 
PLACE1 004451 
PLACE1 004460 
PLACE1 004473 
PLACE1 004510 
PLACE1004516 
PLACE1 004548 
PLACE1 004564 
PLACE1 004629 
PLACE1 004645 
PLACE1 004646 
PLACE1 004664 



C-PLACE1 003723 
C-PLACE1 003762 
C-PLACE1 003774 
C-PLACE1 003784 
C-PLACE1 003923 
C-PLACE1 003936 
C-PLACE1 003968 
C-PUCE1004104 
C-PLACE1004114 
C-PLACE1004128 
C-PLACE1004149 
C-PLACE1004156 
C-PLACE1004161 
C-PLACE1004183 
C-PLACE1004197 
C-PLACE1 004203 
C-PLACE1 004258 
C-PLACE1 004270 
C-PLACE1 004277 
C-PLACE1 004289 
C-PLACE1 004302 
C-PLACE1004316 
C-PLACE1 004358 
C-PLACE1 004376 
C-PLACE1 004388 
C-PLACE1 004405 
C-PLACE1 004428 
C-PLACE1 004437 
C-PLACE1 004451 
C-PLACE1 004460 
C-PLACE1 004473 
C-PLACE1 004510 
C-PLACE1004516 
C-PLACE1 004548 
C-PLACE1 004564 
C-PLACE1 004629 
C-PLACE1 004645 
C-PLACE1 004646 
C-PLACE1 004664 



12649 


12650 


12651 


12652 


12653 


12654 


12655 


12656 


12657 


12658 


12659 




12660 


12661 


12662 


12663 


12664 




12665 


12666 


12667 


12668 


12669 


12670 


12671 


12672 


12673 


12674 


12675 


12676 


12677 


12678 


12679 


12680 


12681 


12682 


12683 


12684 


12685 


12686 


12687 


12688 


12689 


12690 


12691 


12692 


12693 


12694 


12695 


12696 


12697 




12698 


12699 


12700 


12701 


12702 




12703 


12704 


12705 


12706 


12707 


12708 


12709 




12710 




12711 


12712 


12713 


12714 


12715 


12716 


12717 


12718 


12719 


12720 



1007 



EP 1 074 617 A2 



PLACE 1004672 
PLACE1 004674 
PLACE W04691 
PLACE 1004722 
PLACE1 004736 
PLACE1 004740 
PLACE 1004743 
PLACE1 004751 
PLACE 1004777 
PLACE1 004804 
PLACE1004814 
PLACE1 004824 
PLACE1 004868 
PLACE1 004885 
PLACE1 004902 
PLACE1004918 
PLACE1 004930 
PLACE 1004934 
PLACE1 004937 
PLACE1 004969 
PLACE1 004982 
PLACE1 005026 
PLACE1 005027 
PLACE1 005046 
PLACE1 005077 
PLACE1 005101 
PLACE1005102 
PLACE1005111 
PLACE1005181 
PLACE1005187 
PLACE1 005206 
PLACE1005232 
PLACE 1005243 
PLACE1 005261 
PLACE1 005266 
PLACE 1005277 
PLACE1 005287 
PLACE1 005305 
PLACE1 005308 



C-PLACE 1004672 
C-PLACE1 004674 
C-PLACE 1004691 
C-PLACE1 004722 
C-PLACE1 004736 
C-PLACE 1004740 
C-PLACE1 004743 
C-PLACE1 004751 
C-PLACE1 004777 
C-PLACE1 004804 
C-PLACE1004814 
C-PLACE 1004824 
C-PLACE1 004868 
C-PLACE1 004885 
C-PLACE1 004902 
C-PLACE1004918 
C-PLACE1 004930 
C-PLACE1 004934 
C-PLACE1 004937 
C-PLACE1 004969 
C-PLACE1 004982 
C-PLACE1 005026 
C-PLACE1 005027 
C-PLACE1 005046 
C-PLACE1 005077 
C-PLACE1005101 
C-PLACE1005102 
C-PLACE1005111 
C-PLACE1005181 
C-PLACE1005187 
C-PLACE1 005206 
C-PLACE1 005232 
C-PLACE1 005243 
C-PLACE1 005261 
C-PLACE1 005266 
C-PLACE1 005277 
C-PLACE1 005287 
C-PLACE1 005305 
C-PLACE1 005308 



12721 


12722 


12723 


12724 


12725 




12726 


12727 


12728 


12729 


12730 




12731 


12732 


12733 


12734 


12735 


12736 


12737 


12738 


12739 


12740 


12741 


12742 


12743 


12744 


12745 


12746 


12747 


12748 


12749 


12750 


12751 


12752 


12753 




12754 


12755 


12756 


12757 


12758 


12759 


12760 


12761 


12762 




12763 




12764 




12765 


12766 


12767 


12768 


12769 




12770 




12771 


12772 


12773 


12774 


12775 




12776 


12777 


1977ft 


1 9770 


12780 




12781 


12782 


12783 


12784 


12785 


12786 


12787 


12788 



1008 



PLACE1005313 
PLACE1 005327 
PLACE1-005335 
PLACE1 005373 
PLACE1 005374 
PLACE 1005480 
PLACE 1005481 
PLACE 1005494 
PLACE 1005530 
PLACE 1005550 
PLACE1 005554 
PLACE1 005623 
PLACE1 005646 
PLACE 1005656 
PLACE1005730 
PLACE1 005755 
PLACE1 005763 
PLACE 1005803 
PLACE 1005804 
PLACE1 005851 
PLACE1 005921 
PLACE 1005923 
PLACE1 005925 
PLACE1 005934 
PLACE1 005936 
PLACE1 005951 
PLACE1 005953 
PLACE1 005955 
PLACE 1005966 
PLACE1 005990 
PLACE1 006011 
PLACE1 006040 
PLACE1006119 
PLACE1006139 
PLACE1006159 
PLACE1006167 
PLACE1006170 
PLACE1006195 
PLACE1006196 



EP 1 074 617 A2 

C-PLACE1005313 
C-PLACE1 005327 
C-PLACE1 006335 
C-PLACE1 005373 
C-PLACE1 005374 
C-PLACE1 005480 
C-PLACE 1005481 
C-PLACE1 005494 
C-PLACE1 005530 
C-PLACE1 005550 
C-PLACE1 005554 
C-PLACE1 005623 
C-PLACE 1005646 
C-PLACE1 005656 
C-PLACE1 005730 
C-PLACE1 005755 
C-PLACE 1005763 
C-PLACE1 005803 
C-PLACE1 005804 
C-PLACE1 005851 
C-PLACE1 005921 
C-PLACE1 005923 
C-PLACE1 005925 
C-PLACE1 005934 
C-PLACE1 005936 
C-PLACE1 005951 
C-PLACE1 005953 
C-PLACE1 005955 
C-PLACE1 005966 
C-PLACE1005990 
C-PLACE 100601 1 
C-PLACE1 006040 
C-PLACE1006119 
C-PLACE1006139 
C-PLACE1006159 
C-PLACE1006167 
C-PLACE1O06170 
C-PLACE1006195 
C-PLACE1006196 



12789 


12790 


12791 


12792 


12793 


12794 


12795 


12796 


12797 




12798 




12799 




12800 




12801 


12802 


12803 


12804 


12805 




12806 


12807 


12808 


12809 


12810 


12811 


12812 




12813 


12814 


12815 


12816 


12817 


12818 


12819 


12820 


12821 


12822 


12823 


12824 


12825 


12826 


12827 


12828 


12829 


12830 


12831 


12832 


12833 


12834 


12835 


12836 


12837 


12838 


12839 


12840 


12841 


12842 


12843 


12844 


12845 


12846 


12847 








12850 


12851 


12852 


12853 


12854 


12855 


12856 


12857 


12858 


12859 



1009 



EP 1 074 617 A2 



PLACE 1006225 
PLACE1 006236 
PLACE 1-006239 
PLACE1 006246 
PLACE1 006325 
PLACE 1006335 
PLACE1 006357 
PLACE1 006385 
PLACE1006412 
PLACE1006414 
PLACE1 006438 
PLACE1 006445 
PLACE1006470 
PLACE1 006482 
PLACE1 006488 
PLACE1006492 
PLACE1 006531 
PLACE1 006552 
PLACE1 006598 
PLACE1006615 
PLACE1 006626 
PLACE1 006673 
PLACE1 006678 
PLACE1 006704 
PLACE1 006731 
PLACE1 006782 
PLACE1006819 
PLACE1006829 
PLACE1 006883 
PLACE1 006901 
PLACE1006917 
PLACE1 006932 
PLACE1 006935 
PUCE1 006956 
PLACE 1 006958 
PLACE1 006961 
PLACE1 006962 
PLACE1006966 
PLACE1007014 



C-PLACE1 006225 
C-PLACE1 006236 
C-PLACE1 006239 
C-PLACE1 006246 
C-PLACE1 006325 
C-PLACE1 006335 
C-PLACE1 006357 
C-PLACE1 006385 
C-PLACE1006412 
C-PLACE1006414 
C-PLACE1 006438 
C-PLACE1 006445 
C-PLACE1 006470 
C-PLACE1 006482 
C-PLACE1 006488 
C-PLACE1 006492 
C-PLACE1 006531 
C-PLACE1 006552 
C-PLACE1 006598 
C-PLACE1006615 
C-PUCE1 006626 
C-PLACE1 006673 
C-PLACE1 006678 
C-PLACE1 006704 
C-PLACE1 006731 
C-PLACE1 006782 
C-PLACE1006819 
C-PLACE1 006829 
C-PLACE1 006883 
C-PLACE1 006901 
C-PLACE1006917 
C-PLACE1 006932 
C-PLACE1 006935 
C-PLACE1 006956 
C-PLACE1 006958 
C-PLACE1 006961 
CHPLACE1 006962 
C-PLACE1 006966 
C-PLACE1 007014 



12860 


12861 


12862 


12863 


12864 


12865 


12866 




12867 




12868 


12869 


12870 




12871 


12872 


12873 




12874 


12875 


12876 


12877 


12878 


12879 


12880 




12881 


12882 


12883 


12884 


12885 


1 2886 


12887 


12888 


12889 


12890 


12891 




12892 


12893 


12894 


12895 


12896 




12897 


12898 


12899 


12900 


12901 


12902 


12903 


12904 


12905 


12906 


12907 


12908 


12909 


12910 


12911 


12912 


12913 


12914 


12915 




12916 


12917 


1 901 ft 

1 £M 1 O 


19Q1Q 

1 £9 1 9 


12920 


12921 


12922 




12923 


12924 


12925 


12926 


12927 


12928 



1010 



PLACE1 007021 
PLACE1007105 
PLACE1007178 
PLACE1 007226 
PLACE1 007238 
PLACE1 007239 
PLACE1 007242 
PLACE1 007243 
PLACE1 007257 
PLACE1 007274 
PLACE1 007282 
PLACE1 007301 
PLACE1007317 
PLACE1 007342 
PLACE1 007346 
PLACE1 007367 
PLACE1 007375 
PLACE1 007386 
PLACE1 007402 
PLACE1 007409 
PLACE1007416 
PLACE1 007450 
PLACE1 007452 
PLACE1 007460 
PLACE1 007484 
PLACE1 007488 
PLACE1 007507 
PLACE1 007511 
PLACE1 007524 
PLACE1 007537 
PLACET 007544 
PLACE1 007547 
PLACE1 007583 
PLACE1 007598 
PLACE1007618 
PLACE1 007621 
PLACE1 007632 
PLACE1 007645 
PLACE 1007649 



EP 1 074 617 A2 

C-PLACE1 007021 
C-PLACE1007105 
C-PLACE10O7U8 
C-PLACE1 007226 
C-PLACE1 007238 
C-PLACE1 007239 
C-PLACE1 007242 
C-PLACE1 007243 
C-PLACE1 007257 
C-PLACE1 007274 
C-PLACE1 007282 
C-PLACE1 0O736l 
C-PLACE1007317 
C-PLACE1 007342 
C-PLACE1 007346 
C-PLACE1 007367 
C-PLACE1 007375 
C-PLACE1 007386 
C-PLACE1 007402 
C-PLACE1 007409 
C-PLACE1007416 
C-PLACE1 007450 
C-PLACE1 007452 
C-PUCE1 007460 
C-PLACE1 007484 
C-PLACE1 007488 
C-PLACE1 007507 
C-PLACE1 007511 
C-PLACE1 007524 
C-PLACE1 007537 
C-PLACE1 007544 
C-PLACE1 007547 
C-PLACE1 007583 
C-PLACE1 007598 
C-PLACE1007618 
C-PLACE1 007621 
C-PLACE1 007632 
C-PLACE1 007645 
C-PLACE1 007649 



12929 


12930 


12931 


12932 


12933 




12934 


12935 


12936 


12937 


12938 


12939 


12940 




12941 


12942 


12943 


12944 


12945 


12946 


12947 


12948 


12949 




12950 


12951 


12952 




12953 


12954 


12955 




12956 


12957 


12958 


12959 


12960 




12961 


12962 


12963 


12964 


12965 




12966 




12967 


12968 


12969 


12970 


12971 


12972 


12973 


12974 


12975 


12976 


12977 


12978 


12979 


12980 


12981 


12982 


12983 


12984 


12985 


12986 


12987 


12988 


12989 


12990 


12991 


12992 


12993 


12994 


12995 


12996 


12997 


12998 



1011 



PLACE1 007688 
PLACE1 007690 
PLACE1007697 
PLACE1 007706 
PLACE1 007725 
PLACE1 007729 
PLACE1 007730 
PLACE1 007746 
PLACE1 007791 
PLACE1 007810 
PLACE1 007843 
PLACE1 007846 
PUCE1 007858 
PLACE1 007897 
PLACE1 007946 
PLACE1 007954 
PLACE1 007955 
PLACE1 007958 
PLACE1 007969 
PLACE1 007990 
PLACE1 008000 
PLACE1 008002 
PLACE1 008044 
PLACE1 008095 
PLACE1008122 
PUCE1008129 
PLACE1008132 
PLACE1008177 
PLACE1 008209 
PLACE1 008273 
PLACE1 008275 
PLACE1 008280 
PLACE1 008309 
PLACE1 008329 
PLACE 1008356 
PLACE1 008398 
PLACE 1008401 
PLACE1 008402 
PLACE1 008429 
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C-PLACE1 007688 
C-PLACE1 007690 
C-PLACE1 007697 
C-PLACE1 007706 
C-PLACE1 007725 
C-PLACE 1007729 
C-PLACE1 007730 
C-PLACE1 007746 
C-PLACE1 007791 
C-PLACE1 007810 
C-PLACE1 007843 
C-PLACE1 007846 
C-PLACE1 007858 
C-PLACE1 007897 
C-PLACE1 007946 
C-PLACE1 007954 
C-PLACE1 007955 
C-PLACE1 007958 
C-PLACE1 007969 
C-PLACE1 007990 
C-PLACE1 008000 
C-PLACE1 008002 
C-PLACE1 008044 
C-PLACE1 008095 
C-PLACE1008122 
C-PLACE1008129 
C-PLACE1008132 
C-PLACE1008177 
C-PLACE1 008209 
C-PLACE1 008273 
C-PLACE1 008275 
C-PLACE1 008280 
C-PLACE 1008309 
C-PLACE1 008329 
C-PLACE1 008356 
C-PLACE1 008398 
C-PLACE1 008401 
C-PLACE1 008402 
C-PLACE1 008429 



12999 


13000 


13001 


13002 


13003 


13004 


13005 


13006 


13007 


13008 


13009 


13010 


13011 


13012 


13013 


13014 


13015 


13016 


13017 




13018 


13019 


13020 




13021 


13022 


13023 


13024 


13025 


13026 


13027 


13028 


13029 


13030 


13031 


13032 


13033 


13034 


13035 


13036 


13037 


13038 


13039 




13040 


13041 


13042 


13043 


13044 


13045 


13046 


13047 


13048 


13049 


13050 


13051 


13052 




13053 


13054 


13055 


13056 


13057 




13058 


13059 


13060 




13061 


13062 


13063 


13064 


13065 


13066 


13067 


13068 


13069 


13070 



1012 



PLACE1 008457 
PLACE1 008465 
PLACE 1008488 
PLACE1 008524 
PLACE1 008531 
PLACE1 008532 
PLACE1008533 
PLACE1 008568 
PLACE 1008603 
PLACE1008621 
PLACE1 008626 
PLACE1 008627 
PLACE1 008629 
PLACE1008650 
PLACE1008693 
PLACE1 008696 
PLACE1008790 
PLACE1 008808 
PLACE1008813 
PLACE1 008854 
PLACE1 008867 
PLACE1 008887 
PLACE1 008902 
PLACE1008925 
PLACE1 009020 
PLACE1 009027 
PLACE 1009045 
PLACE1 009060 
PLACE1 009090 
PLACE1 009091 
PLACE1 009094 
PLACE1 009099 
PLACE100911O 
PLACE1009111 
PUCE1009130 
PLACE1009158 
PLACE1009166 
PLACE1009174 
PUCE1009186 
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C-PLACE 1008457 
C-PLACE1 008465 
C-PLACE 1008488 
C-PLACE1 008524 
C-PLACE1 008531 
C-PLACE1 008532 
C-PLACE1 008533 
C-PLACE1 008568 
C-PLACE1008603 
C-PLACE1 008621 
C-PLACE1 008626 
C-PLACE 1008627 
C-PLACE1 008629 
C-PLACE1 008650 
C-PLACE1 008693 
C-PLACE1 008696 
C-PLACE 1008790 
C-PLACE1 008808 
C-PLACE1008813 
C-PLACE1 008854 
C-PLACE1 008867 
C-PLACE1 008887 
C-PLACE1 008902 
C-PLACE1 008925 
C-PLACE1 009020 
C-PLACE1 009027 
C-PLACE1 009045 
C-PLACE1 009060 
C-PLACE1 009090 
C-PLACE1 009091 
C-PLACE1 009094 
C-PLACE 1009099 
C-PLACE 10091 10 
C-PLACE1009111 
C-PLACE1009130 
C-PLACE1009158 
C-PLACE1 009166 
C-PLACE1009174 
C-PLACE1009186 



13071 




13072 


13073 


13074 


13075 


13076 




13077 


13078 


13079 


13080 


13081 


13082 


13083 


13084 


13085 


13086 


13087 




13088 




13089 


13090 


13091 




13092 


13093 


13094 


13095 


13096 




13097 


13098 


13099 


13100 


13101 


13102 


13103 


13104 


13105 


13106 


13107 




13108 




13109 




13110 


13111 


13112 


13113 


13114 


13115 


13116 


13117 


13118 




13119 




13120 


13121 


13122 


13123 


13124 




13125 


13126 


13127 


13128 


13129 


13130 


13131 


13132 


13133 


13134 


13135 


13136 



1013 



PLACE1009190 
PLACE 1009230 
PLACE1O093I9 
PLACE1 009328 
PLACE1 009335 
PLACE1 009338 
PLACE1 009368 
PLACE1 009375 
PLACE1 009388 
PLACE1 009404 
PLACE1 009434 
PLACE 1009443 
PLACE1 009444 
PLACE1 009459 
PLACE 1009468 
PLACE1 009476 
PLACE1 009524 
PLACE1 009542 
PLACE1 009571 
PLACE1 009581 
PLACE1 009596 
PLACE1 009607 
PLACE1 009621 
PLACE1 009622 
PLACE 1009659 
PLACE1 009665 
PLACE1 009670 
PLACE1 009708 
PLACE1 009721 
PLACE1 009731 
PLACE1 009763 
PLACE1 009794 
PLACE1 009845 
PLACE1 009886 
PLACE 1009908 
PLACE1 009971 
PLACE1 009992 
PLACE1 009995 
PLACE1 009997 
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C-PLACE1009190 
C-PLACE1 009230 
C-PLACE1 0093X9 
C-PLACE1 009328 
C-PLACE1 009335 
C-PLACE1 009338 
C-PLACE1 009368 
C-PLACE1 009375 
C-PLACE1 009388 
C-PLACE1 009404 
C-PLACE1 009434 
C-PLACE1 00944*3 
C-PLACE1 009444 
C-PLACE1 009459 
C-PLACE1 009468 
C-PLACE1 009476 
C-PLACE 1009524 
C-PLACE1 009542 
C-PLACE1 009571 
C-PLACE1 009581 
C-PLACE1 009596 
C-PLACE1 009607 
C-PLACE1 009621 
C-PLACE1 009622 
C-PLACE1 009659 
C-PUCE1 009665 
C-PLACE1 009670 
C-PLACE1 009708 
C-PLACE1009721 
C-PLACE1 009731 
C-PLACE1009763 
C-PLACE1 009794 
C-PLACE1 009845 
C-PUCE 1009886 
C-PLACE1 009908 
C-PLACE1009971 
C-PLACE1 009992 
C-PLACE1 009995 
C-PUCE1009997 



13137 


13138 


13139 


13140 


13141 


13142 


13143 




13144 




13145 


13146 


13147 


13148 


13149 


13150 


13151 




13152 


13153 


13154 


13155 


13156 


13157 


13158 


13159 


13160 


13161 


13162 


13163 


13164 


13165 


13166 


13167 


13168 


13169 


13170 


13171 


13172 


13173 


13174 


13175 


13176 




13177 




13178 


13179 


13180 




13181 


13182 


13183 


13184 


13185 


13186 


13187 


13188 


13189 


13190 


13191 


13192 


13193 


13194 


13195 


13196 


13197 




13198 


13199 


13200 




13201 


13202 


13203 


13204 


13205 


13206 



1014 



PLACE1010O23 
PLACE1010031 
PLACE1010053 
PLACE1010074 
PLACE1010076 
PLACE1010096 
PLACE1010102 
PLACE1010105 
PLACE1010106 
PLACE1010134 
PLACE1010148 
PLACE1010194 
PLACE1010202 
PLACE1010261 
PLACE1010274 
PLACE1010293 
PLACE1010321 
PLACE1010324 
PLACE1010329 
PUCE1010362 
PLACE1 010364 
PLACE1010383 
PLACE1010481 
PLACE1010491 
PLACE1010492 
PLACE1010522 
PUCE1010529 
PLACE1010547 
PLACE1010599 
PLACE1010616 
PLACE1010622 
PLACE1010629 
PLACE1010630 
PLACE1010661 
PLACE101O714 
PLACE1O10720 
PLACE1010743 
PLACE1010771 
PLACE1010786 
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C-PLACE1010023 
C-PLACE1010031 
C-PLACE1010053 
C-PLACE1010074 
C-PLACE1010076 
C-PLACE 1010096 
C-PLACE1010102 
C-PLACE1010105 
C-PLACE1010106 
C-PLACE1010134 
C-PLACE1010148 
C-PLACE1010194 
C-PLACE1010202 
C-PLACE1010261 
C-PLACE1010274 
C-PLACE1010293 
C-PLACE1010321 
C-PLACE1010324 
C-PLACE1010329 
C-PLACE1010362 
C-PLACE1010364 
C-PLACE1010383 
C-PLACE1010481 
C-PLACE1010491 
C-PLACE1010492 
C-PLACE1010522 
C-PLACE1010529 
C-PLACE1010547 
C-PLACE1010599 
C-PLACE1010616 
C-PLACE1010622 
C-PLACE1010629 
C-PLACE1010630 
C-PLACE1010661 
C-PLACE1010714 
C-PLACE1010720 
C-PLACE1010743 
C-PLACE1010771 
C-PUCE1010786 



13207 


13208 


13209 


13210 


13211 


13212 


13213 


13214 


13215 




13216 


13217 


13218 




13219 


13220 


13221 




13222 


13223 


13224 


13225 


13226 


13227 


13228 


13229 


13230 


13231 


13232 


13233 


13234 




13235 


13236 


13237 




13238 




13239 


13240 


13241 




13242 




13243 


13244 


13245 




13246 


13247 


13248 


13249 


13250 


13251 


13252 


13253 


13254 


13255 


13256 




13257 


13258 


13259 




13260 




13261 


13262 


13263 




13264 


13265 


13266 


13267 


13268 


13269 


13270 
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PLACE1010800 
PLACE1010811 
PLACEI01087O 
PLACE1010877 
PLACE1010900 
PLACE2000050 
PLACE4000522 
PLACE4000590 
PLACE4000638 
PLACE4000650 
Y79AA1001647 



C-PLACE 101 0800 
C-PLACE1010811 
C-PLACE1010a70 
C-PLACE1010877 
C-PLACE1010900 
C-PLACE2000050 
C-PLACE4000522 
C-PLACE4000590 
C-PLACE4000638 
C-PLACE4000650 
C-Y79AA1001647 



13271 


13272 


13273 


13274 


13275 




13276 


13277 


13278 








13280 


13281 


13282 


13283 


13284 


13285 


13286 


13287 


13288 


13289 
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Table 351 



clone name name of SEQ ID of SEO ID of 

f u 1 1 - 1 ength f u 1 1 - 1 engt h deduced 

nucleotide nucleotide amino acid 

sequence sequence sequence 



HEMBA1000012 
HEMBA1 000020 
HEMBA1000129 
HEMBA1 000201 
HEMBA1000216 
HEMBA1 000231 
HEMBA1 000264 
HEMBA1 000280 
HEJHBA1 000282 
HEMBA1 000303 
HEMBA1 000333 
HEMBA1 000351 
HEMBA1 000356 
HEMBA 1000396 
HEMBA 1000411 
HEMBA1 000442 
HEMBA1 000456 
HEMBA 1 000504 
HEMBA1000518 
HEMBA1000519 



C-HEMBA1000012 
C-HEMBA1 000020 
C-HEMBA1000129 
C-HEMBA1 000201 
C-HEMBA1000216 
C-HEMBA1 000231 
C-HEMBA1 000264 
C-HEMBA1 000280 
C-HEMBA1 000282 
C-HEMBA1 000303 
C-HEMBA1 000333 
C-HEMBA1 000351 
C-HEMBA1 000356 
C-HEMBA1 000396 
C-HEMBA1 000411 
C-HEMBA1 000442 
C-HEMBA1 000456 
C-HEMBA1 000504 
C-HEMBA1000518 
C-HEMBA1000519 



13294 


13295 


13296 


13297 


13298 


13299 


13300 


13301 


13302 


13303 


13304 


13305 


13306 




13307 


13308 


13309 




13310 


13311 


13312 


13313 


13314 


13315 


13316 


13317 


13318 




13319 


13320 


13321 




13322 


13323 


13324 




13325 


13326 


13327 
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A2 




HEMBA1 000523 


C-HEMBA1 000523 

W ■ 1 ^-MlL'rV I WVWW**W 


13328 


13329 


HEMBA1 000542 


C-HEMBA1 000542 


13330 


13331 


HEMBA1000545 


C-HEMBA1000&45. 


13332 




HEMBA1 000557 


C-HEMBA1 000557 


13333 




HFMBA1 000592 


C-HEMBA1 000592 


13334 


13335 

I v)uUv 


HFMRA1 000594 


0-HFMBA1 000594 


13336 




HFMR A 1000604 


C-HFMBA1 000604 


13337 




HFMRAlOOOfi99 


0-HFMRA1 000622 


13338 




HFMRAi 000^37 


P-HFMRA1 000637 


1 JvO? 


13340. 

1 O0*tU 


mpmrai ooofi55 

ntmDA I UUUOOO 




13341 




ntftlDA I uwuoo / 


P-HFMRA 1000657 


13342 


13343 


HFMRA 1 00074Q 
ntmDA 1 UUU / *t-y 


p-hfmrai 00074Q * 


13344 




hpurai nnmfiQ 
ntmDA i uuu /oy 


P-HFMRA 1 0007fiQ 

U nCmOA 1 vUU / Oy 






MFMR A 1 AAA771 
ntmDA 1 UUU / / 0 


P-HFMRA 1 000771 

u ntmDA i uuu / / o 






HPMR A 1 f\f\CMlA 

ntmDA l uuu / / 4 


P-HFHRA1 000774 
U ntmDA 1 UUU / / *l 


1 3347 




HFMRAi aaaq99 
ntmDA i uuuozz 


P-HFMRA 1 000ft 9 9 
L» ntmDA 1 UUUOZZ 


1334ft 


13340 
i ooty 


mpmrai nnnflif^ 
ntmDA I UUUo4o 


A-HPMRA 1 AAA ft A3 
U ntWDA l UUUDHO 


133C.A 




mpur a 1 AAAft59 

ntmDA I UUUoDZ 


P-HFMRA 1 OOOR59 


133i?1 

1 JOG 1 




UP MR A1 AAAQ7A 
ntMDA lUUUo/U 


A— HPUR A 1 AA Aft7 A 
U ntmDA 1 UUUO / U 


1 3359 


1 3353 
I OOOO 


AAAOAQ 

ntmDA I UUUyUo 


A— HPMR A 1 AAA Q Aft 

u ntwiDA i uuuyuo 




1 1155 
1 OOOO 


hfmrai aaagia 

ntMDA I UUUy04 


A-HFMRA 1 OOOQ1 A 
u ntWDA I UUU5704 


133Rfi 
1 0000 




UPMR A 1 AAA070 

ntWDA i uuuy / z 


A— HPMRA1 A0A079 

u ntmDA i uuuy / Z 


1 000/ 


1 115ft 
1 OOOO 


MPUR A 1 AAAO0£ 

ntmDA i uuuy oD 


A— HPURA 1 AAAQ Aft 

u ntmDA i uuuyoo 


1 oooy 




HPURAI AAAOG1 

ntWDA i uuuyy i 


A— HFMRA1 AAAQQ1 

u ntmDA i uuuyy i 


1 ooou 


1 11fi1 
I 000 I 


ntffltJA 1 UU I UUo 


A— HFMRA1 AA1 AAA 

u ntmDA luui uuo 


I OOOZ 




upmr a 1 aai nco 
ntmDA I UU i Uoy 


A— HFMRA 1 AA1 050 

u ntmDA 1 uu i uoy 


1 0000 


1 11PA 
1 00O4 


hpurai aai AQA 
ntWDA i uu i u»4 


A-HFMRA 1 001 0Q4 
U (iLmDM 1 UU 1 \J>t*t 


1 oooo 




hpurai aai 1A9 

ntmDA I UU 1 OUZ 


P-HFMR A 1 001 109 
u ncmoA i uu i ouz 


133fifi 
I OOOO 


1 33fi7 
I OOO / 


MPUR A 1 AA1 110 
ntmDA I UU I oou 


p-hfmrai 001 

v iltmDA 1 UU 1 OOU 


1 oooo 




MPUR A 1 001 4Q7 
ntmDA 1 uu i **y / 


P-HFMR A 1 001 407 

U nCHIDA I UU 1 *r57 / 


1336Q 

1 0O0«7 




MPMRA1 AH1 5fiQ 
ntmDA I UU 1 DO 5? 


P-HFMRA 1 001 5fiQ 

v nCJnDA I UU 1 UU3 


1337H 
1 oo /u 




hfmraiooi 570 

IttrnDA 1 UU 1 j/U 


P-HFMR A 1 AA1 P7A 
u ntmDn i uu lu/u 


13371 

I OO / 1 




hpur a 1 nm K9o 
ntmDA i uu ] ozu 


P-HFMRA 1 Dfl1 f\00 

\j ntlRDA 1 UU 1 0£U 


1 3379 

1 OO /Z 


13373 

1 OO / 0 


MPURA1 AA1 AAfl 
ntmDA I UU 1 0*»U 


P-HFMRA 1 AA1 (\A0 
u nciiiDA i uu i o*tu 


1 3374 

1 OO / *♦ 




HPMR A 1 AA1 £55 
ntmDA 1 UU 1 000 


P-HFMRA 1 001 fi*i5 
u ntmDA i uu i uuu 


13375 

1 OO/O 




HEMBA1001672 


C-ntMBA1001o7z 


13376 


loo// 


HEMBA1001711 


C-HEMBA1001711 


13378 




HEMBA1001723 


C-HEMBA1001723 


13379 


13380 


HEMBA1001746 


C-HEMBA1001746 


13381 


13382 
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HEMBA1001781 
HEMBA1001804 
HEMBA1001822 
HEMBA1001824 
HEMBA1001866 
HEMBA1 001910 
HEMBA1 001913 
HEMBA1001921 
HEMBA1001939 
HEMBA1001950 
HEMBA1001967 
HEMBA1 002035 
HEMBA1 002092 
HEMBA1002102 
HEMBA1002150 
HEMBA1002151 
HEMBA1002189 
HEMBA1002215 
HEMBA1 002229 
HEMBA1 002241 
HEMBA1 002341 
HEHBA1002417 
HEMBA1 002547 
HEMBA1 002703 
HEMBA1 002779 
HEMBA1002816 
HE1KBA1 002970 
HEMBA1 002999 
HEMBA1 003021 
HEMBA1 003077 
HEMBA1 003079 
HEMBA1 003273 
HEMBA1 003304 
HEMBA1 003309 
HEMBA1 003376 
HEMBA1 003384 
HEMBA1 003531 
HEHBA1 003548 
HEMBA1 003556 



C-HEMBA1001781 
C-HEHBA1001804 
C-HEMBA1 001822--. 
C-HEMBA1001824 
C-HEMBA1001866 
C-HEMBA1001910 
C-HEMBA1001913 
C-HEMBA1001921 
C-HEMBA1001939 
C-HEMBA1001950 
C-HEMBA1001967 
C-HEMBA1 002035* 
C-HEMBA1 002092 
C-HEMBA1002102 
C-HEMBA1002150 
C-HEMBA1002151 
C-HEIIBA1002189 
C-HEMBA1002215 
C-HEMBA1 002229 
C-HEMBA1 002241 
C-HEMBA1 002341 
C-HEMBA1002417 
C-HEMBA1 002547 
C-HEMBA1 002703 
C-HEMBA1 002779 
C-HEMBA1002816 
C-HEMBA1 002970 
C-HEMBA1 002999 
C-HEHBA1 003021 
C-HBTOA1 003077 
C-HEMBA1 003079 
C-HEMBA1 003273 
C-HEMBA1 003304 
C-HEMBA1 003309 
C-HEMBA1 003376 
C-HEMBA1 003384 
C-HEMBA1 003531 
C-HEMBA1 003548 
C-HEMBA1 003556 



13383 


13384 


13385 


13386 


13387 


13388 


13389 


13390 


13391 


13392 


13393 




13394 


13395 


13396 


13397 


1339a 


1 3399 

1 0099 


13400 


1 3401 
1 o*tv 1 


1 3409 


1 1403 

1 04UO 


1 3404 




1 140fi 


1 1407 


1 04UO 


1 14AQ 


i iaio 

I 0*HU 


1 141 1 


1 1419 


- 10410 


1 141 A 
1 041 4 




1 141 C 
1 04 I 0 


1 941 1% 
lo4IO 


1 1A1 7 
lo4l / 




1 04lo 


11il10 


1 9A9fi 




1 1491 
lo4Z I 


1 1499 




1 1494 
1 04Z4 


1 1495 
I 04ZO 


1 149fi 
1 04Z0 


11497 
1 04Z / 




1 149ft 
1 04ZO 


1 149Q 


ii4in 

1 OfOU 




11411 


1 1439 


134.33 




1 0*rO*r 


11415 


H4ifi 

1 OHOO 


11417 

1 0*rO / 


1141ft 
1 0400 




11430 




13440 




13441 




13442 




13443 




13444 




13445 


13446 
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HEMBA1 003571 
HEMBA1 003579 
HEMBA10036&4 
HEMBA1 003692 
HEMBA1 003720 
HEMBA1 003725 
HEMBA1 003729 
HEMBA1 003758 
HEMBA1 003773 
HEMBA1 003783 
HEMBA1 003799 
HEMBA1 003804 
HEMBA1 003805 
HEMBA1 003836 
HEMBA1 003856 
HEMBA1 003866 
HEMBA1 003879 
HEMBA1 003880 
HEMBA1 003893 
HEMBA1 003908 
HEMBA1 003937 
HEMBA1 003942 
HEMBA1 003958 
HEMBA1003976 
HEMBA1 003978 
HEMBA1 003985 
HEMBA1 00401 1 
HEMBA1 004024 
HEMBA1 004038 
HEMBA1 004045 
HEMBA 1004048 
HEMBA1004111 
HEMBA1004131 
HEMBA1004138 
HEMBA1004143 
HEMBA1004150 
HEMBA1004168 
HEMBA 1004200 
HEMBA1 004202 



C-HEMBA1 003571 
C-HEMBA1 003579 
C-HEMBA1 003684. 
C-HEMBA1 003692 
C-HEMBA1 003720 
C-HEMBA1 003725 
C-HEMBA1 003729 
C-HEMBA1 003758 
C-HEMBA1 003773 
C-HEMBA1 003783 
C-HEMBA1 003799 
C-HEMBA1 003804* 
C-HEMBA1 003805 
C-HEMBA1 003836 
C-HEMBA1 003856 
C-HEMBA1 003866 
C-HEMBA1 003879 
C-HEMBA1 003880 
C-HEMBA1 003893 
C-HEMBA1 003908 
C-HEMBA 1003937 
C-HEMBA1 003942 
C-HEMBA1 003958 
C-HEMBA1 003976 
C-HEMBA1 003978 
C-HEMBA1 003985 
C-HEMBA1 004011 
C-HEHBA1 004024 
C-HEMBA1 004038 
C-HEMBA1 004045 
C-HEMBA 1004048 
C-HEMBA1004111 
C-HEMBA1004131 
C-HEHBA1 004138 
C-HEMBA1004143 
C-HEMBA1004150 
C-HEMBA1004168 
C-HEMBA 1004200 
C-HEMBA1 004202 



1 1AA.1 




I O440 




1 1AAQ 
1 o44i* 


\ 040U 


1 040 1 


1 040Z 


1 040J 




I 0404 




1 3400 


]040D 


1345/ 




i O A CO 

13458 


13459 


13460 


13461 


13462 




13463 


13464 


13465 


13466 


13467 


13468 


13469 




13470 


' 13471 


13472 




13473 




13474 


13475 


13476 




13477 




13478 




13479 




13480 


13481 


13482 




13483 




13484 




13485 




13486 


13487 


13488 




13489 


13490 


13491 




13492 


13493 


13494 




13495 


13496 


13497 




13498 


13499 


13500 




13501 


13502 



1020 



EP 1 074 617 A2 



HEMBA1 004203 
HEMBA1 004238 
HEMBA1004248 
HEMBA1 004272 
HEMBA1 004274 
HEMBA1 004275 
HEMBA1 004286 
HEMBA1004312 
HEMBA1 004321 
HEMBA1 004323 
HEMBA1 004327 
HEMBA1 004330 
HEMBA1 004341 
HEMBA1 004366 
HEMBA1004372 
HEMBA1 004389 
HEMBA1 004394 
HEMBA1 004408 
HEMBA1 004429 
HEMBA1 004460 
HEMBA1 004461 
HEMBA1 004502 
HEMBA 1004554 
HEMBA1 004560 
HEMBA1 004610 
HEMBA1 004629 
HEMBA1 004632 
HEMBA1 004637 
HEMBA1 004670 
HEMBA1 004672 
HEMBA1 004697 
HEMBA1 004711 
HEMBA1 004725 
HEMBA1 004730 
HEMBA 1 004734 
HEMBA1004751 
HEMBA1 004752 
HEMBA1 004889 
HEMBA1 004934 



C-HEMBA1 004203 
C-HEMBA1 004238 
C-HEMBA1 004248. - 
C-HEMBA1 004272 
C-HEMBA1 004274 
C-HEMBA1 004275 
C-HEMBA1 004286 
C-HEMBA1004312 
C-HEMBA1004321 
C-HEMBA1 004323 
C-HEMBA1 004327 
C-HEMBA1 004330 ' 
C-HEMBA1004341 
C-HEHBA1004366 
C-HEMBA1 004372 
C-HEMBA1 004389 
C-HEMBA1 004394 
C-HEMBA1 004408 
C-HEMBA1 004429 
C-HEHBA1 004460 
C-HEMBA1004461 
C-HEMBA1 004502 
C-HERBA1 004554 
C-HEMBA1 004560 
C-HEMBA1 004610 
C-HEMBA1 004629 
C-HEMBA1 004632 
C-HEMBA1 004637 
C-HEMBA1 004670 
C-HEJUBA1 004672 
C-HEMBA1 004697 
C-HEMBA1 004711 
C-HEMBA1 004725 
C-HEMBA1 004730 
C-HEMBA1 004734 
C-HEMBA1 004751 
C-HEMBA1 004752 
C-HEMBA1 004889 
C-HEMBA1 004934 



13503 


■1 O C A A 

13504 


13505 




13506 




13507 




13508 


13509 


13510 


13511 


13512 


13513 


13514 




13515 


13516 


13517 




13518 




13519 




13520 


13521 


13522 




13523 




13524 


13525 


13526 




13527 


13528 


13529 


13530 


13531 




13532 


13533 


13534 




13535 




13536 


13537 


13538 




13539 




13540 


13541 


13542 


13543 


13544 


13545 


13546 




13547 


13548 


13549 


13550 


13551 


13552 


13553 




13554 


13555 


13556 




13557 


13558 


13559 


13560 


13561 





1021 



EP 1 074 617 A2 



HEMBA1 004944 
HEMBA1 004973 
HEMBA1.004927 
HEMBA1 005009 
HEMBA1 005083 
HEMBA1005113 
HEMBA1005133 
HEMBA1005185 
HEMBA1005219 
HEMBA1 005252 
HEMBA1 005296 
HEMBA1005314 
HEMBA1 005331 
HEMBA1 005394 
HEMBA1 005403 
HEMBA1 005423 
HEMBA1 005468 
HEMBA1005469 
HEMBA1 005474 
HEMBA1005517 
HEMBA1005518 
HEMBA1 005528 
HEHBA1 005558 
HEMBA1 005576 
HEMBA1 005582 
HEMBA1 005583 
HEMBA1 005595 
HEMBA1 005609 
HEMBA1 005621 
HEMBA1 005666 
HEMBA1 005680 
HEMBA1 005685 
HEMBA1005737 
HEMBA1 005746 
HEMBA1 005755 
HBfflA1005813 
HEMBA1 005822 
HEMBA1 005834 
HEMBA1 005884 



C-HEMBA1 004944 
C-HEMBA1 004973 
C-HEMBA100497L.. 
C-HEMBA1 005009 
C-HEMBA1 005083 
C-HEMBA1005113 
C-HEMBA1005133 
C-HEMBA1005185 
C-HEMBA1005219 
C-HEMBA1 005252 
C-HEMBA1 005296 
C-HEMBA1005314* 
C-HEMBA1005331 
C-HEMBA1 005394 
C-HEMBA1 005403 
C-HEMBA1 005423 
C-HEMBA1 005468 
C-HEMBA1 005469 
C-HEMBA1 005474 
C-HEMBA1005517 
C-HEMBA1005518 
C-HEMBA1 005528 
C-HEMBA1 005558 
C-HEMBA1 005576 
C-HEMBA1005582 
C-HEM8A1 005583 
C-HEMBA1 005595 
C-HEMBA1005609 
C-HEMBA1005621 
C-HEMBA1 005666 
C-HEMBA1 005680 
C-HEMBA1 005685 
C-HEMBA1 005737 
C-HEMBA1 005746 
C-HEMBA1 005755 
C-HEMBA1005813 
C-HEMBA1 005822 
C-HEMBA1 005834 
C-HEIIBA1005884 



13562 




13563 


13564 


13565 




13566 


13567 


13568 


13569 


13570 




13571 




13572 


13573 


13574 


13575 


13576 


13577 


13578 


13579 


13580 




13581 




13582 


13583 


13584 


13585 


13586 


13587 


13588 


13589 


13590 




13591 




13592 


13593 


13594 




13595 


13596 


13597 


13598 


13599 


13600 


13601 


13602 


13603 


13604 


13605 


13606 


13607 




13608 


13609 


13610 


13611 


13612 




13613 


13614 


13615 


13616 


13617 


13618 


13619 




13620 




13621 




13622 




13623 





1022 



EP 1 074 617 A2 



HEMBA1 005891 
HEMBA1 005909 
HEMBA100531.1 
HEMBA1 005931 
HEMBA1 005963 
HEMBA1 005991 
HEMBA1 006005 
HEMBA1 006031 
HEMBA1 006067 
HEMBA1 006081 
HEMBA1 006091 
HEMBA1006100 
HEMBA1006108 
HEMBA1006121 
HEMBA1006130 
HEMBA1006155 
HEMBA1006158 
HEMBA1O06182 
HEMBA1006198 
HEMBA1 006235 
HEMBA1006253 
HEMBA1 006259 
HEMBA1 006272 
HEMBA1 006278 
HEMBA 1006283 
HEMBA1 006284 
HEMBA1 006291 
HEMBA1 006293 
HEMBA 1006309 
HEMBA1 006349 
HEMBA1 006364 
HEMBA1 006381 
HEMBA1 006398 
HEMBA1 006445 
HEMBA1 006483 
HEMBA1 006492 
HEMBA1 006497 
HEMBA1 006502 
HEMBA1 006507 



C-HEMBA1 005891 
C-HEMBA1 005909 
C-HEMBA1 00591 1~. 
C-HEMBA1005931 
C-HEHBA1 005963 
C-HEMBA1 005991 
C-HEMBA1 006005 
C-HEHBA 1006031 
C-HEMBA1 006067 
C-HEMBA1 006081 
C-HEMBA1 006091 
C-HEMBA1006100' 
C-HEHBA1006108 
C-HEMBA1006121 
C-HEMBA1006130 
C-HEMBA1006155 
C-HEMBA1006158 
C-HEMBA1006182 
C-HEMBA1006198 
C-HEMBA1 006235 
C-HEMBA1 006253 
C-HEMBA1 006259 
C-HEMBA1 006272 
C-HEMBA1 006278 
C-HEMBA1 006283 
C-HEMBA1 006284 
C-HEMBA1 006291 
C-HEMBA1 006293 
C-HEMBA1 006309 
C-HEMBA1 006349 
C-HEMBA1 006364 
C-HEMBA1 006381 
C-HEMBA1 006398 
C-HEMBA1 006445 
C-HEMBA1 006483 
C-HEMBA1 006492 
C-HEMBA1 006497 
C-HEMBA1 006502 
C-HEMBA1 006507 



13624 




13625 




13626 




13627 


13628 




13630 


1 OvlO 1 




1 oooo 


1 1f\1A 


1 oooo 


1 OQOD 


1 ouo / 


1 JOOO 


) oooy 




1 004U 


1 0O*f 1 


l 004Z 




10040 


I 0044 


I 0040 


1 0040 


1 0£>I7 


I004o 


i oo4y 


I OOOU 


looo 1 




lOOOZ 




l oooo 


1 0004 


loooo 




1 Jboo 




1 OCC7 

looo/ 




1 OCtQ 

loooo 


1 occn 
1 oooy 


1 OOOU 


looo 1 


ioooz 


1 0000 


I 0004 


(0000 


I 0000 


lOOO/ 


I00OO 


i oooy 


1 00 /V 


too / I 


1 00 /Z 


1 00 /O 


\ 00/4 




I 00/0 




100/0 


1 ^R77 
100/ / 


13678 


13679 


13680 


13681 


13682 


13683 


13684 




13685 


13686 


13687 


13688 



1023 



EP 1 074 617 A2 



HEMBA1 006535 
HEMBA1 006559 
HEMBA1006566 
HEMBA1 006579 
HEMBA1 006583 
HEMBA1006612 
HEMBA1 006624 
HEMBA1 006643 
HEMBA1 006674 
HEMBA1 006682 
HEMBA1 006708 
HEMBA1006717 
HEMBA1 006744 
HEMBA 1006754 
HEMBA1 006767 
HEMBA1 006789 
HEMBA1 006832 
HEMBA1006885 
HEMBA1 006900 
HEMBA1 006926 
HEMBA1 006941 
HEMBA1 006973 
HEMBA1 006993 
HEMBA1 007002 
HEMBA1 007062 
HEMBA1 007080 
HEMBA1 007087 
HEMBA1O07112 
HEMBA1007194 
HEMBA1 007206 
HEMBA1 007256 
HEMBA1 007267 
HEMBA1 007281 
HEMBA1 007300 
HEHBA1 007301 
HEMBA1007319 
HEMBA1 007320 
HEMBA1 007327 
HEMBA1 007347 



C-HEMBA1 006535 
C-HEMBA 1006559 
C-HEHBA1 006566.. 
C-HEMBA1 006579 
C-HEMBA1 006583 
C-HEMBA1006612 
C-HEMBA1 006624 
C-HEMBA1 006643 
C-HEMBA 1006674 
C-HEMBA 1006682 
C-HEMBA1 006708 
C-HEMBA1006717 1 
C-HEMBA1 006744 
C-HEMBA1 006754 
C-HEMBA1 006767 
C-HEMBA1 006789 
C-HEMBA1 006832 
C-HEMBA1 006885 
C-HEMBA1 006900 
C-HEMBA1 006926 
C-HEMBA1006941 
C-HEMBA1 006973 
C-HEMBA1 006993 
C-HEMBA1 007002 
C-HEMBA1 007062 
C-HEMBA1 007080 
C-HEMBA1 007087 
C-HEMBA1007112 
C-HEMBA1007194 
C-HEMBA1 007206 
C-HEMBA1 007256 
C-HEMBA1 007267 
C-HEMBA1 007281 
C-HEMBA1 007300 
C-HEMBA1 007301 
C-HEMBA1007319 
C-HEMBA1 007320 
C-HEMBA1 007327 
C-HEMBA1 007347 



13689 




13690 


13691 


13692 




13693 




13694 


13695 


13696 


13697 


13698 


13699 


13700 




13701 


13702 


13703 




13704 


13705 


13706 


13707 


13708 




13709 




13710 




13711 


13712 


13713 


13714 


13715 


13716 


13717 




13718 


13719 


13720 


13721 


13722 


13723 


13724 




13725 


13726 


13727 




13728 




13729 


13730 


13731 




13732 


13733 


13734 




13735 




13736 


13737 


13738 


13739 


13740 


13741 


13742 


13743 


13744 


13745 


13746 


13747 


13748 




13749 





1024 



EP 1 074 617 A2 



HEMBB 1000005 
HEMBB 1000030 
HEMB81000048 
HEMBB1 000099 
HEMBB1000141 
HEMBB1000198 
HEMBB1000217 
HEMBB1000218 
HEMBB1 000274 
HEMBB1000312 
HEMBB1 000402 
HEMBB1 000420 
HEMBB1 000480 
HEMBB1 000530 
HEMBB1 000550 
HEMBB1000556 
HEMBB1 000586 
HEMBB1 000592 
HEMBB1 000593 
HEMBB1 000649 
HEMBB 1000693 
HEHBB1 000822 
HEMBB1 000826 
HEMBB1 000890 
HEMBB1000915 
HEMBB1001008 
HEMBB1001020 
HEMBB1001051 
HEMBB1001112 
HEMBB1001221 
HEMBB1001234 
HEMBB1001282 
HEMBB1001302 
HEMBB1001335 
HEMBB1001337 
HEMBB1001356 
HEMBB1001364 
HEMBB1001366 
HEMBB1001367 



C-HEIHBB1 000005 

C-HEMBB1 000030 

C-HEMBB1 000048. . 

C-HEMBB1 000099 

C-HEMBB1000141 

C-HEMBB1000198 

C-HEMBB1000217 

C-HEMBB1000218 

C-HEMBB1 000274 

C-HEHBB1000312 

C-HEMBB1 000402 

C-HEMBB1000420 1 

C-HEMBB1 000480 

C-HEMBB1 000530 

C-HEMBB1 000550 

C-HEMBB1 000556 

C-HEMBB1 000586 

C-HEMBB1000592 

C-HEMBB1 000593 

C-HEHBB1 000649 

C-HEMBB1 000693 

C-HEMBB1 000822 

C-HEMBB 1000826 

C-HEMBB1 000890 

C-HEHBB1000915 

C-HEMBB1001008 

C-HEMBB1 001020 

C-HEMBB1001051 

C-HEMBB1001112 

C-HEMBB1001221 

C-HEMBB1001234 

C-HEMBB1001282 

C-HEMBB1001302 

C-HEMBB1001335 

C-HEHBB1001337 

C-HEMBB1001356 

C-HEMBB1001364 

C-HEMBB1001366 

C-HEMBB1001367 



1 0"7CA 




1 0"7C1 

1 6/bl 


13752 


10 /OO 




13/54 




13755 




13756 




13757 


13758 


13759 




13760 




13761 




13762 




13763 




13764 




13765 




13766 




13767 


13768 


13769 




13770 


13771 


13772 


13773 


13774 




13775 


13776 


13777 




13778 




13779 




13780 


13781 


13782 




13783 


13784 


13785 




13786 


13787 


13788 




13789 


13790 


13791 


13792 


13793 


13794 


13795 




13796 




13797 




13798 




13799 




13800 


13801 



1025 



EP 1 074 617 A2 



HEMBB1001527 
HEMBB1001537 
HEMBB1002359 
HEMBB1002415 
HEMBB1 002457 
HEMBB1 002492 
HEMBB1 002495 
HEMBB1 002502 
HEMBB1 002550 
HEMBB1 002600 
HEMBB1 002607 
HEMBB1 002684 
HEMBB1 002692 
HEMBB1 002697 
HEMBB1 002705 
MAMMA1000019 
MAMMA1 000020 
MAMHA1 000025 
MAMMA1 000055 
MAMMA 1 000069 
MAMMA 1000084 
MAMMA1000139 
MAMMA1OO0163 
MAMMA1000171 
MAMMA1000173 
MAMMA1 000277 
MAMMA1 000278 
MAMMA 1 000284 
MAMMA1 000309 
MAMMA1000312 
MAMMA1000313 
MAMMA1 000361 
MAMMA1 000388 
MAMMA1 000395 
MAMMA1 000410 
MAMMA1000416 
MAMMA1 000421 
MAMMA 1 000422 
MAMMA1 000468 



C-HEMBB1001527 
C-HEMBB1001537 
C-HEMBB1 002359. .. 
C-HEMBB1002415 
C-HEMBB1 002457 
C-HEMBB1 002492 
C-HEMBB1 002495 
C-HEMBB1 002502 
C-HEMBB1 002550 
C-HEMBB1 002600 
C-HEMBB1 002607 
C-HEMBB1 002684 ' 
C-HEMBB1 002692 
C-HEMBB1 002697 
C-HEMBB1 002705 
C-MAMMA1000019 
C-MAMMA1 000020 
C-MAMMA1 000025 
C-MAMMA1 000055 
C-MAMMA1 000069 
C-MAMMA1 000084 
C-MAMMA10O0139 
C-MAMMA1000163 
C-MAMIIA1000171 
C-IWAMMA1000173 
C-MAMBA1 000277 
C-MAMMA1 000278 
C-MAMMA1 000284 
C-MAMMA1 000309 
C-MAMMA1000312 
C-MAMMA1000313 
C-MAMMA1 000361 
C-MAMMA1 000388 
C-MAMMA1 000395 
C-MAMMA1 000410 
C-MAMMA1000416 
C-MAMMA1 000421 
C-MAMMA1 000422 
C-MAMMA 1000468 



looOZ 




looUo 




13804 




13805 




13806 


13807 


13808 




13809 




13810 


13811 


13812 


13813 


13814 


13815 


13816 


13817 


13818 




13819 


13820 


13821 


13822 


13823 




13824 


13825 


13826 


13827 


13828 




13829 


13830 


13831 


13832 


13833 




13834 


13835 


13836 


13837 


13838 




13839 


13840 


13841 


13842 


13843 


13844 


13845 


13846 


13847 


13848 


13849 




13850 




13851 




13852 


13853 


13854 


13855 


13856 


13857 


13858 


13859 


13860 




13861 


13862 


13863 


13864 



1026 



EP 1 074 61 7 A2 



MAMMA1 000472 
MAMMA1 000490 
MAMMA 1000524 
MAMMA1 000567 
MAMMA1000612 
MAMMA1 000623 
MAMMA1 000625 
MAMMA1 000664 
MAMMA 1 000670 
MAMMA1 000672 
MAMMA1000713 
MAMMA1 000731 
MAMMA1 000734 
MAMMA1 000738 
MAMMA 1000746 
MAMMA1 000775 
MAMMA1 000824 
MAMMA 1000831 
MAMMA1 000841 
MAMMA1 000842 
MAMMA1 000843 
MAMMA1 000856 
MAMMA1 000865 
MAMMA1 000875 
MAMMA1 000906 
MAMMA1 000908 
MAMMA1000914 
MAMMA1 000956 
MAMMA1 000968 
MAMMA1 000979 
MAMMA1001008 
MAMMA1001021 
MAMMA1001041 
MAMMA1001059 
MAMMA1OO1075 
MAIMA1001078 
MAMMA1001091 
MAMMA 100 1105 
MAMMA1001110 



C-MAMMA1 000472 
C-MAMMA1 000490 
C-MAMMA1 000524- 
C-MAMMA1 000567 
C-MAMMA1000612 
C-MAMMA1 000623 
C-MAMMA1 000625 
C-MAMMA1 000664 
C-MAMMA1 000670 
C-MAMMA1 000672 
C-MAMMA1000713 
C-MAMMA1 000731 ' 
C-MAMMA1 000734 
C-MAMMA1 000738 
C-MAMMA1 000746 
C-MAMMA1 000775 
C-MAMMA1 000824 
C-MAMMA1000831 
C-MAMMA1 000841 
C-MAMMA1 000842 
C-MAMMA1 000843 
C-MAMMA 1000856 
C-MAMMA1 000865 
C-MAMMA1 000875 
C-MAMMA1 000906 
C-MAMMA1 000908 
C-MAMMA1O00914 
C-MAMMA1 000956 
C-MAMMA1 000968 
C-MAMMA1 000979 
C-MAMMA1001008 
C-MAMMA1001021 
C-MAMMA1001041 
C-MAMMA1 001059 
C-MAMMA1001075 
C-MAIHIA1 001078 
C-MAMMA10O1091 
C-MAMMA1001105 
C-MAMMA1001110 



13865 


13866 


13867 


13868 


13869 




13870 


13871 


13872 


13873 


13874 


13875 


13876 


13877 


13878 




13879 


13880 


13881 


13882 


13883 


13884 


13885 


13886 


13887 


13888 


13889 


13890 


13891 




13892 




13893 


13894 


13895 




13896 


13897 


13898 


13899 


13900 




13901 


13902 


13903 




13904 




13905 




13906 


13907 


13908 




13909 


13910 


13911 




13912 


13913 


13914 


13915 


13916 


13917 


13918 


13919 


13920 


13921 


13922 


13923 


13924 


13925 


13926 


13927 


13928 


13929 


13930 


13931 



1027 



EP 1 074 617 A2 



MAMMA1001126 
MAMMA1001139 
MAMMA1D01143 
MAMMA1001154 
MAMMA1001181 
MAMMA1001215 
MAMMA1001244 
MAMMA1001259 
MAMMA1001260 
MAMMA1001343 
MAMMA1001411 
MAMMA1001419 
MAMMA1001476 
MAMMA1001510 
MAMMA1001522 
MAMMA1001576 
MAMMA1001604 
MAMMA1001620 
MAMMA1001635 
MAMMA1001649 
MAMMA1001686 
MAMMA1001692 
MAMMA1001743 
MAMMA1001754 
MAMMA1001757 
MAMMA1001764 
MAMMA1001768 
MAMMA1001771 
MAMJA1001790 
MAMMA1001837 
MAMMA10018S8 
MAMJA1001868 
MAMMA1001970 
MAMMA1 002042 
MAMMA1 002068 
MAWKA1002153 
MAMMA1002156 
MAJMA1002170 
MAMMA1002174 



C-MAMMA1001126 

C-MAMMA1001139 

C-MAMMA1.001143- 

C-MAMMA1001154 

C-MAMMA1001181 

C-MAMMA1001215 

C-MAWIIA1001244 

C-MAMHA1001259 

C-MAMMA1001260 

C-MAMMA1001343 

C-MAMMA1001411 

C-MAMMA1001419' 

C-MAMMA1001476 

C-MAMMA1001510 

C-MAMMA1001522 

C-MAMMA1001576 

C-MAMMA1001604 

C-MAMIIA1001620 

C-MAMMA1001635 

C-MAHMA1001649 

C-MAMMA1001686 

C-MAMMA1001692 

C-MAIMA1001743 

C-MAMMA1001754 

C-MAMMA1001757 

C-MAIttlAI 001 764 

C-MAMMA1001768 

C-MAMMA1001771 

C-MAMMA1001790 

C-MAMMA1001837 

C-MAMMA10O1858 

C-MAMMA1001868 

C-MAMMA1001970 

C-MAIMA1 002042 

C-MAMHA1 002068 

C-MAMMA1002153 

C-MAHMA1002156 

CHKAIMA1002170 

C-MAIMA1002174 



13932 




13933 


13934 


13935 




13936 


13937 


13938 


13939 


13940 




13941 




13942 


13943 


13944 


13945 


13946 


13947 


13948 


13949 


13950 




13951 


13952 


13953 




13954 


13955 


13956 


13957 


13958 




13959 


13960 


13961 




13962 


13963 


13964 




13965 




13966 




13967 


13968 


13969 




13970 




13971 


13972 


13973 


13974 


13975 




13976 


13977 


13978 




13979 


13980 


13981 




13982 




13983 




13984 




13985 




13986 


13987 


13988 





1028 



MAMMA1 002209 
MAMMA1002219 
MAMMA 1-002236 
MAMMA1 002243 
MAMMA 1002268 
MAMMA1 002269 
MAMMA1 002292 
MAMMA1 002294 
MAMMA1 002297 
MAMMA1002312 
MAMMA1 002329 
MAMMA1 002333 
MAMMA1 002351 
MAMMA1 002353 
MAMMA1 002355 
MAMMA1 002356 
MAMMA1 002362 
MAMMA1 002380 
MAMMA 1002384 
MAMMA1 002427 
MAMMA1 002470 
MAMMA1 002485 
MAMMA1 002494 
MAMMA1 002524 
MAMMA1 002530 
MAMMA1 002554 
MAMMA1 002585 
MAMMA1 002598 
MAMMA1002619 
MAMMA1 002655 
MAMMA1 002671 
MAMMA1 002673 
MAMMA1 002684 
MAMMA1 002711 
MAMMA1 002769 
MAMMA1 002775 
MAMMA1 002782 
MAMMA1 002796 
MAMMA1 002807 



EP 1 074 61 7 A2 

C-MAMMA1 002209 
C-MAMMA1002219 
C-MAMMA1002236- 
C-MAMMA1 002243 
C-MAMMA1 002268 
C-MAMMA1 002269 
C-MAMMA1 002292 
C-MAMMA1 002294 
C-MAMMA1 002297 
C-MAMMA1002312 
C-MAMMA1 002329 
C-MAMMA1 002333* 
C-MAMMA1 002351 
C-MAMMA1 002353 
C-MAMMA1 002355 
C-MAMMA1 002356 
C-MAMMA1 002362 
C-MAMMA1 002380 
C-MAMMA1 002384 
C-MAMMA1 002427 
C-MAMMA1 002470 
C-MAMMA1 002485 
C-MAHMA1 002494 
C-MAMMA1 002524 
C-MAMMA1 002530 
C-MAMMA1 002554 
C-MAMMA1 002585 
C-MAMMA1 002598 
C-MAMMA1002619 
C-MAMMA1 002655 
C-MAMMA1002671 
C-MAMMA1 002673 
C-MAMMA1 002684 
C-MAMMA1 002711 
C-MAMMA1 002769 
C-MAMMA1 002775 
C-MAMMA 1002782 
C-MAIMA1 002796 
C-MAMMA1 002807 



13989 




13990 


13991 


13992 


13993 


13994 


13995 


13996 


13997 


13998 




13999 


14000 


14001 


14002 


14003 


14004 


14005 




14006 


14007 


14008 


14009 


14010 


14011 


14012 




14013 




14014 




14015 




14016 


14017 


14018 




14019 


14020 


14021 


14022 


14023 


14024 


14025 




14026 


14027 


14028 


14029 


14030 




14031 


14032 


14033 


14034 


14035 


14036 


14037 


14038 


14039 


14040 


14041 




14042 


14043 


1 AC\A A 




14045 


14046 


14047 


14048 


14049 




14050 


14051 


14052 





1029 



EP 1 074 617 A2 



MAMMA 1 002838 
MAMMA 1002842 
MAMMA1002869 
MAMMA1 002881 
MAMMA 1 002886 
MAMMA1 002890 
MAMMA1 002938 
MAMMA 1 002964 
MAMMA1 003011 
MAMMA1003013 
MAMMA1003015 
MAMMA1003019 
MAMMA 1 003035 
MAMMA 1 003039 
MAMMA 1003044 
MAMMA 1 003049 
MAMMA 1 003056 
MAMMA 1003057 
MAMMA1 003066 
MAMMA1 003099 
MAMMA1003104 
MAMMA1003113 
MAMMA1003127 
MAMMA1003135 
MAMMA1003146 
MAMMA1003150 
MAMMA1003166 
NT2RM1 000032 
NT2RM1 000035 
NT2RM1 000039 
NT2RM1 000055 
NT2RM1 000059 
NT2RM1 000062 
NT2RM1000118 
NT2RM1000119 
MT2RM1000127 
NT2RM1000131 
NT2RM1000132 
NT2RM1000153 



C-MAMMA1 002838 
C-MAMMA1 002842 
C-MAMMA1 002869 - 
C-MAMMA1 002881 
C-MAMMA1 002886 
C-MAMMA1 002890 
C-MAMMA1 002938 
C-MAMMA1 002964 
C-MAMMA1 00301 1 
C-MAKMA1003013 
C-MAHWA1003015 
C-MAMWA1003019 1 
C-MAMMA1 003035 
C-MAMMA1 003039 
C-MAMMA1 003044 
C-MAMMA1 003049 
C-MAMMA1 003056 
C-MAMMA1 003057 
C-MAMMA1 003066 
C-MAMMA1 003099 
C-MAIMA1003104 
C-MAMMA1003113 
C-MAMMA1003127 
C-MAMKA1003135 
C-MAMKA1003146 
C-MAMMA1003150 
C-MAMMA1003166 
C-NT2RM1 000032 
C-NT2RM1 000035 
C-NT2RM 000039 
C-NT2RM1 000055 
C-NT2RM1 000059 
C-NT2RM1 000062 
C-NT2RM1000118 
C-NT2RM1000119 
C-NT2RM1000127 
C-NT2RM1000131 
C-NT2RM000132 
C-NT2RM10OO153 



14053 




14054 


14055 


14056 


14057 


14058 


14059 


14060 


14061 


14062 


14063 


14064 


14065 


14066 




14067 


14068 


14069 


14070 


14071 




14072 




14073 


14074 


14075 




14076 




14077 


14078 


14079 


14080 


14081 


14082 


14083 




14084 




14085 




14086 


14087 


14088 


14089 


14090 


14091 


14092 


14093 


14094 


14095 


14096 


14097 


14098 


14099 


14100 


14101 


14102 


14103 


14104 


14105 


14106 


14107 


14108 


14109 


14110 


14111 


14112 


14113 


14114 


14115 


14116 


14117 


14118 


14119 


14120 


14121 



1030 



EP 1 074 617 A2 



NT2RM1000186 
NT2RM1000187 
NT2RM1000199 
NT2RM1 000244 
NT2RM1 000252 
NT2RM1 000256 
NT2RM1 000260 
NT2RM1 000271 
NT2RM1 000300 
NT2RM1000314 
NT2RM1 000354 
NT2RM1 000355 
NT2RM1 000365 
NT2RM1 000377 
NT2RM1 000388 
NT2RM1 000399 
NT2RM1 000430 
NT2RM1 000555 
NT2RM1 000563 
NT2RM1 000648 
NT2RM1 000661 
NT2RM1 000666 
NT2RM1 000672 
NT2RM1 000691 
NT2RM1 000699 
NT2RM1 000741 
NT2RM1 000742 
NT2RM1 000746 
NT2RM1 000770 
NT2RM1 000772 
NT2RM1 000780 
NT2RM1 000800 
NT2RM1 000802 
NT2RM1 000811 
NT2RM1 000826 
NT2RM1 000829 
NT2RM1 000850 
NT2RM1 000852 
NT2RM1 000857 



C-NT2RM1000186 
C-NT2RM1000187 
C-NT2RM10001S9 - 
C-NT2RM1 000244 
C-NT2RM1 000252 
C-NT2RM1 000256 
C-MT2RM1 000260 
C-NT2RM1 000271 
C-NT2RM1 000300 
C-NT2RM1000314 
C-NT2RM1 000354 
C-NT2RM1 000355* 
C-NT2RM1 000365 
C-NT2RM1 000377 
C-NT2RM1 000388 
C-NT2RM1 000399 
C-NT2RM1 000430 
C-NT2RM1 000555 
C-NT2RM1 000563 
C-NT2RM1 000648 
C-NT2RM1 000661 
C-NT2RM1 000666 
C-NT2RM1 000672 
C-NT2RM1 000691 
C-NT2RM1 000699 
C-NT2RM1 000741 
C-NT2RM1 000742 
C-NT2RM1 000746 
C-NT2RM1 000770 
C-NT2RM1 000772 
C-NT2RM1 000780 
C-NT2RM1 000800 
C-NT2RM1 000802 
C-NT2RM1 000811 
C-NT2RM1 000826 
C-NT2RM1 000829 
C-NT2RM1 000850 
C-NT2RM1 000852 
C-NT2RM1 000857 



14122 


14123 


14124 


14125 


14126 


14127 


14128 




14129 


14130 


14131 


14132 


14133 


14134 


14135 


14136 


14137 


14138 


14139 


14140 


14141 


14142 


14141 


14144 


14145 




1414R 


14147 


1414ft 


1414Q 




' 141*51 


141 59 


14151 


14114 


14155 


141 56 


141 57 


1415ft 


1415Q 

l*T 1 5J57 


141 fiA 


14161 


141 fi9 


14161 

1 *t l WO 


14164 




14165 


14166 
I *f 1 uu 


14167 




1416ft 




14169 


14170 


14171 


141 72 


14173 


14174 


14175 


14176 


14177 


14178 


14179 


14180 


14181 


14182 


1 A 1 QQ 


14104 


14185 


14186 


14187 




14188 


14189 


14190 


14191 


14192 


14193 



1031 



EP1 074 617 A2 



NT2RM1 000874 


C-NT2RM1 000874 


14194 


14195 


NT2RM1 000882 


C-NT2RM1 000882 


14196 


14197 


NT2RM1000885 


C-NT2RM1 000885- . 


14198 


14199 


NT2RM1 000894 


C-NT2RM1 000894 


14200 


14201 


NT2RM1 000898 


C-NT2RM1 000898 


14202 


14203 


NT2RM1 000905 


C-NT2RM1 000905 


14204 


14205 


NT2RM1 000924 


C-NT2RM1 000924 


14206 


14207 


NT2RM1 000927 


C-NT2RM1 000927 


14208 


14209 


NT2RM1 000962 


C-NT2RM1 000962 


14210 


14211 


NT2RM1000978 


C-NT2RM1 000978 


14212 


14213 


NT2RM1001003 


C-NT2RM1001003 


14214 


14215 


MT2RM1001043 


C-NT2RM1001043 1 


14216 




NT2RM1001066 


C-NT2RM1001066 


14217 


14218 


NT2RM1001072 


C-MT2RM1001072 


14219 


• 14220 


NT2RM1001085 


C-NT2RM1001085 


14221 


14222 


NT2RM 1001 102 


C-NT2RM1 001102 


14223 


14224 


NT2RM1001105 


C-NT2RM1 001 1 05 


14225 


14226 


NT2RM1001139 


C-NT2RM10O1139 


14227 


14228 


NT2RM2000420 


C-NT2RM2000420 


14229 


14230 


NT2RM2000566 


C-NT2RM20O0566 


14231 


14232 


NT2RM2000609 


C-NT2RM2000609 


14233 


14234 


NT2RM2000612 


C-NT2RM2000612 


14235 


14236 


NT2RM2000735 


C-NT2RM2000735 


14237 


14238 


NT2RM2001588 


C-NT2RM2001588 


14239 


14240 


NT2RM2001605 


C-NT2RM2001605 


14241 


14242 


NT2RM2001613 


C-NT2RM2001613 


14243 


14244 


NT2RM2001632 


C-NT2RM2001632 


14245 


14246 


NT2RM2001648 


C-NT2RM2001648 


14247 


14248 


NT2RM2001652 


C-NT2RM2001652 


14249 


14250 


NT2RM2001659 


C-NT2RM2001659 


14251 


14252 


NT2RM2001664 


C-NT2RM2001664 


14253 


14254 


NT2RM2001668 


C-NT2RM2001668 


14255 


14256 


NT2RM2001671 


C-NT2RM2001 671 


14257 


14258 


NT2RM2001675 


C-NT2RM2001675 


14259 


14260 


NT2RM2001681 


C-NT2RM2001681 


14261 


14262 


NT2RM2001688 


C-NT2RM2001688 


14263 


14264 


NT2RM2001695 


C-NT2RM2001695 


14265 




NT2RM2001696 


C-NT2RM2001696 


14266 


14267 


NT2RM2001698 


C-NT2RM2001698 


14268 


14269 



1032 



EP 1 074 617 A2 



NT2RM2001700 
NT2RM2001716 
NT2RM2001723 
NT2RM2001730 
NT2RM2001743 
NT2RM2001753 
NT2RM2001760 
NT2RM2001768 
NT2RM2001771 
NT2RM2O01782 
NT2RM2001784 
NT2RM2001785 
NT2RM2001813 
NT2RM2001823 
NT2RM2001839 
NT2RM2001840 
NT2RM2001855 
NT2RM2O01867 
NT2RM2001879 
NT2RM2001983 
NT2RM2002145 
NT2RM4000027 
NT2RM4000030 
NT2RM4000046 
NT2RM4000155 
NT2RM4000156 
NT2RM4000167 
NT2RM4000199 
NT2RM4000200 
NT2RM4000202 
MT2RM4O00233 
NT2RM4000244 
NT2RM4000251 
NT2RM4000265 
NT2RH4000324 
NT2RM4000327 
NT2RM4000356 
NT2RM4O00425 
NT2RM4000433 



C-NT2RM2001700 

C-NT2RM2001716 

C-NT2RM2001723-- 

C-NT2RM2001730 

C-NT2RM2001743 

C-NT2RM2001753 

C-NT2RH2001760 

C-NT2RM2001768 

C-NT2RM2001771 

C-NT2RM2001782 

C-NT2RM2001784 

C-NT2RM2001785* 

C-NT2RM2001813 

C-NT2RM2001823 

C-NT2RM2001839 

C-NT2RM200184O 

C-NT2RM2001855 

C-NT2RM2001867 

C-NT2RM2001879 

C-NT2RM2001983 

C-NT2RM2002145 

C-NT2RM4000027 

C-NT2RM4000030 

C-NT2RM4000046 

C-NT2RIM000155 

C-NT2RM4000156 

C-NT2RM4000167 

C-NT2RM4000199 

C-NT2RM4000200 

C-NT2RM4000202 

C-NT2RJM000233 

C-NT2RM4000244 

C-NT2RIM000251 

C-NT2RM4000265 

C-NT2RM4O00324 

C-NT2RM4O00327 

C-NT2RM4000356 

C-NT2RM4O00425 

C-NT2RM4O00433 



14270 


14271 


14272 


14273 


14274 


14275 


14276 


14277 


14278 


14279 


14280 


14281 


14282 


14283 


14284 


14285 


14286 




14287 


14288 


14289 


14290 


14291 


14292 


14293 


14294 


14295 


14296 


14297 


14298 


14299 




14300 


14301 


14302 


14303 


14304 




14305 


14306 


14307 


14308 


14309 


14310 


14311 


14312 


14313 


14314 


14315 


14316 


14317 


14318 


14319 


14320 


14321 


14322 


14323 


14324 


14325 


14326 


14327 


14328 


14329 




14330 


14331 


14332 




14333 


14334 


14335 




14336 


14337 


14338 




14339 


14340 



1033 



EP 1 074 617 A2 



NT2RM4000514 
NT2RM4000531 
NT2RM4000532 
NT2RM4000534 
NT2RM4000603 
NT2RM4000611 
NT2RM4000616 
NT2RM4000674 
NT2RM4000689 
NT2RM4000698 
NT2RM4000700 
NT2RM4000712 
NT2RM4000717 
NT2RM4000733 
NT2RM4000734 
NT2RM4000741 
NT2RM4000751 
MT2RM4000764 
MT2RM4000778 
MT2RM4000787 
NT2RM4000790 
NT2RM4000795 
NT2RM4000796 
NT2RM4000798 
NT2RM4000813 
NT2RM4C00820 
NT2RM4000833 
NT2RM4000848 
NT2RM4000852 
MT2RM4000855 
NT2RM4000887 
NT2RM4000895 
NT2RM4000950 
NT2RM4000979 
NT2RM4001002 
NT2RM4001032 
NT2RM4001047 
NT2RM4001054 
NT2RM4001084 



C-NT2RH4000514 

C-NT2RH4000531 

C-NT2RM4000532- 

C-NT2RH4000534 

C-NT2RM4000603 

C-NT2RM4000611 

C-NT2RM4000616 

C-NT2RM4000674 

C-NT2RM4000689 

C-NT2RM4000698 

C-NT2RM4000700 

C-NT2RM4000712' 

C-NT2RIM000717 

C-NT2RH4000733 

C-MT2RH4000734 

C-NT2RM4000741 

C-NT2RM4000751 

C-NT2RM4000764 

C-NT2RM4000778 

C-NT2RM4000787 

C-NT2RM4000790 

C-NT2RM4000795 

C-NT2RM4000796 

C-NT2RM4000798 

C-NT2RM4000813 

C-NT2RM4000820 

C-NT2RM4000833 

C-NT2RH4000848 

C-NT2RM4000852 

C-NT2RM4000855 

C-NT2RM40O0887 

C-NT2RM4000895 

C-NT2RIII4000950 

C-MT2RII4000979 

C-NT2RM4001002 

C-NT2RH4001032 

C-NT2RM4001047 

C-NT2RM40O1054 

C-NT2RM4001084 



1 

1 *K>H 1 


1 A1A0 






1 AOAA 
1 ^OtH 






1 A7Af\ 


1 HO*f / 


1 A*XAfi. 
1 *tO*HJ 




1 >iocn 
14oOU 


1 4o0 1 


1 4oO/ 


1 vIOCO 


1 vf OCA 

14354 


14300 


14356 


14357 


14358 


14359 


14360 


14361 


14362 


14363 


14364 


14365 


14366 


14367 


14368 


14369 


14370 


14371 


14372 


14373 


14374 


14375 


14376 


14377 




14378 


14379 


14380 


14381 


14382 


14383 


14384 


14385 


14386 


14387 


14388 


14389 


14390 


14391 


14392 


14393 


14394 




14395 


14396 


14397 


14398 


14399 




14400 


14401 


14402 




14403 


14404 


14405 


14406 


14407 


14408 


14409 


14410 


14411 


14412 



1034 



EP 1 074 617 A2 



MT2RM4001 1 1 6 C-NT2RM4001 1 1 6 

NT2RM4001140 C-NT2RM4001 1 40 

NT2RM4001 1 51 C-NT2RM4001 1 5 1~ 

NT2RM4001155 C-NT2RM4001 1 55 

NT2RM4001 1 60 C-NT2RM4001 1 60 

NT2RM4001 1 87 C-NT2RM4001 1 87 

NT2RNI4001191 C-NT2RM4001 191 

NT2RM4001200 C-NT2RM4001 200 

NT2RM4001203 C-NT2RM4001203 

NT2RM4001204 C-NT2RM4001 204 

MT2RM4001217 C-NT2RM4001217 

NT2RM4001256 C-MT2RM4001256 1 

MT2RM4001258 C-NT2RM4001 258 

NT2RM4001309 C-NT2RM4001 309 

NT2RM4001313 C-NT2RM4001313 

NT2RM4001316 C-NT2RM4001316 

NT2RM4001320 C-NT2RM4001 320 

NT2RM4001340 C-NT2RM4001 340 

NT2RM4001344 C-NT2RM4001 344 

NT2RM4001347 C-NT2RM4001347 

NT2RM4001371 C-NT2RM4001 371 

NT2RM4001382 C-NT2RM4001 382 

NT2RM4001384 C-NT2RM4001384 

NT2RM4001410 C-NT2RM4001410 

NT2RM4001411 C-NT2RM4001 41 1 

NT2RM4001412 C-NT2RH4001412 

NT2RM4001414 C-NT2RM4001 41 4 

NT2RM4001 437 C-NT2RM4001 437 

NT2RH4001444 C-NT2RM4001 444 

NT2RM4001454 C-NT2RM4001 454 

NT2RIM001455 C-NT2RM4001 455 

NT2RII4001483 C-NT2RM4001 483 

MT2RM4001489 C-NT2RM4001489 

NT2RM4001522 C-NT2RM4001 522 

NT2RM4001557 C-NT2RM4001 557 

NT2RM4001565 C-NT2RM4001 565 

NT2RH4001566 C-NT2RM4001 566 

MT2RM4001582 C-NT2RM4001 582 

NT2RM4001592 C-NT2RM4001 592 



14413 


14414 


14415 


14416 


14417 


14418 


14419 


14420 


14421 




14422 


14423 


14424 


14425 


14426 


14427 


14428 


14429 


14430 


14431 


14432 


14433 


14434 


14435 


14436 


14437 


14438 




14439 


14440 


14441 


14442 


14443 


14444 


14445 


14446 


14447 


14448 


14449 


14450 


14451 


14452 


14453 


14454 


14455 


14456 


14457 


14458 


14459 


14460 


14461 


14462 


14463 




14464 




14465 


14466 


14467 


14468 


14469 


14470 


14471 


14472 


14473 


14474 




14476 


14477 


14478 


14479 


14480 


14481 


14482 


14483 


14484 


14485 


14486 



1035 



EP1 074 617 A2 



NT2RM4001594 

NT2RM4001597 

NT2RM4O0161-1 

NT2RM4001629 

NT2RM4001650 

NT2RM4001662 

NT2RM4001666 

NT2RM4001682 

NT2RM4001710 

NT2RM4001714 

NT2RM4001715 

NT2RM4001731 

NT2RM4001746 

NT2RM4001754 

NT2RM4001758 

NT2RM4001783 

NT2RH4001810 

NT2RM4001 81 3 

NT2RM4001823 

NT2RM4001828 

NT2RM4001836 

NT2RM4001841 

NT2RM4001842 

NT2RM4001856 

NT2RM4001858 

NT2RM4001865 

NT2RM4001876 

NT2RM4001880 

NT2RM4001922 

NT2RM4001930 

NT2RM4001940 

NT2RM4001953 

NT2RM4001965 

NT2RM4001969 

NT2RM4001979 

NT2RM4001984 

NT2RM4001987 

NT2RM4002013 

NT2RM4002018 



C-NT2RM4001594 

C-NT2RM4001597 

C-NT2RM4001611— 

C-NT2RM4001629 

C-NT2RM4001650 

C-NT2RM4001662 

C-NT2RM4001666 

C-NT2RM4001682 

C-NT2RM4001710 

C-NT2RM4001714 

C-NT2RM4001715 

C-NT2RM4001731 ' 

C-NT2RM4001746 

C-NT2RM4001754 

C-NT2RM4001758 

C-NT2RM4001783 

C-NT2RM4001810 

C-NT2RM4001813 

C-NT2RM4001823 

C-NT2RM4001828 

C-NT2RM4001836 

C-NT2RM4001841 

C-NT2RM4001842 

C-NT2RM4001856 

C-NT2RM4001858 

C-NT2RM4001865 

G-NT2RM4001876 

C-NT2RM4001880 

C-NT2RM4001922 

C-NT2RM4O01930 

C-NT2RM4001940 

C-NT2RM4001953 

C-NT2RM4001965 

C-NT2RM4001969 

C-NT2RM4001979 

C-NT2RM4001984 

C-NT2RM4O01987 

C-NT2RM4002013 

C-NT2RM4002018 



14487 


14488 


14489 


14490 


14491 


14492 


14493 

1 TT3w 


14494 


14495 


14496 


1 A4Q7 

1 *T*T^ / 


1 AAQfl 


1 AAQQ 


1 ACAD 
1 40UU 


1 ARA1 
I40U1 


I40UZ 


1 40UO 




1 40U4 


i Acne 
I40U0 


1 ACft£ 
1 40U0 


1 AKft7 
1 400/ 


1 40Uo 


1 ACAO 


1 aci ft 

1 40 IU 


1 AC1 1 
140 II 


140 1 1 




14513 


1 A C1 y* 

14014 


1 ACt C 

14515 


14010 


1 >IC1 "J 

1451 / 


1451 o 


t ac 1 n 


14020 


1 jlC41 

145Z1 


14522 


1 vICOO 

145zo 


1 ACOA 

14524 


1 >(COC 

145/5 


1 A COP 

14526 


145// 




140zo 




145z9 


14530 


14531 


i ,4 COO 

14532 


1 4 COO 

14000 


1 y* COvl 

14534 


14000 


1 AC0£ 

14030 


1 AC07 
1 400/ 


1 ACOQ 
140OO 


(400? 




1 ACAft 
I 404U 


1404 1 


1 A RAO 
1 404Z 


1 A<\A^ 
1 4040 


1 ACAA 
1 4044 




1 AC AC 

14040 


1 At Aft 
14040 


14547 


14548 


14549 


14550 


14551 




14552 


14553 


14554 


14555 


14556 


14557 



1036 



EP 1 074 617 A2 



NT2RM4002034 
NT2RM4002044 
NT2RM4002054 
NT2RM4002063 
NT2RM4002066 
NT2RM4002075 
MT2RM4002128 
NT2RM4002140 
NT2RM4002145 
NT2RM4002161 
NT2RM4002174 
MT2RM4002189 
NT2RM4002205 
MT2RM4002213 
NT2RM4002226 
NT2RM4002251 
NT2RM4002256 
NT2RM4002266 
NT2RM4O02281 
NT2RM4002287 
NT2RM4002294 
NT2RM4002301 
NT2RM4002323 
NT2RM4002339 
NT2RM4002344 
MT2RIH4002373 
MT2RM4002374 
NT2RM4002383 
NT2RM4002409 
NT2RM4002438 
NT2RM4002446 
NT2RM4002452 
MT2RM4002457 
NT2RM4002460 
NT2RM4002493 
NT2RM4002527 
NT2RM4002S32 
NT2RM4002558 
NT2RJI4002567 



C-NT2RM4002034 
C-NT2RM4002044 

C-NT2RM4002054 

C-NT2RM4002063 

C-NT2RM4002066 

C-NT2RM4002075 

C-NT2RM4002128 

C-NT2RM4002140 

C-NT2RM4002145 

C-NT2RM4002161 

C-NT2RM4002174 

C-NT2RM4002189 1 

C-NT2RM40O2205 

C-NT2RM4002213 

C-NT2RM4002226 

C-NT2RM4002251 

C-NT2RM4002256 

C-NT2RII4002266 

C-NT2RM4O02281 

C-NT2RM4002287 

C-NT2RM4002294 

C-NT2RM4002301 

C-NT2RM4002323 

C-NT2RM4002339 

C-NT2RM4002344 

C-NT2RM4002373 

C-NT2RM4002374 

C-NT2RM4002383 

C-NT2RM4002409 

C-NT2RM4002438 

C-NT2RM4002446 

C-NT2RM4002452 

C-MT2RM4002457 

C-NT2RM4002460 

C-NT2RM4002493 

C-NT2RM4002527 

C-NT2RM4002532 

C-NT2RM4002558 

C-NT2RM4002567 



14-558 


14559 




14561 




14563 


14564 


14565 


14566 


14567 


I **OOo 


i «tooy 


140 /U 


140/ I 


140/Z 


1 ACTi 

140 /o 


140/4 


140/0 


140/0 


4 viC-77 
145// 


1 a mo 
145 /o 


14579 


4 Acan 

14580 


4 ACO-t 

14581 


1 A COO 

1 4582 


4 A COO 

14583 


4 JCfl A 

1 4584 


4 Acac 

14585 


14586 


4 A COT 

14587 


4 A COO 

1 4588 


~ 4 icon 

14589 


4 A Cf\f\ 

1 4590 


4 JC04 

14591 


4 A COO 

1 4592 


4 JCAO 

14593 


14594 




4 JCftC 

14595 


14596 


4 JCO"7 

14597 


4 icno 

14598 


14599 


14600 


14601 


14602 


4 iCOO 

14603 


14604 


14605 


14606 


14607 


14608 


14609 




14ol0 




14ol 1 


14612 


14ol J 


14614 


1401O 


14010 


1401 / 


140lo 


1 A CI O 




14620 


14621 


14622 


14623 


14624 


14625 


14626 


14627 


14628 


14629 


14630 


14631 



1037 



EP1 074 617 A2 



NT2RM4002593 
NT2RM4002594 
NT2RM4002623 
NT2RP1 000324 
NT2RP1 000363 
NT2RP1000418 
NT2RP1000513 
NT2RP1 000721 
NT2RP1 000730 
NT2RP1 000767 
NT2RP1 000836 
NT2RP1 000902 
NT2RP1 000943 
NT2RP1001033 
NT2RP1001073 
NT2RP1001199 
NT2RP1001248 
NT2RP1001253 
NT2RP1001286 
NT2RP1001294 
NT2RP1001302 
NT2RP10O1310 
NT2RP1001361 
NT2RP1001385 
NT2RP1001432 
NT2RP2000040 
NT2RP2000076 
NT2RP2000098 
NT2RP2000108 
NT2RP2000257 
NT2RP2000258 
NT2RP2000289 
NT2RP2000327 
NT2RP2000337 
NT2RP2000420 
NT2RP2000459 
MT2RP2000498 
NT2RP2000758 
NT2RP2001137 



C-NT2RM4002593 

C-NT2RM4002594 

C-NT2RM4002623-- 

C-NT2RP1 000324 

C-NT2RP1 000363 

C-NT2RP1000418 

C-NT2RP1000513 

C-NT2RP1 000721 

C-NT2RP1 000730 

C-NT2RP1 000767 

C-NT2RP1 000836 

C-NT2RP1 000902 ' 

C-NT2RP1 000943 

C-NT2RP1001033 

C-NT2RP1001073 

C-NT2RP1001199 

C-NT2RP1001248 

C-NT2RP1001253 

C-NT2RP1001286 

C-NT2RP1001294 

C-NT2RP1001302 

C-NT2RP1001310 

C-NT2RP1001361 

C-NT2RP1001385 

O-NT2RP1001432 

C-NT2RP2000040 

C-NT2RP2000076 

C-NT2RP2000098 

C-NT2RP2000108 

C-NT2RP2000257 

C-NT2RP2000258 

C-NT2RP2000289 

C-NT2RP2000327 

C-NT2RP2000337 

C-NT2RP2000420 

C-NT2RP2000459 

C-NT2RP2000498 

C-NT2RP2000758 

C-NT2RP2001137 



1 AW> 




t HvJOu 




1 *rOOO 


1 HOOD 


1 *¥\JO 1 


lAfi^A 


1 Afi^Q 
I hoosj 


1 4fi4.fi 

1 *tO*tv 


1 AfiA1 
1 404 1 




1 ACAI 

1404o 




1 AC A A 

1 4044 


1 AC Ad 


1 AC AC: 

14646 


1 ACA1 


4 join 

14648 


•< AC Af\ 

14649 


14650 


14651 


14652 


14653 


14654 


14655 


14656 


14657 


14658 


14659 


14660 


14661 


14662 


14663 


14664 


14665 


14666 


14667 


14668 


14669 


14670 


14671 


14672 


14673 


14674 


14675 


14676 


14677 


14678 




14679 


14680 


14681 


14682 


14683 


i ACQ A 

14684 


14685 




1 ACQC 


1 ACQ1 

14687 


1 AHQQ 


14oo9 


14690 


1 JCftl 

l4o»l 


14692 




14693 


14694 


14695 


14696 


14697 


14698 


14699 




14700 


14701 


14702 


14703 



1038 



EP1 074 617 A2 



MT9RP9flfi1 1AQ 


f k -MT9RP9nni 1 aq 

U N I ZrtrZUU I 1 4V 


1 A7flA 
I 4/U4 


1 A7A5 


MTORPonm 1 Aft 

N 1 ZKrZUU \ \ 00 


A -IJT9RP9fiA1 1 Aft 


1 A7flA 
I 4/UO 


1 A7A7 
1 4/U/ 


MT9RP9fifn 1 79 




1 A7flft 
I4/U0 


1 A7AQ 

1 4/uy 


MT9RP9fifl1 1 7 A 
ri \ ZKrZUU I 1 /4 


P— HT9RP9fifl1 1 7 A 


1 A71 A 
1 4/ IU 


1 A71 1 
I 4/ 1 1 


MT9RP9fifl1 1 OA 


P— MT9RP9A01 1 QA 
U N I ZrvrZUU I I bJO 


1 A71 9 
I 4 1 1 Z 




MTODP9fkA1 99A 


P— MT9PP9flfl1 99A 
U N I ZKrZUU 1 ZZO 


1 /I71 9 
I 4/1 0 


1 A71 A 


UTODDOAA1 OCQ 


P— UT9DP9fV\1 OCQ 

U~N I ZKrzUU 1 zoo 


1 >!71 C 
14/10 


1 A71 A 
14/10 


NT2RP2001290 


C-NT2RP2001290 


14717 


14718 


kiTonn/tAm one 

NT2RP2001 295 


C-NT2RP2001 295 


14719 


14720 


NT2RP2001312 


C-NT2RP2001312 


14721 




ht* a r*r\ a a a * a a "T 

NT2RP2001327 


A lITAflftOAAi O A ~J 

C-NT2RP2001327 


1 4722 


4 4 "too 

14723 


NT2RP2001328 


A tlTAnnAAA4 A A A^ 

C-NT2RP2001328 


14724 




NT2RP2001366 


C-NT2RP2001366 


14725 


14726 


NT2RP2001 378 


C-NT2RP2001378 


14727 


14728 


NT2RP2001392 


C-NT2RP2001392 


14729 


14730 


NT2RP2001 394 


C-NT2RP2001394 


14731 




NT2RP2001 420 


C-NT2RP2001420 


14732 


14733 


NT2RP2001450 


C-NT2RP2001450 


14734 




NT2RP2001467 


y\ llT AKAAAA4 i 

C-NT2RP2001467 


14735 


14736 


NT2RP2001506 


A IIVAftnAAA-d A 

C-NT2RP2001506 


14737 




NT2RP2001511 


C-NT2RP2001511 


14738 


14739 


NT2RP2001520 


C-NT2RP2001520 


14740 


14741 


NT2RP2001536 


C-NT2RP2001536 


14742 


14743 


NT2RP2001560 


ONT2RP2001560 


14744 


14745 


NT2RP2001576 


C-NT2RP2001576 


14746 


14747 


NT2RP2001581 


a n~i*Ar\f*»A a A 4 r- A 4 

C-NT2RP2001581 


14748 


14749 


NT2RP2001 597 


C-NT2RP2001597 


14750 


14751 


NT2RP2001628 


A IITAnnAAAl AAA 

C-NT2RP2001628 


14752 


14753 


NT2RP2001663 


A k IT A A A, AAA-* AAA 

C-NT2RP2001663 


14754 




klTAFM^AA A -« 

NT2RP2001748 


C-NT2RP2001748 


14755 


14756 


NT2RP2001813 


C-NT2RP2001813 


14757 




NT2RP2001883 


C-NT2RP2G01883 


t J1CO 

14758 


-« iirA 

14759 


NT2RP2001900 


A ||T AOf"»AA AH AAA 

C-NT2RP2001900 


14760 


14761 


NT2RP2001947 


C-NT2RP2001947 


14762 


14763 


NT2RP2001985 


C-NT2RP2001985 


14764 


14765 


NT2RP2001991 


C-NT2RP2001991 


14766 


14767 


NT2RP2002025 


C-NT2RP2002025 


14768 


14769 


NT2RP2002058 


C-NT2RP2002058 


14770 


14771 


NT2RP2002076 


C-NT2RP2002076 


14772 


14773 



1039 



EP 1 074 617 A2 



NT2RP2002078 
NT2RP2002079 
NT2RP2002099 
NT2RP2002185 
MT2RP2002193 
NT2RP2002231 
NT2RP2002235 
NT2RP2002252 
NT2RP2002292 
NT2RP2002408 
MT2RP2002442 
NT2RP2002464 
NT2RP2002498 
NT2RP2002503 
MT2RP2002520 
NT2RP2002549 
NT2RP2002609 
NT2RP2002706 
NT2RP2002710 
NT2RP2002800 
NT2RP2002880 
NT2RP2002891 
NT2RP2002929 
NT2RP2002939 
NT2RP2002993 
NT2RP2003034 
NT2RP2003099 
NT2RP2003137 
NT2RP2003157 
NT2RP2O03158 
NT2RP2003165 
NT2RP2003243 
MT2RP2003277 
NT2RP2003286 
NT2RP2003297 
NT2RP2003307 
NT2RP2003308 
NT2RP2003347 
MT2RP2003391 



C-NT2RP2002078 

C-NT2RP2002079 

C-NT2RP2002099-- 

C-NT2RP2002185 

C-MT2RP2002193 

C-NT2RP2002231 

C-MT2RP2002235 

C-NT2RP2002252 

C-NT2RP20O2292 

C-NT2RP2002408 

C-NT2RP2002442 

C-NT2RP2002464 1 

C-NT2RP2002498 

C-NT2RP2002503 

C-NT2RP2002520 

C-NT2RP2002549 

C-NT2RP2002609 

C-NT2RP2002706 

C-MT2RP2002710 

C-NT2RP2002800 

C-NT2RP2002880 

C-NT2RP2002891 

C-NT2RP2002929 

C-NT2RP2002939 

C-NT2RP2002993 

C-NT2RP2003034 

C-NT2RP2003099 

C-MT2RP2003137 

C-NT2RP2003157 

C-NT2RP2003158 

C-NT2RP2003165 

C-NT2RP2003243 

C-NT2RP2003277 

C-MT2RP20O3286 

C-NT2RP2003297 

C-NT2RP2003307 

C-NT2RP2003308 

C-MT2RP2003347 

C-MT2RP20O3391 



14774 


14775 


14776 


14777 


14778 


14779 


14780 


14781 


14782 


14783 


14784 


14785 


14786 


14787 




14780 


1470D 


14/31 


1 A7Q9 




1 A7GA 


1 A7QH 


1 AlQfx 


1 A7Q7 


1 4/yo 


1 A7QQ 

I 4/»y 


14oUU 


14oU> 


I4oUZ 


1 4oUo 


1 AQC\A 


' 1 AQMZ. 

14oU0 




1 AQf\~I 

14oU/ 


1 A QHQ 

1 4oUo 




1 AQf\Q 


1 ACM A 
140 IU 


14ol 1 




1 AQl O 
14o \£. 


1 >IOi 0 


1 A Q1 A 


1 AQ 1 C 


1 4o 10 


1 AQ1 7 
1 45 1 / 


1 A Q1 0 

l4olo 


l4ol;J 




1 AQH 


1 AQOO 




1 4o^J 




1 AQ9A 
1 4o^4 


1 AQOC 

l4o/D 


1 AQOfi 




1 Afi9ft 


1 AQOQ 


1AB1fi 

1 fOOU 




14811 




14811 


1 AA1A 
i ■too** 


14835 


14836 


14837 


14838 


14839 


14840 


14841 


14842 


14843 


14844 


14845 


14846 



1040 



EP 1 074 617 A2 



NT2RP2003393 
NT2RP2003445 
NT2RP2003466 
NT2RP2003480 
NT2RP2003506 
NT2RP2003511 
NT2RP2003513 
NT2RP2003567 
NT2RP2003604 
NT2RP2003691 
NT2RP2003713 
NT2RP2003760 
NT2RP2003764 
NT2RP2003769 
NT2RP2003777 
NT2RP2003840 
NT2RP2003857 
NT2RP2003981 
NT2RP2003984 
NT2RP2004041 
NT2RP2004066 
NT2RP20O4081 
NT2RP2004124 
NT2RP2004152 
NT2RP2004165 
NT2RP2004187 
NT2RP2004239 
NT2RP2004245 
NT2RP2004364 
NT2RP2004365 
NT2RP2004366 
NT2RP2004373 
NT2RP2004476 
NT2RP2004551 
NT2RP2004568 
NT2RP2004600 
NT2RP2004664 
MT2RP2004743 
MT2RP2004768 



C-NT2RP2003393 

C-NT2RP2003445 

C-NT2RP2003466- 

C-NT2RP2003480 

C-NT2RP2003506 

C-NT2RP200351 1 

C-NT2RP2003513 

C-NT2RP2003567 

C-NT2RP2003604 

C-NT2RP2003691 

C-NT2RP2003713 

C-NT2RP2003760 ' 

C-NT2RP2003764 

C-NT2RP2003769 

C-NT2RP2003777 

C-NT2RP2003840 

C-NT2RP2003857 

C-NT2RP2003981 

C-NT2RP2003984 

C-NT2RP2004041 

C-NT2RP2004066 

C-NT2RP2004081 

C-NT2RP2004124 

C-NT2RP2004152 

C-NT2RP2004165 

C-NT2RP2004187 

C-NT2RP2004239 

C-NT2RP2004245 

C-NT2RP2004364 

C-NT2RP2004365 

C-NT2RP2004366 

C-NT2RP2004373 

C-NT2RP2004476 

C-NT2RP2004551 

C-NT2RP2004568 

C-NT2RP2004600 

C-NT2RP2004664 

C-NT2RP2004743 

C-NT2RP2004768 



14847 


14848 


14849 




14850 


14851 


14852 


14853 


14854 


14855 


14856 


14857 


14858 


14859 


14860 

1 tow 


I too 1 


14862 


1 tOUJ 


i tout 






1 AftftA 
I *KJOO 


14flfi7 
i too / 


1 AftftA 


i too? 


1 AA7A 


1 Aft7l 






1,4070 


1 AA7A 


' 1 Aft 7 c: 


1 AA7fi 
1 *to /0 


1 Aft 77 
I HQ / I 


1 AA7ft 


1 Aft7Q 


1 AftftO 


1 Aftftl 


1 AAa? 


1 Aft ft ^ 


1 Aft A A 


1 AftftR 


1 *fOO0 


1 Aftft7 


1AAAA 


1 AftAQ 




1 AS01 
l to? 1 


1 AAQ9 


1 AftQI 


1 AAQA 






1 AAQ7 


1 AAQA 




1 AQflfi 


1 AQ01 




1 AQ01 




14Q05 


14906 

1 t3vw 


14907 


14Q0A 

1 *?5JUO 


1 AQ0Q 


14910 


1491 1 


14912 


14913 


14914 


14915 


14916 


14917 


14918 




14919 


14920 



1041 



EP 1 074 617 A2 



NT2RP2004816 
NT2RP2004861 
NT2RP2004.897 
NT2RP2004933 
NT2RP2004978 
NT2RP2005038 
NT2RP2005162 
NT2RP2005204 
NT2RP2005227 
NT2RP2005287 
NT2RP2005288 
NT2RP2005490 
NT2RP2005539 
NT2RP2005605 
NT2RP2005722 
NT2RP2005732 
NT2RP2005784 
NT2RP2005812 
NT2RP2005859 
NT2RP2006023 
NT2RP2006334 
NT2RP2006441 
NT2RP3000002 
MT2RP3000050 
NT2RP3000055 
NT2RP3000068 
NT2RP3000080 
NT2RP3000085 
NT2RP3000092 
NT2RP3000109 
NT2RP30O0134 
NT2RP3000149 
NT2RP3000197 
NT2RP3000207 
NT2RP3000233 
NT2RP3000235 
NT2RP3000247 
NT2RP3000267 
NT2RP3000299 



C-NT2RP2004816 

C-NT2RP2004861 

C-NT2RP200489I.. 

C-NT2RP2004933 

C-NT2RP2004978 

C-NT2RP2005038 

C-NT2RP2005162 

C-NT2RP2005204 

C-NT2RP2005227 

C-NT2RP2O05287 

C-NT2RP2O05288 

C-NT2RP2005490 ! 

C-NT2RP2005539 

C-NT2RP2005605 

C-NT2RP2005722 

C-NT2RP2005732 

C-NT2RP20O5784 

C-NT2RP2005812 

C-NT2RP2005859 

C-NT2RP2006023 

C-NT2RP2006334 

C-NT2RP2006441 

C-NT2RP3000002 

C-NT2RP3000050 

C-NT2RP3000055 

C-NT2RP3000068 

C-NT2RP3000080 

C-NT2RP3000085 

C-NT2RP3000092 

C-NT2RP3000109 

C-NT2RP3000134 

C-NT2RP3000149 

C-NT2RP3000197 

C-NT2RP3OO02O7 

C-NT2RP3000233 

C-MT2RP3000235 

C-NT2RP3000247 

C-NT2RP3000267 

C-NT2RP3000299 



14921 


14922 


14923 




14924 




14925 


14926 


14927 


14928 


14929 


14930 


14931 


14932 


14933 


14934 


14935 


14936 


14937 




1 two 




14940 


14941 


14942 


1494T 


14944 


14945 




14947 


14948 


- 14949 


14950 


149m 


1495? 


1495^ 
I *ta«?o 


14954 




14Q56 


149*57 




14959 


14Qfifi 






1496? 


14Qfi1 




14965 


14966 


14967 


14968 


14969 


14970 


14971 


14972 


14973 


14974 


14975 


14976 


14977 


14978 


14979 


14980 


14981 




14982 


1 49oo 


14984 


14985 


14986 




14987 




14988 


14989 


14990 


14991 



1042 



EP 1 074 617 A2 



NT2RP300O324 


C-NT2RP3000324 


14992 




NT2RP3000341 


C-NT2RP3000341 


14993 




NT2RP3000.393 


C-NT2RP3000393.... 


. 14994 


14995 


NT2RP3000441 


C-NT2RP3000441 


14996 


14997 


NT2RP3000449 


C-NT2RP3000449 


14998 


14999 


NT2RP3000451 


C-NT2RP3000451 


15000 


15001 


NT2RP3000456 


C-NT2RP3000456 


15002 


15003 


NT2RP3000542 


C-NT2RP3000542 


15004 




NT2RP3000561 

• 1 1 fclll wwwwww • 


C-NT2RP3000561 


15005 




NT2RP3000562 

11 1 ^ 1 11 wwwwww^- 


C-NT2RP3000562 


15006 




NT2RP3000578 


C-NT2RP3000578 

W 1 1 1 LI M WWWWW 9 W 


15007 


15008 


NT2RP3000590 

11 1 41X1 WWWWWWW 


ONT2RP3000590' 

\J 11 1 WWW WW WW 


15009 


15010 


NT2RP3000592 


ONT2RP3000592 


15011 




NT2RP3000622 

IV 1 £b|\J W WWWWfcfc 


C-NT2RP3000622 


15012 




NT2RP3 000624 

11 1 &IU WWWWW4^ 


C-NT2RP3000624 


15013 


15014 


NT2RP3000685 


C-NT2RP3000685 

W 11 1 blU WWWWWWW 


15015 


15016 


NT2RP3000736 

ii i 4i\r www / o w 


ONT2RP3000736 

W 11 1 41X1 WWX/W / WW 


15017 


15018 


NT2RP3000742 


C-NT2RP3000742 

W 11 1 41X1 WWWW / I 


15019 


15020 


NT2RP3000753 

ii i 4ixi uuvw ; ww 


C-NT2RP3000753 

W 11 1 41X1 WWWW # WW 


15021 


15022 


NT2RP300Q826 


ONT2RP3 000826 

W 11 1 4 1 VI WWWWW4W 


15023 


15024 


NT2RP3000865 

ii i 4i\r wwwwwww 


C-NT2RP3000865 

W 11 | VI WWWWWWW 


15025 




NT2RP3000875 


C-NT2RP3000875 

W 11 I £m> 1 VI WWWW # W 


15026 


15027 


NT2RP3001007 

11 1 \J\J\J l ww / 


C-NT2RP3001007 

W^ 11 1 *-IM WWW 1 WW * 


15028 




NT2RP3001055 

11 1 41X1 w UV 1 UJO 


C-NT2RP3001055 

W 11 1 41 VI WWW 1 WWW 


15029 


15030 


NT2RP3001111 

11 1 41X1 WWW 1 1 1 1 


C-NT2RP3001 1 1 1 

W H 1 fcf »i www fill 


15031 


15032 


NT2RP3001120 

11 1 41X1 WWW 1 I 4W 


C-NT2RP3OO1120 

W 11 ■ fclU www I i w 


15033 


15034 


NT2RP3001126 

11 1 4IVI WWW 1 1 4w 


C-NT2RP3001126 

W 11 1 ■ *■ WWW 1 ■ fcW 


15035 


15036 


NT2RP3001150 

11 1 £.1X1 WWW ■ 1 WW 


C-NT2RP3001150 


15037 


15038 


NT2RP3001232 


C-NT2RP3001 232 


15039 




NT2RP3001268 


C-NT2RP3001268 


15040 


15041 


NT2RP3001272 


C-NT2RP3001272 


15042 


15043 


NT2RP3001274 


C-NT2RP3001274 


15044 


15045 


NT2RP3001281 


C-NT2RP3001281 


15046 


15047 


11 1 47x1 wUU 1 49 / 


fi-NT9RP3001297 

w ll 1 £l\r www 1 4*7 / 


15048 

1 wwtO 


15049 

1 ww*rv 


NT2RP3001318 


C-NT2RP3001318 


15050 




NT2RP3001338 


C-NT2RP3001338 


15051 


15052 


MT2RP3001355 


C-NT2RP3001355 


15053 


15054 


NT2RP3001374 


C-NT2RP3001374 


15055 


15056 


NT2RP3001428 


C-NT2RP3001428 


15057 


15058 



1043 



EP 1 074 617 A2 



NT2RP3001432 
NT2RP3001447 
NT2RP3001449 
NT2RP3001453 
NT2RP3001459 
NT2RP3001527 
NT2RP3001538 
NT2RP3001580 
NT2RP3001587 
MT2RP3001589 
NT2RP3001607 
NT2RP3001608 
NT2RP3001671 
NT2RP3001672 
NT2RP3001678 
NT2RP3001688 
NT2RP3001690 
NT2RP3O01698 
NT2RP3001708 
NT2RP3001716 
NT2RP3001752 
NT2RP3001792 
NT2RP3001844 
NT2RP3001854 
NT2RP3001855 
MT2RP3001898 
NT2RP3001931 
NT2RP3001969 
NT2RP3002002 
NT2RP3002004 
NT2RP3002007 
MT2RP3002014 
MT2RP3002045 
NT2RP30O2056 
NT2RP3002062 
NT2RP30O2081 
NT2RP3002097 
NT2RP3002108 
NT2RP3002142 



C-NT2RP3001432 

C-NT2RP3001447 

C-NT2RP3001449.- 

C-NT2RP3001453 

C-NT2RP3001459 

C-NT2RP3001527 

C-NT2RP3001538 

C-NT2RP3001580 

C-NT2RP3001587 

C-NT2RP3001589 

C-NT2RP3001607 

C-NT2RP3001608 1 

C-NT2RP30O1671 

C-NT2RP3001672 

C-NT2RP3001678 

C-NT2RP3001688 

C-NT2RP30O1690 

C-NT2RP3001698 

C-NT2RP3001708 

C-NT2RP30O1716 

C-NT2RP30O1752 

C-NT2RP3001792 

C-NT2RP3001844 

C-NT2RP3001854 

C-NT2RP3001855 

C-NT2RP3001898 

C-NT2RP3001931 

C-NT2RP3001969 

C-NT2RP3002002 

C-NT2RP3002004 

C-NT2RP3002007 

C-NT2RP3002014 

C-NT2RP3002045 

C-NT2RP3002056 

C-NT2RP3002062 

C-NT2RP3002081 

C-NT2RP3002097 

C-NT2RP3002108 

C-NT2RP3002142 



15059 




15060 


15061 


15062 


15063 


15064 


15065 


15066 




15067 


15068 


15069 


15070 


15071 


15072 


15073 


15074 


15075 


15076 


15077 




15078 


15079 


15080 


15081 


15082 


15083 


15084 


15085 


15086 


15087 


15088 


15089 


15090 




15091 


15092 


15093 


15094 


15095 




15096 


15097 


15098 




15099 


15100 


15101 


15102 


15103 


15104 


15105 


15106 


15107 


15108 


15109 


15110 


15111 


15112 


15113 


15114 


15115 


15116 


15117 


15118 


15119 


15120 


15121 


15122 


15123 


15124 


15125 


15126 


15127 


15128 


15129 





1044 



EP 1 074 617 A2 



NT2RP3002146 

NT2RP3002151 

NT2RP30021.65 

NT2RP3002166 

NT2RP3002181 

NT2RP3002244 

NT2RP3002248 

NT2RP3002273 

NT2RP3O02276 

MT2RP3002304 

NT2RP3002501 

NT2RP3O02529 

NT2RP3O02566 

NT2RP3O02587 

NT2RP3002590 

NT2RP3O02631 

NT2RP3O02650 

NT2RP3002663 

NT2RP3O02671 

NT2RP3002763 

NT2RP3O02861 

NT2RP3O02911 

NT2RP3002948 

NT2RP3O02953 

NT2RP3O02988 

NT2RP3O030O8 

NT2RP3O031O1 

NT2RP3003204 

NT2RP3003278 

NT2RP3003282 

NT2RP3003290 

NT2RP3003302 

NT2RP3003313 

MT2RP3O03327 

NT2RP3003344 

NT2RP3003353 

NT2RP3003377 

NT2RP3003385 

NT2RP3003433 



C-MT2RP3002146 

C-NT2RP3002151 

C-NT2RP30O216a.. 

C-NT2RP30O2166 

C-MT2RP3002181 

C-NT2RP3002244 

C-NT2RP30O2248 

C-NT2RP30O2273 

C-NT2RP3002276 

C-NT2RP3002304 

C-NT2RP30O25O1 

C-NT2RP30O2529 1 

C-NT2RP30O2566 

C-NT2RP3002587 

C-NT2RP3002590 

C-NT2RP3002631 

C-NT2RP3002650 

C-NT2RP3002663 

C-NT2RP3002671 

C-NT2RP3002763 

C-NT2RP3002861 

C-NT2RP3002911 

C-NT2RP3002948 

C-NT2RP3002953 

C-NT2RP3002988 

C-NT2RP3003008 

C-NT2RP3003101 

C-NT2RP3003204 

C-NT2RP3003278 

C-MT2RP3003282 

C-NT2RP30O3290 

C-NT2RP3003302 

C-NT2RP3003313 

C-NT2RP3003327 

C-MT2RP30O3344 

C-NT2RP30O3353 

CHfT2RP30O3377 

C-MT2RP3003385 

C-NT2RP3003433 



15130 


15131 


15132 


15133 


15134 


15135 


15136 


15137 


15138 


15139 


15140 


15141 


15142 


15143 


15144 


15145 


15146 




15147 




15148 


15149 


15150 


15151 


15152 


15153 


15154 




15155 


15156 


15157 


15158 


15159 


15160 


15161 


15162 


15163 


15164 


15165 


15166 


15167 




15168 




15169 


15170 


15171 


15172 


15173 


15174 


15175 


15176 


15177 


15178 


15179 


15180 


15181 


15182 


15183 


15184 


15185 


15186 


15187 


15188 


15189 


15190 


1 CI 01 
13191 




15192 


15193 


15194 


15195 


15196 


15197 


15198 


15199 


15200 





1045 



EP 1 074 617 A2 



NT2RP3003490 

NT2RP3003491 

NT2RP30042Q6 

NT2RP3004207 

NT2RP3004209 

NT2RP3004242 

NT2RP3004246 

NT2RP3004258 

NT2RP3004262 

NT2RP3004341 

NT2RP3004378 

NT2RP3004424 

NT2RP3004428 

NT2RP3004451 

NT2RP3004454 

NT2RP3004472 

NT2RP3004498 

NT2RP3004504 

NT2RP3004507 

NT2RP3004534 

NT2RP4000528 

NT2RP4000907 

NT2RP4001029 

NT2RP4001336 

MT2RP4001389 

NT2RP4001442 

NT2RP4001529 

NT2RP4001656 

0VARC1000106 

OVARC1000198 

0VARC1 000682 

0VARC1 000703 

0VARC1 000722 

0VARC1 000730 

0VARC1 000746 

0VARC1 000781 

0VARC1 000787 

0VARC1 000834 

0VARC1 000846 



C-NT2RP3003490 

C-NT2RP3003491 

C-NT2RP3004206... 

C-NT2RP3004207 

C-NT2RP3004209 

C-MT2RP3004242 

C-NT2RP3004246 

C-NT2RP3004258 

C-NT2RP3004262 

C-NT2RP3004341 

C-NT2RP3004378 

C-MT2RP3004424* 

C-MT2RP3004428 

C-NT2RP3004451 

C-NT2RP3004454 

C-NT2RP3004472 

C-NT2RP3004498 

C-NT2RP3004504 

C-MT2RP3004507 

C-NT2RP3004534 

C-MT2RP4000528 

C-NT2RP4000907 

C-MT2RP4001029 

C-NT2RP4001336 

C-NT2RP4001389 

C-NT2RP4001442 

C-NT2RP4001529 

C-NT2RP4001656 

C-OVARC1000106 

C-OVARC1000198 

C-OVARC1 000682 

C-0VARC1 000703 

C-0VARC1 000722 

C-0VARC1 000730 

C-0VARC1 000746 

C-0VARC1 000781 

C-OVARC1 000787 

C-0VARC1000834 

C-OVARC 1000846 



15201 


15202 


15203 


15204 


15205 


15206 


15207 


15208 


15209 


15210 


1521 1 


15212 


I59n 


15214 


1 OZ 1 0 


1 5216 

1 iJZ 1 \f 


I OZ 1 / 


1 591fl 

1 OZ 1 o 


1 591Q 
1 OZ 1 j 




1 C99fl 
I DZZU 


1 C991 
I DzZ I 


1 COOO 

I ozzz 


1 C990 
1 OZZO 


1 C09A 
I 0ZZ4 


1 COOC 


1 C99A 
I OZZO 


*1 5997 
I OZZ / 


lozzo 


1 COOO 


1 coon 

1 OZOU 


* icon 

1 OZO 1 


1 cooo 

I OZOZ 


1 COOO 
I OZOO 


1 CO 1 * A 

I0Z04 


1 COOK 
1 OZOO 


i ozoo 


1 ozo/ 


1 COOQ 

lozoo 


1 cooo 
lozoy 


1 C04A 

loz4U 


1 CO/1 

loz4i 


1 COjIO 

loz4z 


1 COjIO 

ioz4o 


loz44 


1 oz4o 


1 0z4O 


1 COil"7 
1 0/4/ 


1 CO40 


1 COAQ 


1 COCA 

lozou 


1 C9C1 
I OZO I 


1 COCO 
I OZOZ 


1 coco 

I OZOO 


1 C9CA 
I 0Z04 


1 C9CC 
1 OZOO 


1 C9Cfi 
I OZOO 


1 C9C7 


1 COCfi 
1 OZOo 




1 C95Q 


1 59fifl 
1 ozou 


I OZO 1 


1 59fi9 

1 OZDZ 


1 C9AO 
I OZOO 


1 C9fiA 
1 OZ04 


15265 


15266 


15267 


15268 


15269 


15270 


15271 




15272 


15273 


15274 


15275 



1046 



EP 1 074 617 A2 



0VARC1 000850 


C-0VARC1 000850 

w w w / *l \ W 1 WW www w 


15276 


15277 


0VARC1 000862 


C-0VARC1 000862 


15278 


15279 


OVARC100087B 


C-0VARC1 000876- 


15280 


15281 


OVARC1 000883 


C-0VARC1 000883 


15282 




0VARC1 000886 

v 1*1 \ w I WW WW WW 


C-0VARC1 000886 


15283 


15284 


OVARC1000912 


C-0VARC1000912 


15285 


15286 


0VARC1OG0915 

UTAIw 1 UVU5 | v7 


C-0VARC1000915 


15287 


15288 


rtVARAI AAAQ94 




1 59ftQ 




avarpi aaaqra 

UVnfxv 1 UUUJyOH 


a-avarai noAQfid 

U UVnAU 1 UVW90H 


1^9Q1 




avarai aaaqaa 

UV/\I\U 1 uuuyo4 


A-AVARA1 AAAQAA 
v UVW\w 1 UUUSJO^ 


15909 


1 59Q1 
1 OZ30 


avarai aai aaa 

UVnixu 1 UU 1 UU4 


A— AVAR A 1 AA1 AAA 
U UVAKU t UU 1 UU4 


1 59QA 




avarai aai ai a 

UV AKO I UU I U I U 


A— HA/ARA1 AA1 A1 A* 
U UYAKO I UU IU 1 U 


i o/yo 


1 590A 


avarai aai ai 1 

UYAnU I UU I U I I 


A— AVARA1 AA1 A1 1 
U UVAIw I UU I U I I 


1 59Q7 




AVADA1 AAI A99 
UYAKU 1 UU 1 UOZ 


A— AVADA1 AA1 AQ9 
U UVAKU IUU IU0Z 




I ozyy 


AVARA1 AA1 AAA 
UVAKU I UU I U44 


A— AVARA1 AA1 AAA 
O uVAlvU I UU I U44 


1 R1AA 
I OoUU 




avarai aai A5 5 

UVAflU I UU I UOO 


A— AVARA1 AA1 A55 
U uiflKu 1 UU 1 UOO 


1 51A1 
lOOU 1 




AUADA1 AA1 ACQ 
UVAKU I UU I Ut>o 


A— AUADA1 AA1 ACQ 
U~ UVAKU I UU I UOo 


1 K9A9 


1 OOUO 


AVADA1 AA1 A7>l 
UV AKU I UU I U / 4 


A— AVADA1 AA1 A7il 
l^UV AKU I UU I U /4 


1 K1AA 
10«5U4 




AUADA1 AA1 AGO 

UVAKulUUlUyZ 


A— AVADA1 AA1 A09 
V^UVAKlrl UU 1 U»Z 


I OoUO 


1 51AC 
I OOUO 


AV/ADA1 AA1 1 A7 

UVAKU1UUI IU/ 


A— AVADA1 AA1 1 A7 
U~UV AKU I UU I I U / 


1 C9A7 
1 OoU/ 


looUo 


AVARA1 AA1 1 5A 


A— AVARA1 AA1 1 5A 
l^UV AKU 1 UU 1 1 04 


1 R1AO 


1 511 A 


AV ADA1 AA1 1 fit 
UVAKOIUUI 101 


A— AVARA1 AA1 1 <?1 
LTtJVAKU 1 UU II 0 1 


1 K91 1 
I Oo II 


1 K91 9 
I 00 I £ 


AVARA1 AA1 1 fi7 
UV AI\U I UU I ID/ 


A— AVARA1 AA1 1 fi7 


1 00 10 


1 591 A 
I 00 1 4 


AVARA1 AA1 1 7A 
UVArV/ I UU 1 1 /U 


A— AVARA1 AA1 1 7A 
U UYAlwIUUl 1 /U 


1 5115 
1 00 1 0 




AVARA1 AAI 1 71 
UVAKl/ 1 UU I I / 1 


A-AVARA1 AA1 1 71 
Kj UVAf\U I UU 1 1 / 1 


1 511 fi 
1 OO 1 0 


1 511 7 
I 00 I / 


AVARAI AA1 1 71 
UVnlw 1 UU i i / o 


A— AUARA1 AA1 1 71 


1 5110 
1 00 10 




AVARA1 AA1 17fi 


A— AVARA1 AA1 1 7fi 

Kj UVftAv 1 UU 1 1 /O 


1 511Q 

1 OO 1 9 


1 519A 
1 OOZU 


AVARA1 AA11ftA 


A-AVARA1 AA1 1ftO 

U UVAl\U 1 UU 1 1 OU 


15191 

1 0O£ 1 


15199 


AVARA1 AA1 1 ftft 
UVAIw 1 UU 1 1 oo 


A-AVARA1 AA1 1 ft ft 
v uiftnv I UU 1 1 OO 


15191 

I 00£0 


1 519A 
1 00/4 


AVARA1 AA1919 
UVnTvu 1 UU 1 ZOZ 


A— AVARA1 AA1 919 


15195 
1 00/0 


1 519ft 
1 OOZO 


AVARA1 AA1 97A 
UV/V\v» 1 UU 1 z/u 


A-AVARA1 AA1 97 A 
v U¥/M\w 1 UU 1 L #U 


15197 
1 ooz / 


1 519ft 
1 OOZO 


AVARA1 AA1 971 
UVArvU 1 UU 1 Z / 1 


A— AVARA1 AA1 971 
0 vJV AI\U 1 UU \CI \ 


1 510Q 

1 30 


1 511A 
1 OOOU 


AVARA1 AA1 9AC 
UVATCU 1 UU I OUO 


A— AVARA1 AA1 1Afi 
U^JVAnU I UU I out) 


1 5111 
1 000 1 


1 K999 
! OOoZ 


OVARC 1001 344 


C-0VARC1 001 344 


15333 




OVARC1001369 


C-0VARC1001369 


15334 


15335 


0VARC1001372 


C-0VARC1001372 


15336 


15337 


0VARC1001391 


C-0VARC1001391 


15338 


15339 


0VARC1001399 


C-OVARC1001399 


15340 


15341 


0VARC1001417 


C-OVARC1001417 


15342 


15343 



1047 



EP 1 074 617 A2 



0VARC1001419 
0VARC1001436 
0VARC1XJ01453 
0VARC1001476 
0VARC10O1480 
0VARC1001489 
OVARC1001506 
OVARC1001525 
0VARC1OO1555 
0VARC1001577 
OVARC1001600 
OVARC1001610 
0VARC10O17O2 
0VARC1001703 
0VARC1001711 
0VARC1001713 
0VARC1001726 
0VARC1001731 
0VARC10O1745 
0VARC1001762 
0VARC10O1766 
0VARC1001767 
0VARC1001768 
0VARC10O1791 
0VARC1001795 
OVARC1001802 
0VARC10O1809 
0VARC1001828 
0VARC1001846 
0VARC1001861 
0VARC1001879 
OVARC1001880 
0VARC1OO1883 
0VARC10O1916 
0VARC10O1928 
0VARC1001942 
0VARC1001943 
0VARC10O1950 
0VARC10O1987 



C-OVARC1001419 

C-OVARC1001436 

C-OVARC100145a... 

C-OVARC1001476 

C-0VARC1001480 

C-OVARC1001489 

C-0VARC1001506 

C-OVARC1001525 

C-OVARC1001555 

C-OVARC1001577 

C-OVARC1001600 

C-OVARC1001610 1 

C-OVARC1001702 

C-OVARC1001703 

C-OVARC1001711 

C-OVARC1001713 

C-OVARC1001726 

C-OVARC1001731 

C-OVARC1001745 

C-0VARC1001762 

C-0VARC1001766 

C-OVARC1001767 

C-OVARC1001768 

C-0VARC1001791 

C-0VARC1O01795 

C-0VARC1001802 

C-OVARC1001809 

C-0VARC1001828 

C-0VARC1001846 

C-OVARC1001861 

C-0VARC1001879 

C-OVARC1001880 

C-OVARC1001883 

C-OVARC1001916 

C-0VARC1001928 

C-OVARC1001942 

C-OVARC1001943 

C-OVARC1001950 

C-OVARC1001987 



15344 


15345 




15347' 


15348 


15349 


15350 


15351 


1 %/OU£ 


15757 


I JOJ*r 




I OOOO 


1 575fi 
1 3000 


15757 
1 000 / 


1575ft 

1 oooo 


1 575Q 

i oooy 


1 57fin 
I ooou 


1 57A1 
I 000 I 


15769 
1 oooz 


I 0000 




1 0004 


1 coec 
I 5000 


1 57£A 
I 0000 


I 000 / 


1 coco 

loooo 


15369 


153/0 


1 COT1 

15371 


1 COT) 

loo/z 


■ 1 COTO 

1 53/3 


15374 


1 COTC 

15375 


103/6 


15377 


15378 


15379 


i won 
15380 


•i COO 1 

1538 1 


15382 


< rooo 

15383 


i COO A 

15384 


15385 


15386 


"f COOT 

1538/ 


1 5388 


1 COOA 

15389 


looyo 




1 C0G1 

15391 


1 0o9z 


i ooyo 


1 C0Qj4 


1 57G5 

i ooyo 




1 COOC 




1009/ 


1 COGfi 

i ooyo 


1 COOQ 

looyy 


1 540U 


15401 


1540 z 


1 C>t AO 

15403 




15404 


15405 


15406 




15407 


15408 


15409 


15410 


15411 




15412 


15413 



1048 



EP 1 074 617 A2 



0V ARC 1002050 
0VARC1 002082 
0VARCU)021Q7 
0VARC1O02127 
0VARC1002138 
0VARC1002156 
0VARC1002158 
PLACE1 000004 
PLACE 1000040 
PLACE1 000048 
PLACE1 000050 
PLACE1 000061 
PLACE1 000081 
PLACE1 000094 
PLACE1000133 
PLACE1000214 
PLACE1 000236 
PLACE1 000246 
PLACE1 000292 
PLACE1 000308 
PLACE1 000332 
PLACE1 000453 
PLACE1 000583 
PLACE 1000599 
PLACE1 000610 
PLACE1 000653 
PLACE1 000656 
PLACE1000706 
PLACE1000712 
PLACE1 000749 
PLACE1 000769 
PLACE1 000786 
PLACE1 000849 
PLACE1 000856 
PLACE1 000931 
PLACE1 000987 
PLACE1001010 
PLACE1001015 
PLACE1001024 



C-0VARC1 002050 
C-0VARC1 002082 
C-0VARC10021O7... 
C-OVARC1002127 
C-OVARC1002138 
C-OVARC1002156 
C-0VARC1002158 
C-PLACE1 000004 
C-PLACE1 000040 
C-PLACE1 000048 
C-PLACE1 000050 
C-PLACE1 000061 ' 
C-PLACE1 000081 
C-PLACE1 000094 
C-PLACE1000133 
C-PLACE1000214 
C-PLACE1 000236 
C-PLACE1 000246 
C-PLACE1 000292 
C-PLACE1 000308 
C-PLACE1 000332 
C-PLACE1 000453 
C-PLACE1 000583 
C-PLACE1 000599 
C-PLACE1 000610 
C-PUCE1 000653 
C-PLACE1 000656 
C-PLACE1 000706 
C-PLACE1000712 
C-PLACE1 000749 
C-PUCE1 000769 
C-PUCE1 000786 
C-PLACE1 000849 
C-PLACE1 000856 
C-PLACE1 000931 
C-PUCE1 000987 
C-PLACE1001010 
C-PLACE1001015 
C-PUCE1 001024 



15414 


15415 


15416 




15417 


15418 


15419 


15420 


15421 


15422 


15423 


15424 


15425 


15426 


154.27 


15428 




1 543A 

1 0*tOv 


1 040 1 




1 04O0 


1 5A7A 
I 04o4 


1 5435 




I 04o0 


1 5A37 
1 04o / 


1 541ft 
1 0408 




1 t>4oy 


I 044U 


1 044 1 




1 044Z 




1 044o 


1 KAAA 
I 0444 


10440 




1 CAAG 

10440 




1 KAA7 
1044/ 




1 Kj4 A Q 

1 0440 




i o44y 




I040U 




1o401 


1040Z 


1 o4oo 


1 GAKA 
I 0404 


1 evict: 
l 0400 


1 KARA 
I 0400 


I 040/ 


1545A 


1 040? 


1 O40U 


I 040 I 


1 54A9 
i o**oz 


1 040O 


1 54fi4 


1 ZARX 
\ 0400 




1 040/ 


1 Of DO 


15469 


15470 


15471 


15472 


15473 


15474 


15475 


15476 


15477 




15478 


15479 



1049 



EP 1 074 617 A2 



PLACE1001062 


C-PLACE1001062 


15480 


15481 


PLACE1001104 


C-PLACE1001104 


15482 


15483 


PLACEI001168 


C-PLACE1001lJ6a 


15484 




PLACE1001171 


C-PLACE1001171 


15485 


15486 


PLACE1001185 


C-PLACE1001185 


15487 


15488 


PLACE1001238 


C-PLACE1001238 


15489 


15490 


PLACE1001280 


C-PLACE1001280 


15491 




PLACE 1001 294 


C-PLACE1001294 

w I Lnvu 1 WW 1 v r 


15492 


15493 


PLACE1001304 

1 L/lUU 1 WU 1 Ww"T 


C-PLACE1001304 

W I LTVWL 1 WW 1 OUT 


15494 


15495 


PLACE100131 1 

1 UnOL 1 WU Nil 


C-PLACE100131 1 

W 1 LAUL f WW ION 


15496 

1 W"T«7W 




PLACE1001393 

r unvu i vv i w c w 


C-PLACF1001191 

W rLAWLIUUIwIw 


154Q7 




PI ACF1001351 


C-PLACE1001151 * 

w runUL I uu l WW I 


154QA 


154QQ 


PI ACF1001414 

r Lnvt. | ww I •? 1 *t 


C-PLACF1001414 
w r uvvl i uu i*t it 


15500 

1 JUUU 




PLACF1001440 

1 LflVL I WW 1 *t*tU 


C-PLACF1 001 440 

w r LnuL i uu 1 *rtu 


15501 

1 wwU 1 




PI ACF100145fi 


p-pi apfiooi45£ 

w rLMwC 1 uu i too 


15509 




PLACE1001517 

rLnwL i ww l w I / 


p-pi apfi 001517 

V/ rLflut 1 UU 191 / 


15501 


1 5504 

1 wOUH 


PLACE 1 001 609 

iLnvL 1 UU 1 Uw£ 


C-PI A0F1001A09 

w rLnut 1 UU 1 wUZ 


1 5505 


1 OwUQ 


pi ACFiooifii9 

rmwL i uu i ooz 


n— pi ACFiooifii9 

u rUftwL 1 UU 1 OOa 


15507 
i you/ 


1 oouo 


PI A0F1001fi14 

rUVvC. 1 ww 1 DoH 


p-pi ACFiooifii4 

w "LftuL 1 UU i OOt 


1 5500 
1 wwUif 




rLMUC 1 UU 1 w»fU 


p— pi apfiooia40 

w r LnwC 1 UU 1 w**U 


1 5510 

1 OO |U 




PI ACF1001fi79 


p-pi apfiooig79 

u rLMvL 1 UU 1 D 1 £. 


1551 1 


1 551 9 

1 ww 1 £ 


PI AOF 100 1705 

I LHUL 1 ww 1 1 Uw 


O-PI APF1001705 

U rLflvLlUUI /UU 


15511 

I WW I w 




PLACF100171fi 
r uauc i uu i / i w 


0— PI A0F100171fi 


1 5514 

1 WW 1 *? 


15515 

1 WW 1 w 


PI ACF1001 790 
rLrtvu 1 UU 1 / t\j 


— PI APF1001790 
w rLnwL 1 UU 1 / 4L\) 


1 551 A 
1 ww 1 w 


15517 
l ww 1 / 


PI A0F1001 745 

rLwt 1 UU 1 /*rw 


0— PI APF1001745 
U rLnv/L i UU 1 / *ru 


1551ft 
I ww t 0 


1 WW 1 9 


PLACE 1001 748 


C-PI A0F1 001 74ft 
w rLrtvt I UU 1 /*rO 


15590 


15591 


PLACE1001771 

r lawl i ww I / / i 


C-PL ACE 100 1771 

w 1 LnUL 1 WW 1 / / 1 


15522 


I WW£W 


PLACE 1001 799 

I wnvU 1 WW 1 / 3 J 


C-PLACE1001799 

W I LAUL 1 WW 1 I w9 


15524 




PLACE1001845 

i Lnwk l ww i u iW 


C-PLACE1001845 

W 1 LnwL 1 WW 1 


15525 


15526 

1 WviU 


PLACE 1001 897 

1 UAWL 1 WW 1 09 / 


C-PLACE1001897 

w I LAUL | WW 199/ 


15527 




PLACE 1002090 

i knvb i ww«»u^w 


C-PLACE1 002090 

W 1 LAV/L 1 WW4W9W 


15528 




PLACE1002157 

■ unwu i WWt I sJ 1 


C-PLACE1002157 

W iLnULIUUtlU/ 


15599 


15530 

i www w 


PLACE1002171 


C-PL ACE 10091 71 

w rLnut iuul i / i 


15531 

1 www 1 


15539 

1 Jww£ 


rLAV/tlOOzzz/ 


/*_f>l A/^CIrtAOOOl 






PLACE1 002259 


C-PLACE1 002259 


15534 




PLACE1002319 


C-PLACE1002319 


15535 


15536 


PLACE1 002395 


C-PLACE 1002395 


15537 


15538 


PLACE1 002477 


C-PLACE1 002477 


15539 




PLACE1 002493 


C-PLACE1 002493 


15540 


15541 



1050 



EP 1 074 617 A2 



PLACE1 002500 
PLACE1002514 
PLACE1J002532 
PLACE1 002537 
PLACE1 002571 
PLACE1 002583 
PLACE1 002598 
PLACE1 002625 
PLACE1 002655 
PLACE1 002768 
PLACE1 002782 
PLACE1002816 
PLACE1 002853 
PLACE1 002908 
PLACE1 002962 
PLACE1 002968 
PLACE1 002991 
PLACE1 003025 
PLACE1 003027 
PLACE1 003044 
PLACE1003176 
PLACE1 003238 
PLACE 1003256 
PLACE1 003258 
PLACE1 003343 
PLACE1 003361 
PLACE1 003366 
PLACE1 003373 
PLACE1 003375 
PLACE1 003394 
PLACE1 003420 
PLACE1 003454 
PLACE1 003478 
PLACE1003516 
PLACE1003519 
PLACE1 003521 
PLACE1 003528 
PLACE1 003537 
PLACE1 003566 



C-PLACE1 002500 
C-PLACE1002514 
C-PLACE1 002532— 
C-PLACE1 002537 
C-PLACE1 002571 
C-PLACE1 002583 
C-PLACE1 002598 
C-PLACE1 002625 
C-PLACE1 002655 
C-PLACE1 002768 
C-PLACE1 002782 
C-PLACE1002816 1 
C-PLACE1 002853 
C-PLACE1 002908 
C-PLACE1 002962 
C-PLACE1 002968 
C-PLACE1 002991 
C-PLACE1 003025 
C-PLACE1 003027 
C-PLACE1 003044 
C-PLACE1003176 
C-PLACE1 003238 
C-PLACE1 003256 
C-PLACE1 003258 
C-PLACE1 003343 
C-PLACE1 003361 
C-PLACE1 003366 
C-PLACE1 003373 
C-PLACE1 003375 
C-PLACE1 003394 
C-PLACE1 003420 
C-PLACE1 003454 
C-PLACE1 003478 
C-PLACE1 003516 
C-PLACE1003519 
C-PLACE1 003521 
C-PLACE1 003528 
C-PLACE1 003537 
C-PLACE1 003566 



15542 


15543 


15544 




15545 


15546 


15547 




15548 


15549 


15550 




15551 




1 5552 


15553 


1 555A 

I 00O4 


15555 


1 0000 




1 000 / 




I OOOO 


1 55RQ 


I OOOU 




I OOO I 


t oooz 


I OOOO 




I 0004 




1 ££££ 
I OOOO 


I OOOO 


I ODD/ 


I OOOO 


i oooy 


I OO /U 


I OO / I 


I OO /z 


! oo/o 


I 00/4 


1 OO/O 


I OO/O 


1 00/ / 




1 OO/O 


i oo /y 


1 ooou 




I OOo I 




1 *%5A9 
I OOo£ 


1 OOOO 


I 00O4 




1CCOC 
1 OOOO 


1 55Afi 
1 OOOO 


1 ^5A7 
I OOO/ 


1 55AA 

1 OOOO 


1 55AQ 
1 OOO!? 


1 55QfJ 
1 OOaU 


I ooy i 








15593 




15594 


15595 


15596 


15597 


15598 




15599 


15600 


15601 





1051 



EP 1 074 617 A2 



PLACE1 003584 C-PLACE1 003584 

PLACE1 003593 C-PLACE 1003593 

PLACE1O036O5 C-PLACE1 003605— 

PLACE1003618 C-PLACE1003618 

PLACE1 003638 C-PLACE1 003638 

PLACE1003738 C-PLACE 1003738 

PLACE1003760 C-PLACE1 003760 

PLACE1O03768 C-PLACE1 003768 

PLACE1 003795 C-PLACE 1003795 

PLACE1 003886 C-PLACE1 003886 

PLACE1 003888 C-PLACE1 003888 

PLACE 1003903 C-PLACE1 003903 ' 

PLACE1 00391 5 C-PLACE1 00391 5 

PLACE1004118 C-PLACE1004118 

PLACE1 004256 C-PLACE1 004256 

PLACE 1004274 C-PUCE1004274 

PLACE1 004284 C-PLACE1 004284 

PLACE1O05331 C-PLACE1005331 

PLACE1005739 C-PLACE1 005739 

PLACE1 005828 C-PLACE1 005828 

PLACE1 005876 C-PLACE1 005876 

PLACE1 005890 C-PLACE1 005890 

PLACE1006157 C-PLACE1006157 

PLACE1 007053 C-PLACE1 007053 

PLACE1 007068 C-PLACE1 007068 

PLACE1 008368 C-PLACE1 008368 

PLACE1 009921 C-PLACE1 009921 

PLACE1010401 C-PLACE1010401 

PLACE1010856 C-PUCE1010856 

PLACE1 01 0857 C-PLACE1 01 0857 

PLACE1010917 C-PLACE1010917 

PLACE1010925 C-PLACE1010925 

PLACE1010926 C-PLACE1010926 

PLACE1010942 C-PLACE1010942 

PUCE1010944 C-PLACE1010944 

PUCE1010954 C-PUCE1010954 

PLACE1010960 C-PLACE1010960 

PLACE1011026 C-PLACE1011026 

PLACE1011046 C-PLACE1011046 



15602 




15603 




15604 


15605 


15606 




15607 




15608 


15609 


15610 




15611 

1 *JU 1 1 


15612 


15613 


15614 


15615 


15616 


15617 


15618 


1 561Q 


15620 


1 5691 
1 OOZ 1 


15622 


I OOZo 


15694 


I OOZO 


1 5696 


1 KP97 


■ 1569ft 

1 OOZO 


1 RA9Q 

I oozy 






156^1 


1 56^9 
1 OOOZ 


i OOOO 


1 0004 


156^5 

1 OOOO 




156^7 

1 QUO / 


I OOoo 


I 0003 


1 0O*KJ 


1 OOf 1 


1 004Z 


1 5643 


1 Zf\AA 
1 0O*Ht 


1 5645 
l OO^tO 


1 0O*?O 


15647 


1 564ft 

1 0O*?O 




1 564Q 




15650 

1 JUOU 




15651 


15652 


15653 


1 5654 


15655 

1 JUJJ 




1 5656 


15657 


1 5658 . 


it) ooa 


15660 




15661 


15662 


15663 


15664 


15665. 


15666 


15667 


15668 



1052 



EP1 074 617 A2 



PLACE1011054 

PLACE1011057 

PLACE1D11109 

PLACE1 011114 

PLACE1 01 1 1 33 

PLACE1 01 1 1 43 

PLACE1011165 

PLACE1011185 

PLACE1011219 

PLACE1011221 

PLACE1011263 

PLACE1011325 

PLACE1011332 

PLACE1011340 

PLACE1011399 

PLACE1011433 

PLACE1011452 

PLACE1011465 

PLACE1011472 

PLACE1011477 

PLACE1011492 

PLACE1011520 

PLACE1011563 

PLACE1011567 

PLACE1011576 

PLACE1011586 

PLACE1011643 

PLACE1011649 

PLACE1011664 

PLACE1011682 

PLACE1011719 

PLACE1011729 

PLACE1011858 

PLACE1011874 

PLACE1011875 

PLACE1011923 

PLACE1011982 

PLACE2000014 

PLACE2000015 



C-PLACE1011054 

C-PLACE1011057 

C-PLACE1011109~ 

C-PLACE101 1114 

C-PLACE1011133 

C-PLACE1011143 

C-PLACE101 1165 

C-PLACE1011185 

C-PLACE 101 1219 

C-PLACE1011221 

C-PLACE1011263 

C-PLACE1011325 1 

C-PLACE1011332 

C-PLACE1011340 

C-PLACE1011399 

C-PLACE1011433 

C-PLACE1011452 

C-PLACE1011465 

C-PLACE1011472 

C-PLACE1011477 

C-PLACE1011492 

C-PLACE1011520 

C-PLACE1011563 

C-PUCE1011567 

C-PLACE1011576 

C-PUCE1011586 

C-PLACE1011643 

C-PLACE1011649 

C-PUCE1011664 

C-PLACE1011682 

C-PLACE1011719 

C-PLACE1011729 

C-PLACE1011858 

C-PLACE1011874 

C-PLACE1011875 

C-PLACE1011923 

C-PLACE1011982 

C-PLACE2000014 

C-PUCE2000015 



15669 




15670 


• 


15671 




15672 


15673 


15674 




15675 




15676 




15677 


15678 


15679 


15680 


15681 


15682 


15683 


15684 


15685 


15686 


15687 


15688 


15689 




15690 


15691 


15692 


15693 








1 5696 


15697 


15698 


15699 


15700 


15701 

Itf / VI 


15702 


15703 




15704 


15705 


15706 




15707 


15708 


15709 


15710 


15711 


15712 


15713 


15714 


15715 


15716 


15717 




15718 




15719 




15720 


15721 






15723 


15724 


15725 


15726 


15727 




15728 




15729 


15730 



1053 



EP 1 074 617 A2 



PLACE2000017 

PLACE2000021 

PLACE2000047 

PLACE2000062 

PLACE2000100 

PUCE2000111 

PLACE2000172 

PLACE2000187 

PLACE2000216 

PLACE2000246 

PLACE2000317 

PLACE2000341 

PLACE2000366 

PLACE2000373 

PLACE2000394 

PLACE2000398 

PLACE2000411 

PLACE2000425 

PLACE2000427 

PLACE2000433 

PLACE2000438 

PLACE2000458 

PLACE2000477 

PLACE3000009 

PLACE3000020 

PLACE3000103 

PUCE3000142 

PLACE3000145 

PLACE3000156 

PLACE3000157 

PLACE3000197 

PLACE3000208 

PLACE3000226 

PLACE3000242 

PLACE3000363 

PUCE3000405 

PLACE3000416 

PLACE3000477 

PLACE4000106 



C-PLACE2000017 

C-PLACE2000021 

C-PLACE2000047-- 

C-PLACE2000062 

C-PUCE2000100 

C-PLACE2000111 

C-PLACE2000172 

C-PLACE2000187 

C-PLACE2000216 

C-PLACE2000246 

C-PLACE2000317 

C-PLACE2000341 ' 

C-PLACE2000366 

C-PUCE2000373 

C-PLACE2000394 

C-PLACE2000398 

C-PLACE2000411 

C-PLACE2000425 

C-PLACE2000427 

C-PUCE2000433 

C-PLACE2000438 

C-PLACE2000458 

C-PLACE2000477 

C-PLACE3000009 

C-PLACE3000020 

C-PLACE3000103 

C-PUCE3000142 

C-PLACE3000145 

C-PLACE3000156 

C-PLACE3000157 

C-PLACE3000197 

C-PLACE3000208 

C-PLACE3000226 

C-PLACE3000242 

C-PLACE3000363 

C-PLACE3000405 

C-PLACE3000416 

C-PLACE3000477 

C-PLACE4000106 



15731 




15732 


15733 


15734 




15735 


15736 


15737 




15738 


15739 


15740 


15741 


15742 


15743 


15744 


15745 


1574fi 

1 0 /HO 


15747 


1574.8 




1 57AQ 


1 D I OU 


15751 




10 IDL 


15753 
1 o / oo 


15754 


15755 
1 o / oo 


1 0 /OO 


15757 

13/3/ 


1 575ft 
1 0 /Do 


1575Q 
1 O / 33 


I 0 /OU 


157A1 
1 O /Q 1 


1 57fi9 
1 0 /OZ 


1576T 
I 0 /DO 


ID/04 




1 57A5 
1 0 / DO 


I O /OD 


1 C7C7 


1 57fift 
I 0 /Oo 




1577ft 


15771 
I 0 / / I 


15779 
I 0 / /Z 


1577^ 
10/ /o 


1 5774 
I 0 / /** 


1 5775 
10 / /O 


1 577fi 
10/ /O 


1 5777 




15778 

19 / /O 


15779 


1578A 

1 O / OU 




15781 

1 0 /O 1 


15789 


1 o /oo 


15784 


15785 
1 0 / oo 


157&6 


1 5787 
I D/o/ 


1 o too 


15789 


1S790 


15791 


15792 


15793 


15794 


15795 


15796 


15797 


15798 


15799 


15800 



1054 



EP 1 074 617 A2 



PLACE4000323 
PLACE4000326 
PLACE4000369 
PLACE4000445 
PLACE4000558 
PLACE40O0581 
PLACE4000593 
PLACE4000612 
PLACE4000670 
THYR01 000026 
THYR01 000085 
THYR01000107 
THYR01000111 
THYR010O0132 
THYR01000156 
THYR01000173 
THYR01000186 
THYR01000187 
THYR01 000241 
THYR01 000279 
THYR01 000327 
THYR01 000452 
THYR01 000471 
THYR01 000484 
THYR01 000502 
THYR01 000505 
THYR01 000585 
THYR01 000596 
THYR01 000662 
THYR01 000666 
THYR01000715 
THYR01 000734 
THYR01 000748 
THYR01 000756 
THYR01 000777 
THYR01 000783 
THYR01 000787 
THYR01 000793 
THYR01 000796 



C-PLACE4000323 
C-PUCE4000326 
C-PLACE4000369— 
C-PLACE4000445 
C-PLACE4000558 
C-PLACE4000581 
C-PLACE4000593 
C-PLACE4000612 
C-PLACE4000670 
C-THYR01 000026 
C-THYR01 000085 
C-THYR01000107' 
C-THYR01000111 
C-THYR01000132 
C-THYR01000156 
C-THYR01000173 
C-THYR01000186 
C-THYR01000187 
C-THYR01 000241 
C-THYR01 000279 
C-THYR01 000327 
C-THYR01 000452 
C-THYR01 000471 
C-THYR01 000484 
C-THYR01 000502 
C-THYR01 000505 
C-THYR01 000585 
C-THYR01 000596 
C-THYR01 000662 
C-THYR01 000666 
C-THYR01000715 
C-THYR01 000734 
C-THYR01 000748 
C-THYR01 000756 
C-THYR01 000777 
C-THYR01 000783 
C-THYR01 000787 
C-THYR01 000793 
C-THYR01 000796 



15801 




15802 


15803 


15804 


15805 


15806 


15807 


15808 


15809 


15810 


15811 


15812 


15813 


1 sJQ 1 1 


15815 


1^81 fi 

I DO I 0 


15817 


1 ^ftl ft 
1 00 I 0 




I do I y 




1 oozu 




l OOZ i 


1 5899 

1 DO£-L> 


I DOZo 


15894 


1 sftos 

I OOZD 


1 5A9K 




' 1 5ft9ft 
1 oozo 






1 ooou 




1 OOO 1 




1 miio 

\DOO/. 




I oooo 


1C004 

1 Ooo^f 


lOOOO 




IOOOD 




1 000/ 


I OOOO 


loooy 


1 sain 


1 0O*H 


1 5849 


1 UO*rO 


1 5844 


15845 




1 00*H) 


1 5847 

1 \JO*T / 


1 JOHO 


1 5840 


15850 


15851 






15851 


15854 


15855 


* cone 

15856 


15857 


15858 


15859 


15860 


15861 


15862 


15863 


15864 


15865 





1055 



EP 1 074 617 A2 



THYR01 000843 

THYR01 000852 

THYR01D00865 

THYR01 000895 

THYR01 000926 

THYR01 000951 

THYR01 000952 

THYR01 000983 

THYR01001003 

THYR01001031 

THYR01001062 

THYR01001100 

THYR01O01133 

THYR01001134 

THYR01001173 

THYR01001213 

THYR01001321 

THYR01001322 

THYR01001365 

THYR01001401 

THYR01001411 

THYR01001434 

THYR01001534 

THYR01001541 

THYR01001559 

THYR01001570 

THYR01001595 

THYR01001605 

THYR01001617 

THYR01001656 

THYR01001671 

THYR01001673 

THYR01001703 

THYR01001706 

THYR01001738 

THYR01001745 

THYRO1001793 

THYR01001809 

THYR01001895 



C-THYR01 000843 

C-THYR01 000852 

C-THYR01 000865 ... 

C-THYR01 000895 

C-THYR01 000926 

C-THYR01 000951 

C-THYR01 000952 

C-THYR01 000983 

C-THYR01001003 

C-THYR01001031 

C-THYR01001062 

C-THYR01001100 1 

C-THYRO1001133 

C-THYRO1001134 

C-THYRO1001173 

C-THYR01001213 

C-THYR01001321 

C-THYR01001322 

C-THYR01001365 

C-THYR01001401 

C-THYR01001411 

C-THYR01001434 

C-THYR01001534 

C-THYR010O1541 

C-THYR01001559 

C-THYR01001570 

C-THYR01001595 

C-THYR01001605 

C-THYR01001617 

C-THYR01001656 

C-THYRO1001671 

C-THYR01001673 

C-THYRO1001703 

C-THYR01001706 

C-THYR01001738 

G-THYR01001745 

C-THYR01001793 

C-THYR01001809 

C-THYR01001895 



15866 




15867 


15868 


15869 




15870 


15871 


15872 


15873 


15874 


15875 


15876 


15877 


15878 


15879 


15880 




15881 




1 588? 




1 5881 


1 JOOt 


1 5885 


1 58Afi 

1 JOOU 


1 5887 


1 JOOO 


1 5A8Q 


158Q0 






1 58Q9 




1 5A01 


1 58QA 


1 5AQ5 




1 5AQ7 


15AQA 


1 5AQQ 












1 50/17 




i50A5 

1 sj%f\JD 








15Q08 




15909 




15910 


15911 




15913 




15915 


15916 




1*591 7 


15918 


-1 Cft 4 A 

15919 




15920 


15921 


15922 


15923 


15924 


15925 


15926 


15927 


15928 





1056 



EP 1 074 617 A2 



THYR01001907 
VESEM1000122 
Y79AAU500037 
Y79AA1 000059 
Y79AA1 000065 
Y79AA1000131 
Y79AA1000181 
Y79AA1 000202 
Y79AA1000214 
Y79AA1 000230 
Y79AA1 000258 
Y79AA1 000268 
Y79AA1000313 
Y79AA1 000328 
Y79AA1 000355 
Y79AA1 000368 
Y79AA1 000420 
Y79AA1 000469 
Y79AA1 000480 
Y79AA1 000540 
Y79AA1 000560 
Y79AA1 000574 
Y79AA1 000627 
Y79AA1 000705 
Y79AA1 000734 
Y79AA1 000748 
Y79AA1 000752 
Y79AA1 000774 
Y79AA1 000782 
Y79AA1 000784 
Y79AA1 000794 
Y79AA1 000800 
Y79AA1 000805 
Y79AA1 000824 
Y79AA1 000833 
Y79AA1 000850 
Y79AA1 000962 
Y79AA1 000968 
Y79AA1 000976 



C-THYR01001907 
C-VESEN1000122 
C-Y79AA1 000037- 
C-Y79AA1 000059 
C-Y79AA1 000065 
C-Y79AA1000131 
C-Y79AA1000181 
C-Y79AA1 000202 
C-Y79AA1000214 
C-Y79AA1 000230 
C-Y79AA1 000258 
C-Y79AA1 000268* 
C-Y79AA1000313 
C-Y79AA1 000328 
C-Y79AA1 000355 
C-Y79AA1 000368 
C-Y79AA1 000420 
C-Y79AA1 000469 
C-Y79AA1 000480 
C-Y79AA1 000540 
C-Y79AA1 000560 
C-Y79AA1 000574 
C-Y79AA1 000627 
C-Y79AA1 000705 
C-Y79AA1 000734 
C-Y79AA1 000748 
C-Y79AA1 000752 
C-Y79AA1 000774 
C-Y79AA1 000782 
C-Y79AA1 000784 
C-Y79AA1 000794 
C-Y79AA1 000800 
C-Y79AA1000805 
C-Y79AA1 000824 
C-Y79AA 1000833 
C-Y79AA1 000850 
C-Y79AA1 000962 
C-Y79AA1 000968 
C-Y79AA1 000976 









1*; <ni 


1 *\Q19 
1 oyoz. 


i jjjoo 


1 0»o4 




I oyoo 


1 / 


I 0700 


i oyoy 


1 £QA(\ 
I 0»4U 


1 






1 C&A A 

15944 


lo94a 


1 5946 


1594/ 


15948 


1 5949 


15950 


1 CAC1 

15951 


15952 


15953 


15954 


15955 


15956 


15957 


15958 


15959 


15960 


15961 


15962 


15963 


15964 


15965 


15966 


15967 


15968 


15969 


15970 


15971 


15972 


15973 


15974 


15975 


15976 


15977 


15978 


15979 


15980 


15981 


15982 


■1 coo** 
1 5983 


15984 


15985 


15986 


15987 


15988 


15989 


1 5990 


15991 


15992 




15993 


15994 


15995 


15996 


15997 


15998 


15999 


16000 


16001 


16002 


16003 


16004 



1057 



EP 1 074 617 A2 



Y7QAA1 001 09^ 


0-Y7QAA1 00109^ 


1 fi005 
I OUU3 


IfiOOfi 


Y7QAA1 001 041 
I / VnJ\ 1 UU 1 KJ'r 1 


0-Y7QAA10010A1 
v i / y/v\ i uu 1 u*t i 


1 A007 
I ouu/ 


1 fiOOft ' 

1 uuUO 


Y70AA1 001 OAft 
T /57AA l-UU I u«ra 


A — Y70 A A 1 OO 1 0 Aft 

v I /yAAIUU I U*K> 


1 £000 

I ouuy 


1 fi010 
I OU IU 


Y7GAA1 001 077 
T /yAAIUU I U/ / 


0— Y70AA1001077 
U T / y AA 1 UU 1 U / / 


1 601 1 
1 OU 1 1 


1 A01 9 
l OU 1 Z 


V7GA A1 HOI 07Q 
T /yAAIUU I U/o 


0— Y70AA1 AO 107ft 
v T /yAAIUU I U/o 


1 P01 1 


1 fi01 A 
\ OU 1 *t 


Y79AA1001 14b 


V7A A A 1 A A 1 1 A C 

0~Y/yAAl UUl 140 


IbUlO 


I OU I 0 


Y79AA1001 17/ 


r>— V"7Q a ai aai m 
0 Y/yAAl UUl 1 / / 


I QUI / 


I OU I 0 


Y79AA1001185 


A VI A A A 1 AA 11 OC 

C-Y79AA1 001 185 


1 £ A1 A 

16019 


1 caaa 

16020 


w-7 /-> iij AA 4 A 4 -1 

Y79AA1 001211 


A V*J A A A 1 A A 1 A 1 1 

C-Y79AA100121 1 


lo02l 


16022 


Y79AA1001228 


A VIA 111 AA1 AAA 

C-Y79AA1001228 


16023 


1 AAA A 

16024 


V/Tr\ A A -4 /\/\4 /*/\a 

Y79AA1001233 


A V/"7 A A A 1 AA1 A AO 

C-Y79AA1001233 


1 CAOC 

1 6025 


1 AAA/? 

16026 


\ y T a k A ^ /\ A 4 AA a 

Y79AA1001236 


/V l/TA A 1 -4 A A -*} AAA ^ 

C-Y79AA1001236 


16027 


16028 


\y -i a 4 4 .a A A 4 A A 4 

Y79AA1001281 


C-Y79AA1001281 


16029 


16030 


Y79AA1 001312 


C-Y79AA1001312 


16031 


16032 


Y79AA1001323 


C-Y79AA1001323 


16033 


16034 


Y79AA1001391 


A W^A A M «A AA 4 A A ^ 

C-Y79AA1001391 


16035 


16036 


Y79AA1001 394 


C-Y79AA1001394 


16037 


16038 


Y79AA1001402 


C-Y79AA1001402 


16039 


16040 


Y79AA1001493 


tf\ \ /— T A A A ^ AA ^ AAA 

C-Y79AA1 001493 


16041 


16042 


Y79AA1001533 


A WTA 11-4) AA 4 f* A A 

C-Y79AA1001533 


16043 


16044 


Y79AA1001541 


C-Y79AA1 001541 


16045 


16046 


Y79AA1001548 


A \ #1 A ■ | J AA -4 ^ J A 

C-Y79AA1001548 


16047 




Y79AA1001555 


A % jf~m A A A W AA^ T~ r* 

C-Y79AA1001555 


16048 




Y79AA1001581 


A A l^AA-J^A-J 

C-Y79AA1001581 


16049 


16050 


Y79AA1001585 


A I/^IA A ■ 4 A A. -A r AT 

C-Y79AA1001585 


16051 




Y79AA1001603 


A A A ^ A A 4 A A A 

C-Y79AA1001603 


16052 


16053 


V#"*A A A 4 A A *A A ^ a 

Y79AA1001613 


A A A -4 A A -f A4 a 

C-Y79AA1001613 


16054 


16055 


Y79AA1 001 665 


A VTO 1 A 1 AA1 £"AC 

C-Y79AA1001 665 


1 6056 




Y79AA1001679 


A \/lAl 11 A/Mflft 

C-Y79AA1001679 


16057 


16058 


Y79AA1 001 696 


A VTA A A 1 AA 1 £ A A 

C-Y79AA1001696 


1 CACA 

16059 


16060 


Y79AA1001705 


A V/ "7 A A A 1 AA 1 T AC 

C-Y79AA1001705 


1 f A^1 

16061 


1 A A A A 

16062 


\/~f A A A -4 AA -4 "T 4 -1 

Y79AA1001711 


A VIA A A 1 AA 111 1 

C-Y79AA1001711 


1 AA£ A 

16063 


1 £At A 

16064 


W - 1/\ A 1 4 S>#%4 4 

Y79AA1001781 


C-Y79AA1001781 


16065 


4 1? A A A 

16066 


Y79AA1001805 


C-Y79AA1001805 


16067 


16068 


Y79AA1001827 


C-Y79AA1001827 


16069 


16070 


Y79AA1001846 


C-Y79AA1001846 


16071 


16072 


Y79AA1001923 


C-Y79AA1001923 


16073 


16074 


Y79AA1001963 


C-Y79AA1001963 


16075 


16076 


Y79AA1 002027 


C-Y79AA1 002027 


16077 


16078 



1058 



EP 1 074 617 A2 



Y79AA1 002083 
Y79AA1 002089 
Y79AA1002U5 
Y79AA1002125 
Y79AA1 002204 
Y79AA1 002208 
Y79AA1 002209 
Y79AA1 002229 
Y79AA1 002246 
Y79AA1 002298 
Y79AA1 002307 
Y79AA1 002311 
Y79AA1002351 
Y79AA1 002407 
Y79AA1 002433 
Y79AA1 002472 
HEMBA1 000042 
HEMBA1000141 
HEMBA1000150 
HEMBA1000213 
HEM8A1 000243 
HEMBA1 000244 
HEMBA1 000251 
HEIffiAl 000338 
HEIffiAl 000357 
HEMBA1 000376 
HEMBA1 000428 
HEMBA1 000469 
HEMBA1 000497 
HEMBA1 000561 
HEMBA1 000569 
HEMBA1 000575 
HEMBA1 000591 
HEMBA1 000673 
HEMBA1 000702 
HEIffiAl 000722 
HEMBA1 000726 
HEIffiAl 000876 
HEMBA1 000942 



C-Y79AA1 002083 
C-Y79AA1 002089 
C-Y79AA1 0021-1 5-.- 
C-Y79AA1002125 
C-Y79AA1 002204 
C-Y79AA1 002208 
C-Y79AA1 002209 
C-Y79AA1 002229 
C-Y79AA1 002246 
C-Y79AA1 002298 
C-Y79AA1 002307 
C-Y79AA1 002311* 
C-Y79AA1 002351 
C-Y79AA1 002407 
C-Y79AA1 002433 
C-Y79AA1 002472 
C-HEMBA1 000042 
C-HEMBA1000141 
C-HEMBA1000150 
C-HEMBA1000213 
C-HEMBA1 000243 
C-HEMBA1 000244 
C-HEMBA1 000251 
C-HEMBA1 000338 
C-HEMBA1 000357 
C-HEMBA1 000376 
C-HEMBA1 000428 
C-HEMBA1 000469 
C-HEMBA1 000497 
C-HEMBA1 000561 
C-HEMBA1 000569 
C-HEMBA1 000575 
C-HEMBA1 000591 
C-HEMBA1 000673 
C-HEMBA1 000702 
C-HEMBA1 000722 
C-HEMBA1 000726 
C-HEMBA1 000876 
C-HEMBA1 000942 



16079 


16080 


16081 


16082 


16083 


16084 


16085 


16086 


16087 


16088 








1 6092 


1 ouyo 


16094 


icnoc 
i ouyo 




louy / 


1 £AQft 


I Duyy 


1 0 I uu 


1 £1 A1 
ID IUI 


10 IUZ 


1 £1 ao. 
ID I Uo 


1 0 IU*f 


1 £1 AK 
l D IUO 


1 <*1 Aft 
I O IUO 


1 £1 A "7 


1 £1 Aft 


1 £1 AO 

id i uy 


' 1151 1 A 
IO I IU 


id/ iy 




I0Z/U 


1 C0O1 
1 DZZ 1 


1 cooo 


1 cooo 
I DZZo 


1 CtOOA 




1 ooc 
lOZZO 




IDZZO 


1 cool 
lOZZ/ 


1 DZZO 




lozzy 




1 filOA 

loZJU 


1 COO 1 

lOZol 


1 AO'JO 

lozoz 




I OZOO 




1 OZoO 




1 DZoO 


16977 


1COOQ 
1 QZOO 


1697Q 




16941 


16949 




lOZ'tO 


16944 


16245 




16246 




16247 




16248 




16249 




16250 





1059 



EP 1 074 617 A2 



HEMBA1 000943 

HEMBA 1000960 

HEMBA1O00985 

HEMBA1001019 

HEMBA1001020 

HEMBA1001024 

HEMBA1001026 

HEMBA1001051 

HEMBA1001060 

HEMBA1001071 

HEMBA1O01077 

HEMBA1001099 

HEMBA1001121 

HEMBA1001123 

HEMBA1001208 

HEMBA1001213 

HEMBA1001226 

HEMBA1001247 

HEMBA1001299 

HEMBA1001319 

HEMBA1001323 

HEMBA1001327 

HEMBA1001361 

HEMBA1001375 

HEMBA1001377 

HEMBA1001383 

HEMBA1O01391 

HEMBA1001411 

HEMBA1001432 

HEMBA1001433 

HEMBA1001435 

HEMBA1001442 

HEMBA1001463 

HEMBA1001515 

HEMBA1001522 

HEHBA1001557 

HEMBA1001566 

HEMBA1001589 

HEMBA1001608 



C-HEMBA1 000943 

C-HEMBA1 000960 

C-HEMBA100098S - 

C-HEMBA1001019 

C-HEMBA1001020 

C-HEMBA1001024 

C-HEMBA1001026 

C-HEMBA1001051 

C-HEHBA1001060 

C-HEMBA1001071 

C-HEMBA1001077 

C-HEMBA1001099 1 

C-HEMBA1001121 

C-HEHBA1001123 

C-HEMBA1001208 

C-HEMBA1001213 

C-HEMBA1001226 

C-HEMBA1001247 

C-HEMBA1001299 

C-HEMBA1001319 

C-HEMBA1001323 

C-HEMBA1001327 

C-HEMBA1001361 

C-HEMBA1001375 

C-HEMBA1001377 

C-HEMBA1001383 

C-HEMBA1001391 

C-HEMBA1001411 

C-HEMBA10O1432 

C-HEMBA1001433 

C-HEMBA1001435 

C-HEMBA1001442 

C-HEMBA1001463 

C-HEMBA1001515 

C-HEMBA1001522 

C-HEMBA1001557 

C-HEMBA1001566 

C-HEMBA1001589 

C-HEMBA1001608 



1 fiOC1 




1 COCO 




1 coco 
Jo/so 




1 COCi4 
IDZ04 




1 cocc 


1 COCA 
I 0/00 


1025/ 




16258 




16259 




16260 




16261 




16262 


16263 


16264 




16265 




16266 




16267 




16268 




16269 




16270 


16271 


16272 




16273 




16274 




16275 




16276 




16277 




16278 




16279 




16280 




16281 




16282 




16283 




16284 




16285 




16286 




16287 


16288 


16289 


16290 


16291 


16292 


16293 




16294 




16295 


16296 



1060 



EP 1 074 617 A2 



HEMBA1001636 

HEIWBA1O01647 

HEMBA1O01651 

HEMBA1001658 

HEMBA1O01675 

HEMBA1001712 

HEMBA1O01734 

HEMBA1001745 

HEMBA1001750 

HEMBA1001784 

HEMBA1O01791 

HEMBA1 001 803 

HEMBA1001820 

HEMBA1O01835 

HEMBA1001888 

HEMBA1001912 

HEMBA1001915 

HEMBA1001918 

HEMBA1001940 

HEMBA1001942 

HEITCA1001964 

HEMBA1 002022 

HEMBA1 002039 

HEMBA1002100 

HEMBA1002113 

HEMBA1002119 

HEMBA1O02139 

HEMBA1O0216O 

HEMBA1002162 

HEMBA1002166 

HEMBA1002185 

HEMBA1 002204 

HEMBA1 002328 

HEMBA1 002337 

HEMBA1 002348 

HEMBA1 002381 

HEMBA1 002486 

HEMBA1 002498 

HEMBA1 002538 



C-HEMBA1001636 

C-HEMBA1001647 

C-HEMBA10O1651-- 

C-HEMBA1001658 

C-HEHBA1001675 

C-HEMBA1001712 

C-HEMBA1001734 

C-HEMBA1001745 

C-HEMBA100175O 

C-HEMBA1001784 

C-HEMBA1001791 

C-HEMBA1001803 1 

C-HEMBA1001820 

C-HEMBA1001835 

C-HEMBA1001888 

C-HEMBA1001912 

C-HEHBA1001915 

C-HEMBA1001918 

C-HEMBA1001940 

C-HEMBA1001942 

C-HEMBA1001964 

C-HEMBA1 002022 

C-HEMBA1 002039 

C-HEMBA1 002100 

C-HEMBA1002113 

C-HEMBA1002119 

C-HEMBA1002139 

C-HEMBA1002160 

C-HEMBA1002162 

C-HEMBA1002166 

C-HEMBA1002185 

C-HEMBA1 002204 

C-HEMBA1 002328 

C-HEMBA1 002337 

C-HEMBA 1002348 

C-HEMBA1 002381 

C-HEMBA1 002486 

C-HEMBA1 002498 

C-HEMBA1 002538 



1 ULJ / 




1 fi9Q0 
I 




16101 
1 GOV 1 


16102 


] OOUO 




1 OOUH 


1 DOU3 


I OoUO 




1 com 

1 DoU/ 




1 OoUo 








i com 

lOOlU 


1 £01 1 

lool 1 


1 £01 O 
I Do I Z 


1 £010 


1 C01 A 

lool 4 




16315 




16316 




16317 




1010 

16318 




16319 




16320 


- 


16321 




16322 




16323 




16324 




16325 


16326 


16327 




16328 


16329 


16330 




lOOOl 








16333 






1 £OOC 

I boot) 


1 £00£ 

loooo 




1 £007 




1 £000 

I bo Jo 




16339 




16340 




16341 


16342 


16343 


16344 


16345 




16346 





1061 



EP 1 074 617 A2 



HEMBA1 002552 
HEMBA1 002555 
HEMBA1D02558 
HEMBA1 002621 
HEMBA1 002629 
HEMBA1 002645 
HEMBA1 002659 
HEMBA1 002661 
HEMBA1 002666 
HEMBA1 002678 
HEMBA1 002679 
HEMBA1002712 
HEMBA1002716 
HEMBA1 002742 
HEMBA1 002746 
HEMBA1 002748 
HEMBA1 002780 
HEMBA1 002801 
HEMBA1 002826 
HEMBA1 002833 
HEMBA1 002921 
HEMBA1 002934 
HEMBA1 002944 
HEMBA 1002968 
HEMBA1 003034 
HEMBA1 003037 
HEMBA1 003071 
HEMBA1 003078 
HEMBA1 003083 
HEMBA1 003086 
HEMBA 1003098 
HEMBA1003133 
HEMBA1003142 
HEMBA1003166 
HEMBA1003197 
HEMBA1 003202 
HEMBA1 003220 
HEMBA1 003229 
HEMBA1 003276 



C-HEMBA1 002552 
C-HEMBA1 002555 
C-HEMBA1 002558.- 
C-HEMBA1 002621 
C-HEMBA1 002629 
C-HEMBA1 002645 
C-HEMBA1 002659 
C-HEMBA1 002661 
C-HEMBA1 002666 
C-HEMBA1 002678 
C-HEMBA1 002679 
C-HEMBA1002712' 
C-HEMBA1002716 
C-HEMBA1 002742 
C-HEMBA1 002746 
C-HEMBA1 002748 
C-HEMBA1 002780 
C-HEMBA1 002801 
C-HEMBA1 002826 
C-HEMBA1 002833 
C-HEMBA1 002921 
C-HEMBA1 002934 
C-HEMBA1 002944 
C-HEMBA1 002968 
C-HEMBA1 003034 
C-HEMBA1 003037 
C-HEMBA1 003071 
C-HEMBA1 003078 
C-HEMBA1 003083 
C-HEMBA1 003086 
C-HEMBA1 003098 
C-HEMBA1003133 
C-HEMBA1 003142 
C-HEMBA1 003166 
C-HEMBA1003197 
C-HEMBA1 003202 
C-HEMBA1 003220 
C-HEMBA1 003229 
C-HEMBA1 003276 



16347 




16348 


16349 


16350 




16351 




16352 

1 vOJl 




1 

1 OOuJ 




1^154 

1 OoOH 


1 fn55 


I OoDO 


1 coc7 


1 COCO 
I OoDO 




1 COCO 




1 COCA 


1 COC1 
IOoO I 


1 COCO 




1 coco 




1 COC4 






lb Job 


1 COCT 


' 1 coco 


1 COCft 


1 CO"7A 

Ibo/U 


1 CO"71 

lbo/1 




1 COT) 

loo// 




1 COTO 




lbo/4 


' 1C07C 

ibo/o 


1 b\S/b 




1 COT7 




16378 




163/9 




1 COOA 




1 COOl 


1 COQO 

loobi 


I Oooo 




I Ooo4 




1 cope 


1 COQC 
I boob 


1 OOo / 


I Oooo 


1 COQQ 
I OOosr 


1 fiOOA 

i Doyu 


1 COQ1 


1 COQO 

I ooy z 


16393 




16394 




16395 




16396 


16397 


16398 


16399 


16400 





1062 



EP 1 074 617 A2 



HEMBA1 003278 
HEMBA1 003328 
HEMBA1003373 
HEMBA1 003597 
HEMBA 1003598 
HEMBA1 003656 
HEMBA1 003680 
HEMBA1 003733 
HEMBA 1 003742 
HEMBA1 003760 
HEMBA1 003803 
HEMBA1 003854 
HEMBA1 003926 
HEMBA1 003939 
HEMBA1 003987 
HEMBA1004012 
HEMBA1004015 
HEMBA1004193 
HEMBA1 004225 
HEMBA1 004241 
HEMBA1004267 
HEMBA1 004295 
HEMBA1 004354 
HEMBA1 004356 
HEMBA1 004396 
HEMBA1 004405 
HEMBA1 004433 
HEMBA1 004538 
HEMBA1 004542 
HEMBA1 004573 
HEMBA1 004577 
HEMBA 1004604 
HEMBA1004617 
HEMBA10O4631 
HEMBA1 004705 
HEMBA1 004733 
HEMBA1 004748 
HEMBA1 004778 
HEMBA1 004803 



C-HEMBA1 003278 
C-HEHBA1 003328 
C-HEMBA1 003373- 
C-HEMBA1 003597 
C-HEMBA1 003598 
C-HEMBA1 003656 
C-HEMBA1 003680 
C-HEMBA1 003733 
C-HEMBA1 003742 
C-HEMBA1 003760 
C-HEMBA1 003803 
C-HEMBA1003854 1 
C-HEMBA1 003926 
C-HEMBA1 003939 
C-HEMBA1 003987 
C-HEMBA1 004012 
C-HEMBA1004015 
C-HEMBA1004193 
C-HEMBA1 004225 
C-HEMBA1 004241 
C-HEMBA1 004267 
C-HEMBA1 004295 
C-HEMBA1 004354 
C-HEMBA1 004356 
C-HEMBA1 004396 
C-HEMBA1 004405 
C-HEMBA1 004433 
C-HEMBA1 004538 
C-HEMBA1 004542 
C-HEMBA1 004573 
C-HEMBA1 004577 
C-HEMBA1 004604 
C-HEMBA10O4617 
C-HEMBA1 004631 
C-HEMBA1 004705 
C-HEMBA1 004733 
C-HEMBA1 004748 
C-HEMBA1 004778 
C-HEMBA1 004803 



16401 




16402 




16403 




16404 


16405 


16406 


16407 


16408 




16409 


16410 


16411 




16412 


16413 




16415 


16416 

1 Ot 1 u 


16417 


1641 R 

1 OH 1 O 


1 641 Q 


16490 




16421 




16499 




1649? 




16494 




1649c; 




16496 




16497 




1649ft 




16490 


164?fi 


164?1 


1 6419 


164?? 


16434 


164?R 




1 64?6 




16437 






1643Q 


16440 




16441 


1 6442 


16443 


16444 




16446 
I otto 


16447 




1C4 in 

lo44o 




16449 




16450 




16451 




16452 




16453 





1063 



EP 1 074 617 A2 



HEMBA1 004807 C-HEMBA1 004807 

HEMBA1 004820 C-HEMBA1 004820 

HEMBA1O04865 C-HEMBA1 004865— 

HEMBA1 004880 C-HEMBA1 004880 

HEMBA1 004900 C-HEMBA1 004900 

HEMBA1 004909 C-HEMBA1 004909 

HEMBA1 004960 C-HEMBA1 004960 

HEMBA1 004978 C-HEMBA1 004978 

HEMBA1 004980 C-HEMBA1 004980 

HEMBA1004983 C-HEMBA1 004983 

HEMBA1 004995 C-HEMBA1 004995 

HEMBA1 00501 9 C-HEMBA1 00501 9 ' 

HEMBA1 005029 C-HEMBA1 005029 

HEMBA1 005035 C-HEMBA1 005035 

HEMBA1 005039 C-HEMBA1 005039 

HEMBA1 005047 C-HEMBA1 005047 

HEMBA1 005050 C-HEMBA1 005050 

HEMBA1 005062 C-HEMBA1 005062 

HEMBA1 005066 C-HEMBA1 005066 

HEMBA1 005075 C-HEMBA1 005075 

HEMBA1 005079 C-HEMBA1 005079 

HEMBA1005101 C-HEMBA1005101 

HEMBA1005123 C-HEMBA1005123 

HEMBA1 0051 49 C-HEMBA1 0051 49 

HEMBA1 0051 52 C-HEMBA1 0051 52 

HEMBA1 005201 C-HEffiA1 005201 

HEMBA1 005202 C-HEMBA1 005202 

HEMBA1 005223 C-HEMBA1 005223 

HEMBA1 005232 C-HEMBA1 005232 

HEMBA1 005241 C-HEHBA 1005241 

HEMBA1 005275 C-HEMBA1 005275 

HEMBA1 005293 C-HEMBA1 005293 

HEMBA100531 1 C-HEMBA1 00531 1 

HEMBA1 005338 C-HEMBA1 005338 

HEMBA1005359 C-HEI©A1 005359 

HEMBA1 005367 C-HEMBA1 005367 

HEMBA1 005374 C-HEMBA1 005374 

HEMBA1 005382 C-HEIBA1 005382 

HEMBA1 00541 1 C-HEMBA1 00541 1 



16454 




16455 




16456 




16457 




16458 




16459 




16460 




16461 




16462 


16463 


16464 




16465 


16466 


16467 


16468 


16469 


16470 


16471 

1 Ot i 1 


16472 


16473 




16474 


16475 


16476 


16477 


1647ft 




16479 


16480 




16482 


1 6491 




1 6484 


16485 


16486 




16487 

1 OHO / 


16488 


1648Q 




16490 


16491 


16499 


16493 


16494 


16495 


16496 




16497 


16498 


16499 




16500 




16501 


16502 


looUo 


I00U4 


16505 




16506 


16507 


16508 




16509 


16510 


16511 





1064 



EP 1 074 617 A2 



HEMBA1 005426 C-HEMBA1 005426 

HEMBA1 005443 C-HEMBA1 005443 

HEMBA1D05447 C-HEMBA1 005447- 

HEMBA1 005497 C-HEMBA1 005497 

HEMBA1 005500 C-HEMBA1 005500 

HEMBA1 005506 C-HEMBA1 005506 

HEMBA1 005508 C-HEMBA1 005508 

HEMBA 1 005526 C-HEMBA1 005526 

HEMBA1 005530 C-HEMBA1 005530 

HEMBA 1005548 C-HEMBA1 005548 

HEMBA1 005552 C-HEMBA1 005552 

HEMBA1 005568 C-HEMBA1 005568 ' 

HEMBA1 005588 C-HEMBA1 005588 

HEMBA1 005593 C-HEMBA1 005593 

HEMBA1 005606 C-HEMBA1 005606 

HEMBA1 00561 6 C-HEMBA1 00561 6 

HEMBA1 005627 C-HEMBA1 005627 

HEMBA1 005670 C-HEMBA1 005670 

HEMBA1 005679 C-HEMBA1 005679 

HEMBA1 005699 C-HEMBA1 005699 

HEMBA1 005705 C-HEMBA1 005705 

HEMBA1 005732 C-HEMBA1 005732 

HEMBA 1 00581 5 C-HEMBA1 00581 5 

HEMBA1 005852 C-HEMBA1 005852 

HEMBA1 005894 C-HEMBA 1005894 

HEMBA1 005921 C-HEMBA1 00592 1 

HEMBA1 006035 C-HEMBA1 006035 

HEMBA1 006036 C-HEMBA1 006036 

HEMBA1 006090 C-HEMBA1 006090 

HEUBA1 0061 38 C-HEMBA1 0061 38 

HEMBA1006173 C-HEMBA1006173 

HEMBA1 006252 C-HEMBA1 006252 

HEMBA1 006268 C-HEMBA 1006268 

HEMBA1 006347 C-HEMBA 1 006347 

HEMBA1 006359 C-HEMBA1 006359 

HEMBA1 006380 C-HEMBA1 006380 

HEMBA1 00641 6 C-HEMBA 1 00641 6 

HEMBA1 006421 C-HEMBA1 006421 

HEMBA1 006424 C-HEMBA1 006424 



16512 




16513 




16514 




16515 




16516 




16517 




16518 




16519 




16520 


16521 


16522 


16523 


16524 


16525 


16526 




16527 


16528 


16529 


16530 


16531 




16532 


16533 


16534 




16535 


- 


16536 




16537 


16538 


16539 




16540 


16541 


16542 


16543 


16544 


16545 


16546 




16547 




16548 


16549 


16550 


16551 


16552 




16553 


16554 


16555 


16556 


16557 


16558 


16559 


16560 


1 ODD 1 




16563 




16564 




16565 


16566 


16567 




16568 





1065 



EP 1 074 617 A2 



HEMBA1 006426 


C-HEMBA1 006426 


16569 




HEMBA1 006446 


C-HEMBA1 006446 


16570 




HEMBA100&485 


C-HEMBA1 006485 .... 


16571 


16572 


HEMBA1 006486 


C-HEMBA1 006486 


16573 




HEMBA1006494 


C-HEMBA1 006494 


16574 




HEMBA1 006546 


C-HEMBA1 006546 


16575 




HEMBA1 006562 


C-HEMBA1 006562 


16576 




HEMBA1 006595 


C-HEMBA1 006595 


16577 




HEMBA1 006597 


C-HEMBA1 006597 


16578 




HEMBA1 006631 


C-HEMBA1 006631 


16579 




HEMBA1 006639 


C-HEMBA1 006639 


16580 




HEMBA1 006652 


C-HEMBA1 006652* 


16581 


16582 


HEMBA1 006659 


C-HEMBA1 006659 


16583 


16584 


HEMBA1 006665 


OHEMBA1 006665 


16585 


- 


HEMBA1 006676 


C-HEMBA1 006676 


16586 


16587 


HEMBA1 006695 


C-HEMBA1 006695 


16588 




HEMBA1 006709 


C-HEMBA1 006709 


16589 


16590 


HEMBA1 006758 


C-HEMBA1 006758 


16591 


16592 


HEMBA1 006780 


C-HEMBA1 006780 


16593 




HEMBA1 006807 


C-HEMBA1 006807 


16594 


16595 


HEMBA1 006824 


C-HEMBA1 006824 


16596 




HEMBA1 006865 


C-HEMBA1 006865 


16597 




HEMBA1 006921 


C-HEMBA1 006921 


16598 


16599 


HEMBA 1006949 


C-HEMBA1 006949 


16600 




HEMBA1 006976 


C-HEMBA1 006976 


16601 


16602 


HEMBA1 007051 


C-HEMBA1 007051 


16603 




HEMBA 1007052 


C-HEMBA1 007052 


16604 


16605 


HEMBA1 007066 


C-HEMBA1 007066 


16606 




HEMBA1 007073 


C-HEMBA1 007073 


16607 




HEMBA1 007078 


C-HEMBA1 007078 


16608 




HEMBA1 007085 


C-HEMBA1 007085 


16609 


16610 


HEMBA1007113 


C-HEMBA1007113 


16611 




HEMBA1007121 


C-HEMBA1007121 


16612 




HEMBA1007129 


C-HEMBA1007129 


16613 




HEMBA1007147 


C-HEMBA1 007147 


16614 




HEMBA1007151 


C-HEMBA1007151 


16615 


16616 


HEMBA1007178 


C-HEMBA1007178 


16617 




HEHBA1007203 


C-HEMBA1 007203 


16618 


16619 


HEMBA1 007224 


C-HEMBA1 007224 


16620 


16621 



1066 



EP1 074 617 A2 



HEMBA1 007243 C-HEMBA1 007243 

HEHBA1 007251 C-HEMBA1 007251 

HEMBA1O07288 C-HEMBA1 00728a - 

HEMBA1 007322 C-HEMBA1 007322 

HEMBA1 007341 C-HEMBA1 007341 

HEMBB1 000050 C-HEMBB1 000050 

HEMBB1 000054 C-HEMBB 1000054 

HEMBB1 000059 C-HEMBB 1000059 

HEMBB1 000089 C-HEMBB1 000089 

HEMBB1 0001 1 3 C-HEMBB1 0001 1 3 

HEMBB1 0001 44 C-HEMBB1 0001 44 

HEMBB1 0001 73 C-HEMBB1 0001 73 1 

HEMBB1000175 C-HEMBB1 0001 75 

HEMBB1 000272 C-HEMBB 1000272 

HEMBB1000317 C-HEMBB1000317 

HEMBB1 00031 8 C-HEMBB1 00031 8 

HEMBB1 000336 C-HEMBB1 000336 

HEMBB1 000341 C-HEMBB1 000341 

HEMBB1 000343 C-HEMBB1 000343 

HEMBB 1000354 C-HEMBB 1000354 

HEMBB1 000374 C-HEMBB1 000374 

HEMBB1 000434 C-HEMBB1 000434 

HEMBB1 000441 C-HEMBB 1 000441 

HEMBB1 000491 C-HEMBB1 000491 

HEMBB1 000493 C-HEMBB 1000493 

HEMBB1 0005 1 0 C-HEMBB1 0005 1 0 

HEMBB1 000652 C-HEMBB1 000652 

HEMBB1 000672 C-HEMBB1 000672 

HEMBB1 000684 C-HEMBB1 000684 

HEMBB1 000709 C-HEMBB1 000709 

HEMBB1000726 C-HEMBB 1000726 

HEMBB1 000770 C-HEMBB1 000770 

HEMBB 1000827 C-HEMBB1 000827 

HEMBB1 000831 C-HEMBB1 000831 

HEMBB1 000883 C-HEMBB1 000883 

HEMBB1 000888 C-HEMBB1 000888 

HEMBB1 000893 C-HEMBB1 000893 

HEMBB1000913 C-HEMBB1000913 

HEMBB1 000996 C-HEMBB1 000996 



16622 


16623 


16624 


16625 


16626 




16627 




16628 




16629 


16630 


16631 


16632 


16633 


16634 


16635 




16636 




16637 


16638 


16639 




16640 


16641 


16642 




16643 


16644 


16645 




16646 




16647 


m 


16648 




16649 




16650 




16651 




16652 




16653 




16654 




16655 




16656 




16657 




16658 




16659 




16660 




16661 




16662 


16663 


1 0004 


1 OOOO 


16666 




16667 




16668 




16669 




16670 





1067 



EP1 074 617 A2 



HEMBB1001004 


C-HEMBB1001004 


16671 




HEMBB1001047 


C-HEMBB1001047 


16672 




HEMBBI001060 


C-HEMBB10010BO.. 


16673 


16674 


HEMBB1001114 


C-HEMBB1001114 


16675 




HEMBB1001119 


C-HEHBB1001119 


16676 




HEMBB1001133 


C-HEHBB1001133 


16677 




HEMBB1001142 


C-HEMBB1001142 


16678 




HEMBB1001177 


C-HEMBB1001177 


16679 


16680 


HEMBB1001208 


C-HEMBB1001208 


16681 




HEMBB1001209 


C-HEMBB1001209 


16682 




HEMBB1001249 


C-HEMBB1001249 


16683 




HEMBB1001253 


C-HEMBB1001253 1 


16684 


16685 


HEMBB1001254 


C-HEMBB1001254 


16686 




HEMBB1001271 


C-HEMBB1001271 


16687 


16688 


HEMBB1001304 


C-HEMBB1001304 


16689 


16690 


HEMBB1001317 


C-HEMBB1001317 


16691 




HEMBB1001348 


C-HEMBB1001348 


16692 


16693 


HEMBB1001394 


C-HEMBB1001394 


16694 




HEMBB1001410 


C-HEMBB1001410 


16695 




HEMBB 1001 424 


C-HBffiB1001424 


16696 




HEMBB1001426 


C-HEMBB1001426 


16697 




HEMBB1001429 


C-HEKBB1O01429 


16698 


16699 


HEMBB1001436 


C-HEMBB1001436 


16700 




HEMBB1001443 


C-HEMBB1001443 


16701 


16702 


HEMBB1001449 


C-HEMBB1001449 


16703 


16704 


HEMBB1001458 


C-HEMBB1001458 


16705 




HEMBB1001521 


C-HEMBB1001521 


16706 




HEMBB1001531 


C-HEMBB1001531 


16707 


16708 


HEMBB1001535 


C-HEMBB1001535 


16709 




HEMBB1001536 


C-HEMBB1001536 


16710 




HEMBB1001564 


C-HEMBB1001564 


16711 


16712 


HEMBB1001565 


C-HEMBB1001565 


16713 


16714 


HEMBB1001585 


C-HEMBB100158S 


16715 




HEMBB1001588 


C-HEMBB1001588 


16716 




HEMBB1001603 


C-HEMBB1001603 


16717 




HEMBB1001618 


C-HEMBB1001618 


16718 




HEMBB1001635 


C-HEMBB1001635 


16719 




HEMBB10O1653 


C-HEMBB1001653 


16720 




HEMBB1001668 


C-HEABB1001668 


16721 





1068 



EP 1 074 61 7 A2 



HEMBB1001673 C-HEMBB1001673 

HEMBB1001685 C-HEMBB1001685 

HEMBB1001695 C-HEMBB10016S5- 

HEMBB1OO1707 C-HEMBB10017O7 

HEMBB1 001 735 C-HEMBB1 001 735 

HEMBB1 001 736 C-HEMBB1 001 736 

HEMBB1001747 C-HEMBB1O01747 

HEMBB1001749 C-HEMBB1O01749 

HEMBB1001753 C-HEMBB 100 1753 

HEMBB1001756 C-HEMBB1001756 

HEMBB1001760 C-HEMBB1001760 

HEMBB1001785 C-HEMBB1001785' 

HEMBB1001797 C-HEMBB1001797 

HEMBB 1001 802 C-HEMBB1001802 

HEMBB1001816 C-HEHBB1001816 

HEMBB1001831 C-HEMBB1001831 

HEMBB1001839 C-HEMBB1 001 839 

HEMBB1001850 C-HEMBB1001850 

HEMBB1001863 C-HEHBB1 001 863 

HEMBB1001868 C-HEMBB1 001 868 

HEMBB1001874 C-HEMBB1 001 874 

HEMBB1001880 C-HEMBB1001880 

HEMBB1001899 C-HEMBB1 001 899 

HEMBB1001906 C-HEMBB1 001 906 

HEMBB1001910 C-HEMBB1001910 

HEMBB1001911 C-HEMBB100191 1 

HEMBB1001921 C-HEMBB1001921 

HEMBB1001922 C-HEMBB1001922 

HEMBB1001930 C-HEMBB1001930 

HEMBB1001944 C-HEMBB1 001 944 

HEMBB1001945 C-HEMBB1001945 

HEMBB1001947 C-HEMBB1001947 

HEMBB1001950 C-HEMBB1001950 

HEMBB1001952 C-HEMBB1001952 

HEMBB1001957 C-HEMBB1001957 

HEMB81001962 C-HEMBB1001962 

HEMBB1001983 C-HEIIBB1001983 

HEMBB1001990 C-HBBB1001990 

HEMBB1001996 C-HE1IBB1001996 



16722 


16723 


16724 




16725 


16726 


16727 


16728 


16729 


16730 


16711 




1 fi7H 

1 D / OO 




1 D / 0*t 




1 A77R 
I 0 / OO 




10/00 




10/0/ 




I D /OO 




1 £7QO 

io/oy 




1 O /4U 


IO /4I 


1 til AO 
10 /4z 


10/40 


1 CI A A 

10/44 


10/40 


1 til AC 


1 C1A7 

10/4/ 


1 CI AO 

10/4o 




1 CH A(\ 

10/49 




lO/OU 




10 /ol 


1 0 /OZ 


lo/oo 




1 0/04 




lo/oo 




lo/oo 




lo/o/ 




10 /OO 




1 O/OV 




I o/ou 




1 A7A1 
IO/OI 




I 0/OZ 




1 0/04 




I 0/00 


1fi7fi7 


16768 




16769 




16770 


16771 


16772 




16773 




16774 





1069 



EP 1 074 617 A2 



HEMBB1 002002 
HEMBB1 002005 
HEMBB 1002042 
HEMBB 1002043 
HEMBB 1002045 
HEMBB 1002049 
HEMBB1 002050 
HEMBB 1002068 
HEMBB1 002092 
HEMBB1002139 
HEMBB1002142 
HEMBB1002190 
HEMBB1002193 
HEMBB1002217 
HEMBB1002218 
HEMBB1 002232 
HEMBB1 002247 
HEMBB1 002249 
HEMBB1 002266 
HEMBB1 002327 
HEMBB1O02329 
HEMBB1 002342 
HEMBB1 002358 
HEMBB1 002371 
HEMBB1 002387 
HEMBB1 002409 
HEMBB1 002425 
HEMBB1 002442 
HEMBB1 002453 
HEMBB1 002458 
HEMBB1 002477 
HEMBB1 002489 
HEMBB1002510 
HEMBB1 002520 
HEMBB1 002522 
HEMBB1 002545 
HEMBB1 002579 
HEMBB1 002582 
HEMBB1 002596 



C-HEMBB1 002002 
C-HEMBB1 002005 
C-HEMBB1 002042- -• 
C-HEMBB1 002043 
C-HEMBB1 002045 
C-HEMBB1 002049 
C-HEMBB1 002050 
C-HEMBB 1002068 
C-HEMBB1 002092 
C-HEMBB1 002139 
C-HEMBB1002142 
C-HEMBB1 002190* 
C-HEMBB1002193 
C-HEMBB1002217 
C-HEMBB1002218 
C-HEMBB1 002232 
C-HEMBB1 002247 
C-HEMBB1 002249 
C-HEMBB1 002266 
C-HEMBB1 002327 
C-HEMBB1 002329 
C-HEMBB1 002342 
C-HEMBB1 002358 
C-HEMBB1 002371 
C-HEMBB1 002387 
C-HEMBB1 002409 
C-HEMBB1 002425 
C-HEMBB 1002442 
C-HEMBB 1002453 
C-HEMBB1 002458 
C-HEMBB1 002477 
C-HEMBB1 002489 
C-HEMB81002510 
C-HEMBB1 002520 
C-HEMBB1 002522 
C-HEMBB1 002545 
C-HEMBB1 002579 
C-HEMBB1 002582 
C-HEMBB1 002596 



16775 


16776 


16777 




16778 




16779 




16780 


16781 


16782 




16783 


16784 


16785 
1 O / OS 


16786 


I o / o / 


16788 


1678Q 




1 R7QA 

i o/yu 


167Q1 

1 o /y i 


16709 


1670^ 


1 A70A 


1 670*% 
1 o/yo 


1 67G6 


i o /y / 


i o/yo 




1 £700 




1 ftcnn 

I OOUU 


1 6ftfl1 
1 DOU 1 


1 fiftrt9 
I OoUZ 




IDoUO 


1 OoU't 


1 DoUO 




1 cone 
1 DoUO 


loou/ 


1 fiQflQ 


i oouy 


1 Do 1 U 




I DOM 




I bo M 


I Do 10 


1 0ol4 


100 10 


I bo lb 




1 £Q1 7 

I bo I / 


IDo I o 


i do i y 




1 fifton 

I OOZU 




I DoZ I 


16A99 


1 6ft9^ 




1 DoZ't 


1 6ft9R 


16826 




16827 




16828 




16829 




16830 




16831 





1070 



EP1 074 617 A2 



HEMBB1 002603 C-HEMBB1 002603 

HEMBB1 002610 C-HEMBB1 002610 

HEMBB1O026V3 C-HEMBB1 00264 3 • 

HEHBB1002617 C-HEMBB1 0026 1 7 

HEMBB1 002623 C-HEMBB1 002623 

HEMBB1 002635 C-HEMBB1 002635 

HEMBB1 002677 C-HEMBB1 002677 

HEMBB1 002683 C-HEMBB1 002683 

HEMBB1 002699 C-HEMBB1 002699 

HEMBB1 002702 C-HEMBB1 002702 

MAMMA 1 000009 C-MAMMA 1000009 

MAMMA1 000043 C-MAMMA1 000043 ' 

MAMMA1 000045 C-MAMMA 1 000045 

MAMMA1 000057 C-MAMMA1 000057 

MAMMA1 000085 C-MAMMA 1000085 

MAMMA1 000092 C-MAMMA1 000092 

MAMMA1000103 C-MAMMA1000103 

MAMMA1000117 C-MAMMA1000117 

MAMMA1OO0129 C-MAMMA1000129 

MAMMA1000133 C-MAMMA1000133 

MAMMA1000155 C-MAMMA1 0001 55 

MAMMA1000175 C-MAMMA10001 75 

MAMMA1O00198 C-MAMMA1 0001 98 

MAMMA1 000241 C-MAMMA 1 000241 

MAMMA1 000251 C-MAMMA1 000251 

MAMMA 1 000254 C-MAMMA1 000254 

MAMMA1 000287 C-MAMMA 1000287 

MAMMA 1 000307 C-MAMMA 1000307 

MAMMA 1 000331 C-MAMMA 1000331 

MAMMA1 000339 C-MAMMA 1000339 

MAMMA 1 000340 C-MAMMA 1000340 

MAMMA 1 000348 C-MAMMA 1000348 

MAMMA1 000356 C-MAMMA 1 000356 

MAMMA1 000360 C-MAMMA1 000360 

MAMMA 1000402 C-MAMMA 1000402 

MAMMA1000414 C-MAMMA1 000414 

MAMMA 1 000431 C-MAMNA1 000431 

MAMMA 1 000444 C-MAMMA1 000444 

MAMMA 1 000458 C-MAMMA1 000458 



1 Oooz 




1 fiQOO 
1 OOOo 




1 Aft")! 




1 DOoD 




1 P.P.'} P. 




I OOo/ 




loooo 




1 coon 

16839 




1 6840 




16841 




16842 




16843 




16844 


16845 


16846 


16847 


16848 


16849 


16850 




16851 




16852 


16853 


16854 


16855 


16856 


16857 


16858 




16859 




16860 




16861 




16862 


16863 


16864 


16865 


16866 




16867 




16868 




16869 


16870 


16871 




16872 




16873 




16874 




16875 


16876 


16877 




16878 


16879 


16880 




16881 





1071 



EP 1 074 617 A2 



MAMMA1 000500 C-MAMMA1 000500 

MAMMA1 000522 C-MAMMA 1000522 

MAMMA1O00&76 C-MAMMA 1 000576 - 

MAMMA1 000583 C-MAMMA1 000583 

MAMMA 1000594 C-MAMMA1 000594 

MAMMA1 000605 C-MAMMA1 000605 

MAMMA1000616 C-MAMMA1000616 

MAMMA1 000643 C-MAMMA 1 000643 

MAMMA 1000684 C-MAMMA1 000684 

MAMMA100O696 C-MAMMA1 000696 

MAMMA1 000707 C-MAMMA1 000707 

MAMMA1000714 C-MAMMA1 000714 ' 

MAMMA1 000720 C-MAMMA 1000720 

MAMMA1 000744 C-MAMMA1 000744 

MAMMA 1 000761 C-MAMMA1 000761 

MAMMA 1 000776 C-MAMMA1 000776 

MAMMA1 000798 C-MAMMA1 000798 

MAMMA1 000839 C-MAMMA 1000839 

MAMMA1 000851 C-MAMMA1 000851 

MAMMA1 000863 C-MAMMA 1000863 

MAMMA1 000867 C-MAMMA 1 000867 

MAMMA1 000876 C-MAMMA1 000876 

MAMMA1 000880 C-MAMMA 1 000880 

MAMMA1 000883 C-MAMMA 1000883 

MAMMA1 000921 C-MAMMA1 000921 

MAMMA1 000931 C-MAMMA1 000931 

MAMMA1 000941 C-MAMMA1 000941 

MAMMA1 000957 C-MAMMA1 000957 

MAMMA1 000962 C-MAMMA1 000962 

MAMMA1 000975 C-MAMMA1 000975 

MAMMA1 000987 C-MAMMA1 000987 

MAMMA1001003 C-MAMMA1 001 003 

MAMMA1001030 C-MAMMA1001030 
MAMMA1001038 C-MAMMA 100 1038 

MAMMA1 001082 C-MAMMA1001082 
MAMMA1001162 C-MAMMA1 001 1 62 
MAMMA1001186 C-MAMMA1001186 
MAMMA1001191 C-MAMMA1001 191 
MAMMA1001206 C-MAMMA1 001 206 



16882 

16883 16884 

16885 

16886 

16887 

16888 

16889 

16890 

16891 16892 

16893 

16894 

16895 16896 

16897 

16898 

16899 

16900 16901 

16902 16903 

16904 

16905 

16906 

16907 

16908 16909 

16910 

16911 

16912 

16913 

16914 

16915 

16916 

16917 

16918 

16919 

16920 16921 

16922 

16923 

16924 16925 
16926 

16927 16928 
16929 



1072 



EP1 074 617 A2 



MAMMA100122O 


C-MAMMA1001220 


16930 




MAMMA1001243 


C-MAMKA1001243 


16931 




MAMMA1001249 


CHWAMMA1001249 


16932 




MAMMA1001256 


C-MAMMA1001256 


16933 




MAMMA1001268 


C-MAMMA1001268 


16934 


16935 


MAMMA1001271 


C-MAMMA1001271 


16936 


16937 


MAMMA1001274 

Ifuwiiuu i | ww iter ' 


C-MAMMA1001274 


16938 


16939 


MAMMA1001292 

kfuvinniri i ww i *- w *• 


C-MAMMA1001292 


16940 


16941 


MAMMA1001305 

IflOIIHIwl 1 WW I WWW 


C-MAMMA1001305 


16942 


16943 


MAMMA1001324 


CHAAMMA1001324 


16944 




MAMMA1001341 


C-MAMMA1001341 


16945 




MAMMA1001388 


C-MAMMA1 001 388 * 


16946 


16947 


MAMMA1001397 

Ill/uJUf l/l ■ WW 1 WW » 


C-MAWWA1 001 397 

W tllflltWflr* 1 WW 1 WW m 


16948 




MAMMA1001408 


C-MAMMA1001408 

\J ni/ uiwtv * f ww t ■ ww 


16949 




MAMMA1001420 

nwnuwy i ww i Ttw 


C-MAMMA1001420 

\J if 1/ VITBllr* 1 WW 1 ■ fcW 


16950 




MAMMA1001442 

iTiAJnriirx I ww i tta 


CHIHAMMA1001442 

W If l#\If IJTW» 1 WW I ■ 


16951 




MAMMA 1001 452 

ITtAJTini/A 1 WW 1 tw*. 


CHVIAMMA1001452 

w nirvnnn i ww i ■ w 


16952 




MAMMA1001465 

mAmmn 1 uv 1 *rww 


C-MAMMA1001465 

w nvwinn i ww i r w w 


16953 


1 6954 


MAMMA1001487 

jn/Miunr\ i ww i to t 


C-MAMMA1001487 

W HU»lfBIl»l 1 WW ■ » W 9 


16955 


16956 


MAMMA 1001 501 
nwnnniA i uv i au i 


C-MAMMA1001501 

w iTLruiiiiin i ww i ww i 


16957 




MAMMA1001547 


C-MAMMA1001547 

w inrui«n/ \ i ww i w~ / 


16958 




MAMMA1001551 

lunjnnvy i ww I ww i 


CHMAMMA1001551 

w iii/iiinn#» i ww i ww i 


16959 


16960 


MAMMA1001575 

IJl/vlilfl/A 1 WW 1 w / w 


C-MAMMA1001575 


16961 




MAMMA1001590 

iiwiinm 1 ww i w ww 


CHrlAMMA1001590 

w ni/inutin i w w i www 


16962 


16963 


MAMMA1001600 

mnnmin i ww i www 


C-MAMMA1001600 

W |fl# AJIHJM 1 I WW 1 WWW 


16964 


16965 


MAMMA1001606 

mAnUnn 1 w w I www 


C-MAMMA1001606 

\J MITVui/Mi 1 WW 9 www 


16966 




MAMMA1O01627 

RmHIRVl 1 WW 1 vJ £_ / 


CHflAKBHAI 001 627 

W If l# iff * 1 WW • W** 9 


16967 


16968 


MAMMA1001663 

nlrviunn i ww i www 


C-MAMMA1001663 


16969 




MAMMA1001670 

HlnilUTIn 1 WW 1 w / w 


CHUIAMMA1001670 

V WlfMfllfl» ■ f WW \ w w w 


16970 


16971 


MAMMA1001671 

wiAmnn i ww iw / i 


CHWAMMA1001671 

w if XfAinin/ » ■ ww i w • i 


16972 




MAMMA1001679 

ninnunn i ww i w / w 


CHyiAMHAI 001 679 

w niniiuw* • ww i w / w 


16973 




MAMMA100171 1 

nmninin i ww i / i i 


C-MAMMA1001711 


16974 




MAMMA1001735 

tii/vnjnn i ww i / w w 


C-MAMMA1001735 

\j utfviinin i ww i / ww 


16975 


16976 


uauma 1 nni 1 A A 




1A077 
IOSj / / 




MAMMA1001745 


C-MAMMA1001745 


16978 




MAMMA1001751 


CHWAMMA1001751 


16979 


16980 


MAMMA1001783 


CHWAMMA1001783 


16981 




MAMMA1001788 


CHHAAMA1001788 


16982 




MAJWA1001806 


CHMAMIA1001806 


16983 





1073 



EP 1 074 617 A2 



MAMMA1001812 C-MAMMA1001812 16984 

MAMMA1001815 C-MAMMA1001 81 5 16985 

MAMMA1001817 C-MAMMA1001817- - . 16986 16987 

MAMMA1001818 C-MAMMA1001818 16988 

MAMMA1001820 C-MAMMA1001820 16989 16990 

MAMMA1001824 C-MAMMA1O01824 16991 

MAMMA1001851 C-MAMMA1001851 16992 

MAMMA1001854 C-MAMMA1001854 16993 

MAMMA1001864 C-MAMMA1001864 16994 

MAMMA1001878 C-MAMMA1001878 16995 

MAMMA1001890 C-MAMMA 100 1890 16996 

MAMMA10O19O7 C-MAMMA 100 1907 ' 16997 

MAMMA1001908 C-MAMMA1001908 16998 16999 

MAMMA1001931 C-MAMMA1001931 17000 

MAMMA1001969 C-MAMMA10O1969 17001 

MAMMA1 002011 C-MAMMA1 00201 1 17002 17003 

MAMMA1 002032 C-MAMMA1 002032 17004 

MAMMA 1 002041 C-MAMMA1 002041 17005 

MAMMA1 002047 C-MAMMA1 002047 17006 

MAMMA1 002056 C-MAMMA 1002056 17007 

MAMWIA1002058 C-MAMMA 1002058 17008 

MAMMA 1 002078 C-MAMMA1 002078 17009 

MAMMA 1 002082 C-MAMMA1 002082 17010 

MAMMA1 002084 C-MAMMA1 002084 17011 

MAMMA1 002093 C-MAMMA1 002093 17012 

MAMMA1 002094 C-MAMMA1 002094 17013 

MAMMA10O2118 C-MAMMA1002118 17014 

MAMMA1002125 C-MAMMA1002125 17015 

MAMMA1002132 C-MAMMA1002132 17016 

MAMMA1002140 C-MAMMA1002140 17017 

MAMMA1002143 C-MAMMA1002143 17018 17019 

MAMMA1002145 C-MAMMA1002145 17020 

MAMMA1002198 C-MAMMA1002198 17021 

MAMMA1 002230 C-MAMMA1 002230 17022 

MAMMA1 002250 C-MAMMA1 002250 17023 

MAMMA1002282 C-MAMMA1 002282 17024 17025 

MAMMA1 002293 C-MAMMA 1002293 17026 

MAMMA1 002298 C-MAMMA1 002298 17027 17028 

MAMMA1 002299 C-MAMMA1 002299 17029 



1074 



EP 1 074 617 A2 



MAMMA1 002308 
MAMMA1 002310 
MAMMA1fl023U 
MAMMA1 002322 
MAMMA1 002339 
MAMMA1 002352 
MAMMA1 002359 
MAMMA1 002360 
MAMMA1 002392 
MAMMA1 002411 
MAMMA1002413 
MAMMA1002417 
MAMMA1 002428 
MAHINA1 002434 
MAMMA1 002446 
MAMMA1 002454 
MAMMA1002461 
MAMMA1 002475 
MAMMA1 002556 
MAMMA 1002566 
MAMMA1002612 
MAMMA1 002622 
MAMMA1 002637 
MAMMA1 002650 
MAMMA1 002699 
MAMMA1 002727 
MAMMA1 002748 
MAMMA1 002758 
MAMMA1 002780 
MAIilAI 002820 
MAMMA1 002833 
MAMMA1 002843 
MAMMA 1002895 
MAMMA 1 002937 
MAMMA 1003004 
MAMMA1003047 
NT2RM1 000001 
NT2RM1000018 
NT2RM1 000037 



C-MAMMA1 002308 
C-MAMMA1 002310 
C-MAMMA1 00234 V- 
C-MAMMA1 002322 
C-MAMMA1 002339 
C-MAMMA1 002352 
C-MAMMA1 002359 
C-MAMMA1 002360 
C-MAMMA1 002392 
C-MAMMA1 002411 
C-MAMMA1002413 
C-MAMMA1002417 1 
CHUAMMA1 002428 
C-MAMMA1 002434 
C-MAMMA1 002446 
C-MAMMA1 002454 
CHUAMMA1 002461 
C-MAMMA1 002475 
C-MAMMA1 002556 
CHMAMMA1 002566 
C-MAMMA1002612 
C-MAMMA1 002622 
C-MAMMA1 002637 
C-MAMMA 1002650 
C-MAMMA1 002699 
C-MAMMA1 002727 
C-MAMMA1 002748 
C-MAMMA1 002758 
C-MAMMA1 002780 
C-MAMMA1 002820 
C-MAMMA1 002833 
C-MAMMA1 002843 
C-MAMMA1 002895 
C-MAMMA1 002937 
C-MAMMA1 003004 
C-MAMMA1 003047 
C-NT2RM1 000001 
C-NT2RM1000018 
C-NT2RM1 000037 



17030 




17031 


17032 


17033 




17034 




17035 




17036 




17037 


17038 


1 7039 


17040 


17041 


1 7049 


1 704^ 
\ /U40 




1 7044 
1 /U44 




1 /U40 




1 /U40 




1 7AA7 
1 /U4/ 




1 /U4o 




! /U4y 




1 7AEA 
1 /UDU 


1 7AC1 
I /UO I 


1 7AC0 


1 7ACI 
1 /UOO 


1 /Ut>4 




1 7AKC 




1 7ACA 

1 /uoo 




1 7AC7 

1 /Oo/ 


1 7 ACQ 
1 /UOO 


1 7 ACQ 


1 7APA 
1 /UOU 


1 7AC1 
l /UO I 


1 7A£0 


1 7rtfi1 
I /UOO 


1 /U04 


1 7A£K 
1 /UOO 




1 7A£A 
I /UOO 




170A7 
I /UO/ 




170fiA 
! /UOO 




1 /UOU 




17070 
I /u/u 




17071 
1 /U/ 1 


17079 


1707*3 
1 /u/o 


17074 


17075 


17076 


17077 




17078 


17079 


17080 


17081 


17082 


17083 


17084 


17085 



1075 



EP 1 074 617 A2 



NT2RM1 000086 C-NT2RM1 000086 

NT2RM1 000421 C-NT2RM1 000421 

NT2RMW00439 C-NT2RM1 000499. - 

MT2RM1001059 C-NT2RM1001059 

NT2RM1 001 092 C-NT2RM1 001 092 

NT2RM2001592 C-NT2RM2001 592 

NT2RM2001635 C-NT2RM2001 635 

NT2RM2001637 C-NT2RM2001 637 

NT2RM2001641 C-NT2RM2001 641 

NT2RM200167O C-NT2RM2001 670 

NT2RM2001 699 C-NT2RM2001 699 

NT2RM2001 706 C-NT2RM2001 706 ' 

NT2RM2001718 C-NT2RM2001 71 8 

NT2RM2001727 C-MT2RM2001 727 

NT2RM2001805 C-NT2RM2001 805 

MT2RM4000086 C-NT2RM400O086 

NT2RM4000215 C-NT2RM4000215 

NT2RM4000414 C-NT2RM4000414 

NT2RM4000590 C-NT2RM4000590 

NT2RM4000634 C-NT2RM4000634 

NT2RM4000657 C-NT2RM4000657 

NT2RM4000783 C-NT2RM4000783 

NT2RM4000857 C-NT2RM4000857 

NT2RM4000971 C-NT2RM4000971 

NT2RM4000996 C-NT2RM4000996 

NT2RM4001092 C-NT2RM4001092 

MT2RM4001178 C-NT2RM4O01 1 78 

NT2RM4001 569 C-NT2RM4001 569 

NT2RM4001819 C-NT2RM4001819 

NT2RM4OO1905 C-NT2RM4001 905 

NT2RM4001938 C-NT2RM4001 938 

MT2RM4002062 C-NT2RM4002062 

MT2RM4002073 C-NT2RM4002073 

NT2RIJ4002093 C-NT2RH4002093 

MT2RM4002109 C-NT2RM4O021O9 

NT2RM4002146 C-NT2RM4002146 

NT2RM4002194 C-NT2RH4002194 

NT2RM4002390 C-NT2RM4002390 

NT2RM4002398 C-NT2RM4002398 



17086 


17087 


17088 


17089 


17090 


17091 


17092 


17093 


17094 


17095 


17096 


17097 


17098 


17099 




17101 


17109 




17101 


17104 


17105 


1710ft 


1 71 07 




1 71 flft 


171 HQ 


1 71 in 


17111 " 


1 71 19 
I / 1 IZ 


171 1 1 
1 / 1 1 0 


1 71 1 A 


* 171 15 


1711ft 
I / I ID 


17117 
1/11/ 


1 71 1ft 
1 / 1 lo 




1 71 1Q 


17190 

1 / 1 ZU 


1 71 91 


17199 
I / I ZZ 


1 71 91 
I / IZO 


171 OA 
I / I Z*» 


1 71 95 
I / I ZD 




1 71 9ft 


17197 
I / 1 z / 


1 71 9ft 
I / IZo 


171 90 

I / 1 zy 


1 71 1fl 
I / I OU 


1 71 11 
I / I O I 


1 71 19 
I / 1 OZ 


17111 


1 71 \A 
I / 1 0*t 


1 71 15 
1 / I OO 


1 71 1ft 


1 71 17 
1/10/ 


171 1ft 




1 71 10 


171 An 


17141 


171 AO 
1 / 1 *frZ 


171 A1 
I / I *tO 


171 AA 
I / 1 t rt 


1 71 AR 


171 AA 


17147 


17148 


17149 


17150 


17151 


17152 


17153 


17154 


17155 


17156 


17157 


17158 



1076 



EP 1 074 617 A2 



NT2RM4002420 C-NT2RM4002420 

NT2RM4002534 C-NT2RM4002534 

NT2RM4002565 C-NT2RM4002565- 

NT2RM4002571 C-NT2RM4002571 

NT2RP1 000358 C-NT2RP1 000358 

NT2RP1 000522 C-NT2RP1 000522 

NT2RP1 000609 C-NT2RP1 000609 

NT2RP1 000677 C-NT2RP1 000677 

NT2RP1 000701 C-NT2RP1 000701 

NT2RP1 000834 C-NT2RP1 000834 

NT2RP1 000860 C-NT2RP1 000860 

NT2RP1 00091 6 C-NT2RP1 00091 6 ' 

NT2RP1 000944 C-NT2RP1 000944 

NT2RP1 001 079 C-NT2RP1 001 079 

NT2RP1 001080 C-NT2RP1 001080 

NT2RP1 001 1 1 3 C-NT2RP1 001 1 1 3 

NT2RP1 001 1 73 C-NT2RP1 001 1 73 

NT2RP1001177 C-NT2RP1001177 

NT2RP1001185 C-NT2RP1001185 

NT2RP1001247 C-NT2RP1001247 

NT2RP1 001 31 1 C-NT2RP1 001 31 1 

NT2RP1 001 31 3 C-NT2RP1 001 31 3 

NT2RP2000001 C-NT2RP2000001 

NT2RP2000027 C-NT2RP2000027 

NT2RP20001 83 C-NT2RP20001 83 

NT2RP2000198 C-NT2RP2000198 

NT2RP2000523 C-NT2RP2000523 

MT2RP2000551 C-NT2RP2000551 

NT2RP2000644 C-NT2RP2000644 

NT2RP20O0660 C-NT2RP2000660 

NT2RP2000678 C-NT2RP2000678 

NT2RP2000715 C-NT2RP2000715 

NT2RP2000842 C-NT2RP2000842 

NT2RP2000970 C-NT2RP2000970 

NT2RP2001347 C-NT2RP2001347 

NT2RP2001 460 C-NT2RP2001 460 

NT2RP2001 61 3 C-NT2RP2001 61 3 

NT2RP2001 634 C-NT2RP2001 634 

NT2RP2001660 C-NT2RP2001660 



17159 




17160 


17161 


17162 


17163 


17164 


17165 


17166 


17167 


17168 


17169 


17170 


17171 


17172 


17173 


17174 


17175 


17176 


17177 


17178 


17179 


17180 


17181 


17182 




17183 


17184 


17185 


17186 


17187 

1 / ID/ 


I/I oo 


17189 




17190 


17191 

1 / 1 w 1 


17192 




17193 


17194 


17195 


17196 


17197 
ill?! 


17198 


17199 


17200 


17201 




17202 


17203 


17204 


17205 


17206 


17207 


17208 




17209 




17210 


17211 


17212 




17213 




17214 

1 / C 1 "T 


17215 


1 "701 C 


1 701 1 


17218 


17219 


17220 


17221 


17222 


17223 


17224 


17225 


17226 


17227 



1077 



EP 1 074 617 A2 



NT2RP2001677 

NT2RP2001678 

NT2RP2001720 

NT2RP2001740 

NT2RP2001756 

NT2RP2001839 

NT2RP2001861 

NT2RP2001869 

NT2RP2001876 

NT2RP2001898 

MT2RP2001936 

MT2RP2001943 

NT2RP2001946 

NT2RP2002032 

NT2RP2002033 

MT2RP2002041 

NT2RP20O2047 

NT2RP2002066 

NT2RP2002124 

NT2RP2002172 

NT2RP2002219 

NT2RP2002256 

NT2RP2002316 

NT2RP2002373 

NT2RP2002439 

NT2RP2002475 

NT2RP2002546 

NT2RP2002591 

NT2RP2002606 

MT2RP2002643 

NT2RP2002727 

NT2RP2002736 

NT2RP200274O 

NT2RP2002741 

NT2RP2002752 

NT2RP2002753 

NT2RP2002857 

NT2RP2003000 

NT2RP2003073 



C-NT2RP2001677 

C-NT2RP2001678 

C-NT2RP2001720- 

C-NT2RP2001740 

C-NT2RP2001756 

C-NT2RP2001839 

C-NT2RP2001861 

C-NT2RP2001869 

C-NT2RP2001876 

C-NT2RP2001898 

C-NT2RP2001936 

C-NT2RP2001943' 

C-NT2RP2001946 

C-MT2RP2002032 

C-MT2RP2002033 

C-NT2RP2002041 

C-NT2RP2002047 

C-NT2RP2002066 

C-NT2RP2002124 

C-NT2RP2002172 

C-NT2RP2002219 

C-NT2RP2002256 

C-MT2RP2002316 

C-NT2RP2002373 

C-NT2RP2002439 

C-MT2RP2002475 

C-MT2RP2002546 

C-NT2RP2002591 

C-NT2RP2002606 

C-MT2RP2002643 

C-NT2RP2002727 

C-NT2RP2002736 

C-NT2RP2002740 

C-MT2RP2002741 

C-NT2RP2002752 

C-NT2RP2002753 

C-NT2RP2002857 

C-MT2RP2003000 

C-NT2RP2003073 



17228 


17229 


17230 


17231 


17232 


17233 


17234 


17235 


17236 


17237 


17238 


17239 


17240 


17241 


17242 


17243 


17244 


17245 


17246 


17247 


17248 




17249 


17250 


17251 


17252 


17253 


17254 


17255 




17256 


17257 


17258 




17259 


1 7260 


17261 
i / zu i 


17262 


1 /zoo 




1 /Z0*f 




17265 


17266 


172fi7 




179fift 
I /zoo 


17269 


17270 


17271 


17272 


17273 


17974. 




17275 


17276 


17277 


17278 


17279 


17280 


17281 


17282 


17283 


17284 


17285 


17286 


1 728/ 


1 "JOQQ 
I /ZOO 


17289 




17290 


17291 


17292 


17293 


17294 


17295 


17296 





1078 



EP 1 074 617 A2 



NT2RP2003164 

NT2RP2003206 

MT2RP2003228 

NT2RP2003230 

NT2RP2003237 

NT2RP2003272 

NT2RP2003280 

NT2RP2003293 

NT2RP2003394 

NT2RP2003401 

NT2RP2003456 

NT2RP2003517 

NT2RP2003522 

NT2RP2003559 

MT2RP2003564 

NT2RP2003581 

NT2RP20O3643 

NT2RP2003702 

NT2RP20O3704 

NT2RP2003727 

NT2RP2003751 

NT2RP2003781 

NT2RP2003825 

NT2RP2003871 

NT2RP20O3885 

NT2RP20O3912 

NT2RP2003976 

NT2RP2003988 

NT2RP2004013 

NT2RP20O4098 

NT2RP2004142 

HT2RP200417O 

NT2RP20O4194 

NT2RP20O4207 

NT2RP2004226 

MT2RP2004232 

MT2RP2004242 

NT2RP2004270 

NT2RP2004321 



C-NT2RP2003164 

C-NT2RP2003206 

C-NT2RP2003228 

C-NT2RP2003230 

C-NT2RP2O03237 

C-MT2RP2003272 

C-NT2RP2O03280 

C-NT2RP2O03293 

C-NT2RP2003394 

C-NT2RP2003401 

C-NT2RP2003456 

C-NT2RP2003517 ! 

C-NT2RP2003522 

C-NT2RP2003559 

C-MT2RP2003564 

C-NT2RP2003581 

C-MT2RP2003643 

C-NT2RP2003702 

C-MT2RP2003704 

C-NT2RP2003727 

C-NT2RP2003751 

C-NT2RP2003781 

C-NT2RP2003825 

C-MT2RP2003871 

C-NT2RP2003885 

C-NT2RP2003912 

G-MT2RP2003976 

C-NT2RP2003988 

C-NT2RP2004013 

C-NT2RP2004098 

C-NT2RP2004142 

C-NT2RP2004170 

C-NT2RP2004194 

C-NT2RP2004207 

C-NT2RP2004226 

C-NT2RP2004232 

C-NT2RP2004242 

C-NT2RP2O0427O 

C-NT2RP2004321 



17297 


17298 


17299 




17300 


17301 


17302 


17303 


17304 




17305 


17306 


17307 


17308 


17309 




17310 


17311 


17312 


17313 


17314 




17315 




17316 


17317 


17318 


17319 


17320 


17321 


17322 


17323 


17324 


17325 


17326 


17327 


17328 


17329 


17330 


17331 


17332 


17333 


17334 


17335 


17336 


17337 


17338 


17339 


17340 




17341 


17342 


17343 




17344 




17345 


17346 


17347 


17348 


17349 


17350 


17351 


17352 


17353 


17354 


1 /ODD 




17356 


17357 


17358 


17359 


17360 


17361 


17362 


17363 


17364 





1079 



EP 1 074 617 A2 



NT2RP2004339 C-NT2RP2004339 

NT2RP2004347 C-NT2RP2004347 

NT2RP2D04396 C-NT2RP2004396_ 

NT2RP2004399 C-NT2RP2004399 

NT2RP2004400 C-NT2RP2004400 

NT2RP200441 2 C-NT2RP200441 2 

NT2RP2004425 C-NT2RP2004425 

NT2RP2004490 C-NT2RP2004490 

NT2RP2O04523 C-NT2RP2004523 

NT2RP2004538 C-NT2RP2004538 

NT2RP2004580 C-NT2RP2004580 

NT2RP2004587 C-NT2RP2004587 ' 

NT2RP2004594 C-NT2RP2004594 

NT2RP2004681 C-NT2RP2004681 

NT2RP2004709 C-NT2RP2004709 

NT2RP200471 0 C-NT2RP200471 0 

NT2RP2004732 (HIT2RP2004732 

NT2RP2004767 C-NT2RP2004767 

NT2RP2004775 C-NT2RP2O04775 

NT2RP2004961 C-NT2RP2004961 

NT2RP2004962 C-NT2RP2004962 

NT2RP2004982 C-NT2RP2004982 

NT2RP2005003 C-NT2RP2005003 

NT2RP200501 8 C-NT2RP2O0501 8 

NT2RP2005020 C-NT2RP2005020 

NT2RP2005022 C-NT2RP2005022 

NT2RP200503 1 C-NT2RP2005031 

NT2RP2005116 C-NT2RP2005116 

NT2RP20051 39 C-NT2RP20051 39 

NT2RP2005168 C-NT2RP2005168 

NT2RP2005254 C-NT2RP2005254 

NT2RP2005325 C-NT2RP2005325 

NT2RP2005336 C-NT2RP2005336 

NT2RP2005344 C-NT2RP2005344 

NT2RP2005360 C-NT2RP2005360 

NT2RP2005407 C-NT2RP2005407 

NT2RP2005454 C-NT2RP20G5454 

NT2RP2005457 C-NT2RP2005457 

NT2RP2005476 C-NT2RP2005476 



17365 




17366 


17367 


17368 


17369 


17370 




17371 




17372 


17373 


17374 


17375 


17376 




17377 




17378 


17379 


17380 




17381 


17382 


17383 


17384 


17385 


17386 


17387 




17388 


17389 


17390 


17391 


17392 




17393 


17394 


17395 


17396 


17397 




17398 




17399 


17400 


17401 




17402 


17403 


17404 


17405 


17406 


17407 


17408 


17409 


17410 


17411 


17412 


17413 


17414 


17415 


17416 


17417 


17418 


17419 


17420 


17421 


17422 


17423 


17424 


17425 


17426 




17427 


17428 


17429 





1080 



EP 1 074 617 A2 



NT2RP2005491 

NT2RP2005496 

NT2RP20055<M 

NT2RP20O5531 

NT2RP20O56OO 

NT2RP2005645 

NT2RP2005694 

NT2RP20O57O1 

NT2RP20O5741 

NT2RP2005806 

NT2RP2005815 

NT2RP2005841 

NT2RP2005882 

NT2RP2005942 

NT2RP2006103 

NT2RP2006166 

NT2RP2006258 

NT2RP2006261 

NT2RP2006321 

NT2RP2006454 

NT2RP2006598 

NT2RP3000046 

NT2RP3000047 

NT2RP3000418 

NT2RP3000439 

NT2RP3000487 

NT2RP3000512 

NT2RP3000526 

NT2RP3000603 

NT2RP30O06O5 

NT2RP3000628 

NT2RP3000739 

NT2RP3000845 

NT2RP3000968 

NT2RP3001057 

NT2RP3001113 

NT2RP3001245 

NT2RP3001253 

NT2RP3001356 



C-NT2RP2005491 

C-NT2RP2005496 

C-NT2RP2005501-- 

C-NT2RP2005531 

C-NT2RP2005600 

C-NT2RP2005645 

C-NT2RP2005694 

C-NT2RP2O057O1 

C-NT2RP2005741 

C-NT2RP2005806 

C-NT2RP2005815 

C-NT2RP2005841 ' 

C-NT2RP2005882 

C-NT2RP2005942 

C-NT2RP2006103 

C-NT2RP2006166 

C-NT2RP2006258 

C-NT2RP2006261 

C-NT2RP2006321 

C-NT2RP2006454 

C-NT2RP2006598 

C-NT2RP3000046 

C-NT2RP3000047 

C-MT2RP3000418 

C-MT2RP3000439 

C-NT2RP3000487 

C-NT2RP3000512 

C-NT2RP3000526 

C-NT2RP3000603 

C-NT2RP3000605 

C-NT2RP3000628 

C-NT2RP3000739 

C-NT2RP3000845 

C-NT2RP3000968 

C-NT2RP3001057 

C-NT2RP3001113 

C-NT2RP3001245 

C-NT2RP3001253 

C-NT2RP3001356 



t~l A OA 

I /4oU 


1 /4ol 


1 7432 




1 7433 




1 1 A 0 A 

1 7434 


1 /4oO 


17436 




1 1 A**1 

17437 




1 7438 


17439 


17440 


17441 


17442 




17443 


17444 


17445 


17446 


17447 


17448 


17449 




17450 


17451 


17452 


17453 


17454 


17455 


17456 




17457 


17458 


17459 




17460 




17461 


17462 


17463 


17464 


17465 


17466 


17467 




17468 


17469 


17470 


17471 


17472 


17473 


17474 




17475 


17476 


17477 


17478 


17479 




17480 


17481 


17482 


17483 


17484 




17485 


17486 


17487 


17488 


17489 




17490 


17491 


17492 


17493 



1081 



EP 1 074 617 A2 



NT2RP3001383 
NT2RP3001399 
NT2RP3001554 
NT2RP3001712 
NT2RP3001724 
NT2RP3001727 
NT2RP3001730 
NT2RP3001739 
NT2RP3001777 
NT2RP3001857 
NT2RP3001943 
NT2RP3001944 
NT2RP3002033 
NT2RP3002054 
MT2RP3002063 
NT2RP3002099 
NT2RP3002102 
NT2RP3002147 
NT2RP3002163 
NT2RP3002173 
NT2RP3002255 
NT2RP3002303 
MT2RP3002343 
MT2RP3002351 
MT2RP3002399 
NT2RP3002455 
NT2RP3002545 
NT2RP3002549 
NT2RP3002602 
NT2RP3002603 
NT2RP3002628 
NT2RP3002659 
NT2RP3002660 
NT2RP3002682 
NT2RP3002687 
MT2RP3002688 
MT2RP3002701 
NT2RP3002785 
NT2RP3002869 



C-NT2RP3001383 

C-NT2RP3001399 

C-NT2RP3001554. 

C-NT2RP3001712 

C-NT2RP3001724 

C-NT2RP3001727 

C-NT2RP3O01730 

C-NT2RP3001739 

C-NT2RP3001777 

C-NT2RP3001857 

C-NT2RP3001943 

C-NT2RP3001944 1 

C-NT2RP3002033 

C-NT2RP3002054 

C-NT2RP3002063 

C-NT2RP3O02099 

C-NT2RP3002102 

C-NT2RP3002147 

C-NT2RP3002163 

C-NT2RP3O02173 

C-NT2RP3002255 

C-NT2RP3002303 

C-NT2RP3002343 

C-NT2RP3002351 

C-NT2RP3002399 

C-NT2RP3002455 

C-NT2RP3002545 

C-NT2RP3002549 

C-NT2RP3002602 

C-NT2RP3002603 

C-NT2RP3002628 

C-NT2RP3002659 

C-NT2RP3002660 

C-NT2RP3002682 

C-NT2RP3002687 

C-NT2RP3002688 

C-NT2RP3002701 

C-NT2RP3002785 

C-NT2RP3002869 



17494 


17495 


17496 


17497 


17498 


17499 


17500 


17501 


17502 


17503 


17504 


17505 


1750fi 


17507 


1750ft 
1 /ouo 


1750Q 


1 75m 

1 /0 I U 


1 751 1 
1 /O i 1 


17519 

I ID I Z 


1 75 17 


1 751 A 
1/014 


1 751 5 
I /0 I 0 


1 751fi 


1 751 7 
I /0 1 / 


1 751 ft 


1751 0 

I /0 I 9 


1 /OZU 


1 7501 
I /OZ I 


1 7C0O 
1 /Ozz 


1 /OZO 


1 7C0il 

1 /0z4 


I /OZO 


1 /OZO 




1 /oz/ 


1 7C9Q 
1 /OZO 


1 /ozy 


1 751ft 
1 /OoU 


1 7E11 
1 /OO I 




1 7511 

I /Ooz 




1 7519 


1 7514 
I /0J4 


1 7C1C 
1 /OOO 


1 751 A 
1 /00O 


1 7517 
1 /Do/ 


1757ft 


1 75QO 

i /ooy 


1754A 
1 /04U 


1 7541 
I /04l 


1 7549 
I /04Z 


1 7541 
I /04o 


1 7544 
1 /044 


17545 
I /040 


1 754fi 
I / 04O 


1 7547 
1 /04/ 


1 754ft 
1 /04O 


1 7540 
1 /04V 


1755A 
1 /OOU 


17551 

1 /OO 1 


17559 
I /OOZ 


1 7551 
1 /000 


1 7554 
I /OO** 


175EC 
1 /OOO 


1 755fi 
I /OOO 


17557 


17558 


17559 


17560 


17561 


17562 


17563 


17564 


17565 


17566 


17567 


17568 



1082 



EP 1 074 617 A2 



NT2RP3002876 
NT2RP3002877 
NT2RP30029Q9 
NT2RP3002969 
NT2RP3002972 
NT2RP3003032 
NT2RP3003061 
NT2RP30O3071 
NT2RP30O3O78 
NT2RP3003139 
NT2RP3003145 
MT2RP3003150 
NT2RP30O3197 
NT2RP3003203 
NT2RP3003210 
NT2RP30O3212 
NT2RP3003230 
NT2RP3003242 
NT2RP30O3251 
NT2RP3003301 
NT2RP3003311 
NT2RP3003409 
NT2RP3003427 
NT2RP3003543 
NT2RP3003552 
NT2RP3003555 
NT2RP3003564 
NT2RP3003589 
NT2RP3003621 
NT2RP3003625 
NT2RP3003656 
NT2RP3003659 
NT2RP3003686 
NT2RP3003701 
NT2RP3003716 
NT2RP3003726 
NT2RP3003795 
NT2RP30038O5 
NT2RP3003809 



C-NT2RP3002876 

C-NT2RP3002877 

C-NT2RP3002909... 

C-NT2RP3002969 

C-NT2RP3002972 

C-NT2RP3003032 

C-NT2RP3003061 

C-NT2RP3003071 

C-NT2RP3003O78 

C-NT2RP3003139 

C-NT2RP3003145 

C-NT2RP3003150* 

C-NT2RP3003197 

C-NT2RP3003203 

C-MT2RP3003210 

C-MT2RP3003212 

C-NT2RP3003230 

C-NT2RP3O03242 

C-NT2RP3003251 

C-NT2RP3003301 

C-NT2RP3003311 

C-MT2RP3003409 

C-NT2RP3003427 

C-NT2RP3003543 

C-NT2RP3003552 

C-NT2RP3003555 

C-NT2RP3003564 

C-MT2RP3003589 

C-NT2RP3003621 

C-NT2RP3003625 

C-MT2RP3003656 

C-NT2RP3003659 

C-NT2RP3003686 

C-NT2RP3003701 

C-NT2RP3003716 

C-NT2RP3003726 

C-NT2RP3003795 

C-NT2RP3003805 

C-NT2RP3003809 



17569 


17570 


17571 




17572 


17573 


17574 


17575 


17576 


17577 


17578 




17579 


17580 


17581 


17582 


17583 


17584 


17585 




17586 


17587 


17588 




17589 


17590 


17591 


17592 


17593 




17594 


17595 


17596 


17597 


17598 


17599 


17600 


17601 


17602 


17603 


17604 


17605 


17606 


17607 


17608 


17609 


17610 


17611 

1 / wl 1 


17612 


17613 


17614 


17615 


17616 


17617 


17618 


17619 


17620 


17621 


17622 


17623 


17624 


17625 


17626 


17627 


17628 


17629 


1 /DoU 


I /DO 1 


17632 


17633 


17634 


17635 


17636 


17637 


17638 


17639 


17640 


17641 



1083 



EP1 074 617 A2 



NT2RP300381 9 C-NT2RP300381 9 
NT2RP3003825 C-NT2RP3003825 
NT2RP3003831 C-NT2RP300383U 
NT2RP3003833 C-NT2RP3003833 
NT2RP3003842 C-NT2RP3003842 
NT2RP3003846 C-NT2RP3003846 
NT2RP3003870 C-NT2RP3003870 
NT2RP3003876 C-NT2RP3003876 
NT2RP3003914 C-NT2RP3003914 
NT2RP300391 8 C-NT2RP3O0391 8 
NT2RP3003989 C-NT2RP3003989 
NT2RP300401 6 C-NT2RP300401 6 ' 
NT2RP3004070 C-NT2RP3004070 
NT2RP3004145 C-NT2RP3004145 
NT2RP3004215 C-NT2RP3004215 
NT2RP3004253 C-NT2RP3004253 
NT2RP3004282 C-NT2RP3004282 
NT2RP3004348 C-NT2RP3004348 
NT2RP3004490 C-NT2RP3004490 
NT2RP3004503 C-NT2RP3004503 
NT2RP3004566 C-NT2RP3004566 
NT2RP3004670 C-NT2RP3004670 
NT2RP4000023 C-NT2RP4000023 
NT2RP400021 8 C-NT2RP400021 8 
NT2RP4000424 C-NT2RP4000424 
MT2RP4001213 C-NT2RP4001213 
NT2RP4001447 C-NT2RP4001447 
NT2RP4001 841 C-NT2RP4001 841 
NT2RP4001 849 C-NT2RP4001 849 
NT2RP4002047 C-NT2RP4002O47 
NT2RP4002075 C-NT2RP4002075 
NT2RP4002083 C-NT2RP4002083 
0VARC1 000001 C-0VARC1 000001 
0VARC1 000008 C-0VARC1 000008 
0VARC1000017 C-OVARC1000017 
0VARC1 000058 C-0VARC1 000058 
0VARC1 000068 C-OVARC1 000068 
0VARC1 000071 C-0VARC1 000071 
0VARC1 000085 C-OYARCi 000085 



17642 


17643 


17644 


17645 


17646 


17647 


17648 




17649 




17650 


17651 


17652 


17653 


17654 


17655 


17656 




17657 


17658 


17659 

1 / Uw3 




17660 

1 / uuu 


17661 


17662 




17663 


17664 






17fififi 
i # you 


17667 




17669 


17670 

1 / V / VI 


17671 


17672 

1 / VI / 


17673 


17674 
i / vi i *t 


17675 


17676 


17677 


17678 


17679 


17680 




17681 




17682 




17683 

t / MOW 


17684 


17685 


17686 


17687 


17688 


17689 


17690 


17691 


17692 


17693 


17694 


17695 


17696 


17697 


17698 


i /oyy 


I //UU 


17701 


17702 


17703 


17704 


17705 




17706 


17707 


17708 


17709 



1084 



EP 1 074 617 A2 



0VARC1000109 
0VARC1O00114 
0VARC1X)00145 
0VARC1 000240 
0VARC1 000302 
0VARC1 000408 
OVARC1000414 
0VARC1 000440 
0VARC1 000442 
0VARC1 000496 
0VARC1 000556 
0VARC1 000557 
OVARC 100057 8 
0VARC1 000622 
0VARC1 000679 
0VARC1 000681 
0VARC1 000700 
0VARC1 000724 
0VARC1 000751 
0VARC1 000800 
0VARC1 000885 
0VARC1 000936 
0VARC1 000937 
0VARC1 000960 
0VARC1 000971 
0VARC1 000999 
0VARC1001000 
OVARC1001029 
0VARC1001040 
0VARC10O1O51 
0VARC1001113 
0VARC1001118 
0VARC1001129 
OVARC1001169 
0VARC1001240 
0VARC1001261 
0VARC10O1339 
0VARC1001342 
0VARC1001357 



C-OVARC1000109 
C-OVARC1000114 
C-OVARC1000145- 
C-0VARC1 000240 
C-0VARC1 000302 
C-0VARC1 000408 
C-OVARC1000414 
C-0VARC1 000440 
C-0VARC1 000442 
C-0VARC1 000496 
C-0VARC1 000556 
C-0VARC1 000557* 
C-0VARC1 000578 
C-0VARC1 000622 
C-0VARC1 000679 
C-OVARC1000681 
C-0VARC1 000700 
C-0VARC1 000724 
C-0VARC1 000751 
C-0VARC1 000800 
C-0VARC1 000885 
C-0VARC1 000936 
C-0VARC1 000937 
C-0VARC1 000960 
C-0VARC1 000971 
C-0VARC1 000999 
C-OVARC1001000 
C-OVARC1001029 
C-OVARC1001040 
C-OVARC1001051 
C-OVARC1001113 
C-OVARC1001118 
C-OVARC1001129 
C-OVARC1001169 
C-OVARC1001240 
C-OVARC1001261 
C-OVARC1001339 
C-OVARC1001342 
C-OVARC1001357 



17710 


17711 


17712 


17713 


17714 


17715 


1 771 fi 




1 7717 




1 771ft 

1 / / 1 o 


1 7719 


1 7700. 




1 7701 




1 7700 
1 / ILL 




1 7700 




I //Z4 


1 7705 
1 / / ZO 


1 7/26 


1 7707 


1 //zo 




1 "771A 

1 7729 




17730 


1 / /ol 


-* T701 

17732 




17733 


1 7734 


17735 


1 / /ob 


1 7737 


1 7700 

1 / /Jo 


17739 




1 HA A 

17740 


1 //4I 


1 7742 


1 / /4o 


1 iia a 
1 7/44 


1 77A5 
1 / /40 


17746 




1 HI A "7 

1 774/ 




1 11 AO 

1 7748 


1 / /49 


1 / /oO 




1 77K1 
1 / /Ol 


1 7750 
1 / /OZ 


1 7750 
I //Oo 




1 //04 


17755 
1 / /OO 


1 775fi 
I / /OO 


1 7757 
I / /O / 


1 "7 "ICQ 

1 / /oo 




17759 


1 77 C A 
1 / /OO 


17761 




17762 




17763 




17764 




17765 


17766 


17767 





1085 



EP 1 074 617 A2 



OVARC1001442 C-OVARC1001442 

0VARC1001611 C-OVARC1001611 

0VARC100I813 C-OVARC1001813.. 

0VARC1002112 C-OVARC1002112 

0VARC1002143 C-OVARC1 0021 43 

0VARC10O2165 C-OVARC1 0021 65 

0VARC1 0021 82 C-0VARC1 0021 82 

PLACE1000014 C-PLACE1000014 

PLACE1 000078 C-PLACE 1000078 

PLACE1 000492 C-PLACE1 000492 

PLACE1 000793 C-PLACE1 000793 

PLACE1000814 C-PLACE 10008 14* 

PLACE1 000979 C-PLACE1 000979 

PLACE1001007 C-PLACE1001007 

PLACE1001054 C-PLACE1 001054 

PLACE1001088 C-PLACE 1001 088 

PLACE1001136 C-PLACE1001136 

PLACE1001241 C-PLACE1001241 

PLACE1001377 C-PLACE1001377 

PLACE1001395 C-PLACE1001395 

PLACE1001740 C-PLACE1001740 

PLACE1001746 C-PLACE1001746 

PLACE1001983 C-PLACE10O1983 

PLACE1 002066 C-PLACE1 002066 

PLACE1 0021 1 5 C-PLACE1 0021 1 5 

PLACE1002213 C-PLACE 10022 13 

PLACE1 002342 C-PLACE1 002342 

PUCE1 002450 C-PLACE1 002450 

PLACE1 002474 C-PLACE 1002474 

PLACE1 002499 C-PLACE1 002499 

PLACE1 002578 C-PLACE1 002578 

PLACE1002714 C-PLACE10O2714 

PLACE1 002772 C-PLACE1 002772 

PLACE1 002775 C-PLACE1 002775 

PLACE1002834 C-PLACE 1002834 

PLACE1 002993 C-PLACE 1002993 

PLACE1 003030 C-PLACE 1003030 

PLACE1 003205 C-PLACE1 003205 

PLACE1 003249 C-PLACE1 003249 



17768 




17769 




17770 




17771 


17772 


17773 




17774 


17775 


17776 


17777 


17778 


17779 


17780 




17781 


17782 


17783 


17784 


17785 


17786 


17787 


17788 

lit ow 


17789 




17790 


17791 


17792 

lit 


17793 


17794 




17795 


177Q6 


17797 

1119/ 


17798 
\ti no 


1 77Q0 


17800 


17801 




1 7809 




i7ao^ 


17804 

1 / Out 


17AOR 




i780fi 

1 / OUv 




17807 


17808 


17809 


17810 


17811 


17812 


17813 


17814 


17815 


17816 


17817 




17818 


17819 


17820 


17821 


1 78Z2. 


1 7QO*) 

1 /o/o 


17824 


17825 


17826 


17827 


17828 


17829 


17830 




17831 





1086 



PLACE1 003493 
PLACE1 003553 
PLACE1003592 
PLACE1 003596 
PLACE1 003669 
PLACE1 003709 
PLACE1 003870 
PLACE1 003885 
PLACE1 003892 
PLACE1 003900 
PLACE1 004336 
PLACE1 004384 
PLACE1 004425 
PLACE1 004471 
PLACE1 004506 
PLACE1004518 
PLACE1 004550 
PLACE1 004681 
PLACE1 004693 
PLACE1004716 
PLACE1004815 
PLACE1 004836 
PLACE1 004838 
PLACE1 004840 
PLACE1 004900 
PLACE1 004985 
PLACE1 005085 
PLACE 1005086 
PLACE1005108 
PUCE1005146 
PLACE 1005409 
PLACE 1005453 
PLACE1 005477 
PUCE1 005557 
PLACE 1005595 
PLACE 1005603 
PLACE1 005639 
PLACE1 005727 
PLACE1 005799 



EP 1 074 617 A2 

C-PLACE1003493 
C-PLACE1 003553 

C-PLACE1 003592 

C-PLACE1 003596 
C-PLACE1 003669 
C-PLACE1003709 
C-PLACE1 003870 
C-PLACE1 003885 
C-PLACE1 003892 
C-PLACE1 003900 
C-PLACE1 004336 
C-PLACE1 004384 ' 
C-PLACE1 004425 
C-PLACE1004471 
C-PLACE1004506 
C-PLACE1004518 
C-PLACE1 004550 
C-PLACE1004681 
C-PLACE1 004693 
C-PLACE1004716 
C-PLACE1004815 
C-PLACE1 004336 
C-PLACE1 004838 
C-PLACE1 004840 
C-PLACE1 004900 
C-PLACE1 004985 
C-PLACE1 005085 
C-PLACE1 005086 
C-PLACE1005108 
C-PUCE1005146 
C-PLACE1 005409 
C-PLACE1 005453 
C-PLACE1 005477 
C-PLACE1 005557 
C-PLACE1 005595 
C-PLACE1 005603 
C-PLACE1 005639 
C-PLACE1 005727 
C-PLACE1 005799 



17832 


17833 


17834 


17835 


17836 




17837 


17838 


17839 


17840 


17841 


17842 


17843 


17844 


17845 


17846 


17847 




1 7848 




1 7A4Q 




I7ft5fl 




1 7fiR1 

1 /OO 1 




17852 




I /ooo 


1 /00*T 


I /ODD 




I /OOD 


17ftf*7 
1/00/ 


1 7QK0. 
I /OOo 




1 7QK0 

i /ooy 




1 /oOU 




1 7GA1 


I /ooz 


1 7ftfiQ 
1 /Qgj 


1 / oo*t 


1 /OOO 


1 7ftfifi 

1 / OOO 


1 7ftfi7 
I /OO / 


I7ftfift 

1 /OOO 


1 /OO? 




1 7R7fi 




17871 

MO / 1 




17R79 

I IQI4L 


17873 

1 /Of o 


17874 




17875 




17876 




17877 
1 /o / / 




I /o/o 


17879 


17880 




17881 


17882 


17883 


17884 


17885 




17886 


17887 


17888 


17889 



1087 



EP1 074 617 A2 



PLACE1005813 C-PLACE1 005813 

PLACE1 005884 C-PLACE1 005884 

PLACE1005968 C-PLACE1 005988 . 

PLACE1 006002 C-PLACE1 006002 

PLACE1 006003 C-PLACE1 006003 

PLACE1006017 C-PLACE1006017 

PLACE1 006037 C-PLACE 1006037 

PLACE1006076 C-PLACE 1006076 

PLACE1006143 C-PLACE1006143 

PLACE1006248 C-PLACE1 006248 

PLACE1 006288 C-PLACE1 006288 

PLACE1006318 C-PLACE1006318' 

PLACE1006368 C-PLACE1 006368 

PLACE1 006371 C-PLACE1 006371 

PLACE1 006469 C-PLACE1 006469 

PLACE1 006506 C-PUCE1 006506 

PLACE1006521 C-PLACE1 006521 

PLACE1 006534 C-PLACE1 006534 

PLACE1006617 C-PLACE1O06617 

PLACE1 006640 C-PLACE 1006640 

PLACE1 006754 C-PLACE1 006754 

PLACE1006760 C-PLACE 1006760 

PLACE1 006779 C-PLACE1 006779 

PLACE 1006805 C-PLACE 1006805 

PLACE1006815 C-PLACE1006815 

PLACE1 006867 C-PLACE 1006867 

PLACE1 007045 C-PLACE1 007045 

PLACE1 007097 C-PLACE1 007097 

PLACE1 0071 1 1 C-PLACE1 0071 1 1 

PUCE1007112 C-PLACE1007112 

PUCE1007140 C-PLACE1007140 

PLACE1007218 C-PLACE1O07218 

PLACE1 007454 C-PLACE1 007454 

PLACE1 007478 C-PLACE 1007478 

PLACE1 007677 C-PUCE1 007677 

PLACE1 007705 C-PLACE1 007705 

PLACE1007737 C-PLACE 1007737 

PLACE1 007743 C-PLACE1 007743 

PLACE1 007852 C-PLACE 1007852 



17890 


17891 


17892 


17893 


17894 




17895 




17896 


17897 


17AQft 


17899 


1 / yuu 


17901 






j /yuo 






17Qfl5 
I / yuo 


1 70flA 

i /yuo 




1 70fi7 

i /yu/ 


i / yuo 


17000 

i /yuy 


1701fi 
i / y 1 u 


1701 1 

i /y 1 1 




1 701 0 


17011 

i /y 1 o 


17914 


• 1701K 

i /y io 


i /yio 




i /y i / 


- 


1 701 Q 

i /y lo 




1 7Q10 

i /y iy 




1 IflOA 

l /yzo 


1 7001 

i /y^ i 


1 "7QOO 

1 /yzz 


1700Q 

I /y^o 


1 *7O0>l 




i /yzo 




1/yZo 


1 "7007 

l /yz/ 


i /y^o 




1 7G9G 

i /yzy 


1 701A 

i /you 


17Q11 

i /yo i 




■ /yoz 


17Q33 

1 /9O0 


1 70QA 

i /yo4 


17G1R 
I / yoo 


17QOC 

I /yoo 


170^7 

1 / 5IO / 


1 7Q1A 

i /yoo 


17939 

1 /909 


170A0 

I /y**u 




17941 




17942 




17943 


17944 


17945 




17946 




17947 


17948 



1088 



EP1 074 617 A2 





PI AfFI 007877 


C-PLACE1 007877 


17949 


17950 




pi Af*F 1008045 


C-PLACE1 008045 


17951 




5 


pi APF100R080 


C-PLACEl 008Q80 


17952 


17953 




PI APFIOOftl 1 1 


C-PLACE1 008111 


17954 


17955 




p< apfiooa?oi 


C-PLACE1 008201 


17956 


17957 




Dl APP1 008911 


0-PLACF1008?31 


17958 




10 


di A AC 1 A AC 9 A/1 

PLACE 1008244 


P-P1 APF100fl9itd 


17959 


17960 




m aaci /violin 
PLACE 1 00 oooU 


p-pi aofiooaiio 


17961 






PLACE10083ol 


P— PI APF 100ft111 


17069 
i /yuz. 


17963 


15 


PLACE l 008 3b9 


P-Pl APFIfiOftlfiQ 


i /yo*t 




PLACE1 008392 


P--DI APClflAOOOO 


1 7QfiE, 
i /yoo 






PLACE 1008405 


i 

A— Df APC1 (\r\QAf\Z' 

0~rLAlrtl UUo4UD 








n| AAA lAi 

PLACE1 008424 


A Dt AACI AACMOyl 

C-*rLA0tl 008424 


1 70fi7 


1 7Qfifl 

i /yoo 


20 


PLACE 1008584 


A— Dl APC1 AAQCOil 

C-rLAGtl UUoOo4 


1 7QAQ 

I /yoy 


17070 

i /y/u 




PLACE1 008625 


A Dl AAC1AAQOC 

C-rLAOtl UUob2t> 


1/9/1 


1 7077 

i /y /z 




PLACE 1008630 


A Df AAC1AAQCQA 

C"rLA0bl OOoboU 


1 7G71 

i /y/o 






PLACE 1008643 


A Dl A AC1 AAOCiiO 

C rLAOtl 00ob4o 


I /y #4 


1 707K 


25 


PLACE1 008715 


A Dl AAC-IAA071C 

C-rLAGtl 008 / 1 0 


I /y /d 


17077 

i /y / / 




PLACE1 008748 


A Dl AAC1AAQ7JIQ 

C-rLAtrtl OOo /4o 


1 7Q7Q 

i /y/o 






r-tl a r\r" -4 /\AATC*~7 

PLACE1 008757 


A Dl AAC<AAO~7CT 

C-PLACEl 008757 


i /y/y 




30 


PLACE1 008798 


A Dl AAC1AAQ7O0 

C-rLACtl 00o/9o 


i /you 






ru > Ar" 4 nAAAP4 

PLACE1 008851 


C-PLACE 1008851 


1 7AQ1 

1 79ol 






Al ft MP 4 AAAA J ^ 

PLACE 1008947 


A Pil AAC1AAOA41 

C-PLACEl 008947 


1 *7AOO 

1 /9o2 


i /yoo 




Ail ft Af 4 AAA A A A 

PLACE1 009039 


A m A AC i AAAA O A 

C-PLACEl 009039 


1 7984 




35 


PS 1 A Ar*4 AAAA ft A 

PLACE1 009048 


A ni AACi AAAAilO 

C-PLACE 1009048 


1798b 






m lAr^ AAAACA 

PLACE1 009050 


A Dl" A AC 1 AAA AC A 

C-PLACEl 009050 


1 /9ob 






m A A A 1 4 A 

PLACE 1 009 1 1 3 


A Dl AAC1AAA110 

0 rLAUtl 0U91 1 o 




i /yoo 


40 


PU ft AP <i AAA <cn 

PLACE 10091 oO 


A Dl APC1AAQ1CA 

U rLAOt i uuy i ou 


1 7QQO 

i /yoy 




Dl AAC1AAA1AA 

PLACE 1009200 


a_di a ac 1 Ana o An 
t» KLAOt 1 UU» 2UU 


1 7Q0A 

i /yyu 






PLAGfcl 00924b 


A_rji APC1AAQOAJ? 
Kj— rLAUL 1 UUy 240 


1 7001 

i /yy i 


1 7QQ9 

i /yyz 




Dl A/MC1AAAOAO 


p— di apciaagoog 


1 7001 

i /yyo 


1 7QQA 


45 


Dl APC1AAO0AQ 

rLAUfc 1 UUy oK)o 


p— di APPiAflomft 

0 rLAUt 1 uuyouo 


1 70Qi> 
i /yyo 


1 70Qfi 

1 / 99Q 




Dl AAC1 AAQOAO 

rLAUtlOU9oyo 


A— Dl APC1AAOQQQ 

o— ri_Ai»t i uuy«jyo 


1 7007 

i /yy/ 


i /wo 




m ft AP A AAA ft -ft A 

PLACE1 009410 


A Aift ft Ar -4 AAA A 4 A 

C-PLACE1 009410 


1 TAPtA 

17999 






PLACE1 009477 


C-PLACE1 009477 


18000 




50 


PLACE1 009493 


C-PLACE1 009493 


18001 


18002 




PLACE1 009539 


C-PLACE1 009539 


18003 






PLACE1 009595 


C-PLACE1 009595 


18004 






PLACE1009637 


C-PLACE1 009637 


18005 





55 



1089 



PLACE1 009639 

PLACE1 009798 

PLACEI00986.1 

PLACE1 009888 

PLACE1 009925 

PLACE1 009947 

PLACE1010069 

PLACE1010089 

PLACE1010231 

PLACE1010270 

PLACE1010562 

PLACE1010579 

PLACE1010624 

PLACE1010628 

PLACE1010662 

PLACE1010702 

PLACE1010761 

PLACE1010802 

PLACE1010833 

PLACE1010896 

PLACE101Q916 

PUCE1010947 

PLACE1010965 

PLACE1011032 

PLACE1011041 

PLACE1011056 

PLACE1011090 

PLACE1011160 

PLACE1011214 

PLACE1011229 

PLACE1011273 

PUCE1011291 

PLACE1011310 

PLACE101137T 

PLACE1O11503 

PLACE1011635 

PUCE1011646 

PUCE1011650 

PUCE1011675 



EP 1 074 617 A2 

C-PLACE1 009639 

C-PLACE1 009798 

C-PLACE1 009861 -.. 

C-PLACE1 009888 

C-PLACE1 009925 

C-PLACE1 009947 

C-PLACE1010069 v 

C-PLACE1010089 

C-PLACE1010231 

C-PLACE1010270 

C-PLACE1010562 

C-PUCE1010579 1 

C-PUCE1010624 

C-PLACE1 010628 

C-PLACE1010662 

C-PLACE1010702 

C-PLACE1010761 

C-PLACE1010802 

C-PLACE1010833 

C-PLACE1010896 

C-PLACE1010916 

C-PLACE1010947 

C-PLACE1 010965 

C-PLACE1011032 

C-PLACE1011041 

C-PLACE1011056 

C-PLACE1011090 

C-PLACE1011160 

C-PLACE1011214 

C-PLACE1011229 

C-PLACE1011273 

C-PUCE1011291 

C-PLACE1011310 

C-PLACE1011371 

C-PUCE1011503 

CHPUCE1011635 

C-PLACE1011646 

C-PLACE1011650 

C-PLACE1011675 



18006 


18007 


18008 


18009 


18010 


18011 


18012 




18013 


18014 


18015 




18016 




18017 


18018 


18019 


18020 


18021 




18022 


18023 


18024 


18025 


18026 


18027 


18028 


18029 


18030 


18031 


18032 


18033 


18034 


18035 


18036 


18037 


18038 


18039 


18040 


18041 


18042 




18043 




18044 




18045 




18046 


18047 


18048 


18049 


18050 


18051 


18052 


18053 


18054 


18055 


18056 


18057 


18058 




18059 


18060 


18061 


18062 


18063 

1 UVWW 


18064 


18065 




18066 


18067 


18068 


18069 


18070 




18071 





1090 



EP1 074 617A2 



PLACE1011725 C-PLACE1011725 

PLACE1 01 1 749 C-PLACE1 01 1 749 

PLACEI011922 C-PLACE1011922 - 

PLACE1 01 2031 C-PLACE1 01 2031 

PLACE2000006 C-PLACE20000O6 

PLACE2000007 C-PLACE2000007 

PLACE2000034 C-PLACE2000034 

PLACE2000039 C-PLACE2000039 

PLACE2000061 C-PLACE2000061 

PLACE20O0072 C-PLACE2000072 

PLACE2000097 C-PLACE2000097 

PLAGE20001 03 C-PLACE20001 03 ' 

PLACE2000115 C-PLACE2000115 

PIACE20001 24 C-PLACE20001 24 

PLACE2000140 C-PLACE2000140 

PLACE20001 64 C-PLACE20001 64 

PLACE20001 76 C-PLACE20001 76 

PLACE2000223 C-PLACE2000223 

PLACE2000235 C-PLACE2000235 

PLACE2000274 C-PLACE2000274 

PLACE20003O2 C-PLACE20003O2 

PLACE2000347 C-PLACE2000347 

PLACE2000359 C-PLACE2000359 

PLACE2000371 C-PLACE2000371 

PLACE2000379 C-PLACE2000379 

PLACE2000399 C-PLACE2000399 

PLACE2000404 C-PLACE2000404 

PLACE2000450 C-PLACE2000450 

PLACE2000455 C-PLACE2000455 

PLACE3000059 C-PLACE3000059 

PLACE3000070 C-PLACE3000070 

PLACE30001 1 9 C-PLACE30001 1 9 

PUCE30001 21 C-PLACE30001 21 

PLACE30001 36 C-PLACE30001 36 

PLACE3000147 C-PLACE3000147 

PLACE3000148 C-PLACE3000148 

PLACE30001 55 C-PLACE30001 55 

PUCE3000160 C-PLACE30O0160 

PLACE3000169 C-f LACE30001 69 



18072 


18073 


18074 


18075 


18076 


18077 


18078 


18079 


18080 


18081 


18082 


18083 


18084 


18085 


18086 


18087 


1 8088 


18089 


1 8090 


18091 


180Q9 


180Q3 






I OUj3 




1 ftOQfi 


18097 


180Q8 

1 OUSfO 




1 80QQ 


* 1 81 00 
lot w 


iftioi 

I O I V 1 


18109 


1 aini 




1 ftlOA 




1 o 1 UO 


18106 


1 8107 


18108 


1 81 OQ 




1 81 10 


181 1 1 

1 O 1 1 1 


1 81 1 9 

1 O 1 J L 


1 81 11 

IOI IO 


1 O 1 1 1 


181 15 

IOI 1 J 


1Q11C 
1 0 1 1 0 




181 17 

1 O 1 • / 


181 18 

IOI IO 


181 1Q 

ION? 




18120 




18121 
i o i £ i 


18122 


18123 




18194 




1 o 1 cSj 


18126 


18127 


1 SI lo 


18129 


18130 


18131 


18132 


18133 


18134 


18135 


18136 


18137 


18138 



1091 



EP 1 074 617 A2 



PLACE3000194 

PLACE3000199 

PLACE3000218 

PLACE3000230 

PLACE3000244 

PLACE300O254 

PLACE3000276 

PLACE3000310 

PLACE3000320 

PLACE3O0O331 

PLACE3000339 

PLACE3000352 

PLACE3000353 

PLACE3000362 

PLACE3000365 

PLACE3000388 

PLACE3000413 

PLACE3000425 

PLACE4000009 

PUCE4000014 

PUCE4000052 

PLACE4000089 

PLACE4000128 

PLACE4000129 

PLACE4000147 

PLACE4000192 

PLACE4000211 

PLACE40C0222 

PLACE4000269 

PLACE4000270 

PLACE4000300 

PLACE4000387 

PLACE4000392 

PLACE4000431 

PLACE4000450 

PLACE4000465 

PLACE4000489 

PLACE40O0654 

SKNMC1 000011 



C-PLACE3000194 

C-PLACE3000199 

C-PLACE3000218- 

C-PLACE3000230 

C-PLACE3000244 

C-PLACE3000254 

C-PLACE3000276 

C-PLACE3000310 

C-PLACE3000320 

C-PLACE3000331 

C-PLACE3000339 

C-PLACE3000352' 

C-PLACE3000353 

C-PLACE3000362 

C-PLA0E3000365 

C-PLACE3000388 

C-PLACE3000413 

C-PLACE3000425 

C-PLACE4000009 

C-PLACE4000014 

C-PLACE4000052 

C-PLACE4000089 

C-PLACE4000128 

C-PLACE4000129 

C-PLACE4000147 

C-PLACE4000192 

C-PUCE400021 1 

C-PLACE4000222 

C-PLACE4000269 

C-PLACE4000270 

C-PLACE4000300 

C-PLACE4000387 

C-PUCE4000392 

O-PLACE4000431 

C-PLACE4000450 

C-PLACE4000465 

C-PLACE4000489 

C-PLACE4000654 

C-SKNMC1 000011 



18139 




18140 


18141 


18142 


18143 


18144 


18145 


18146 


18147 


18148 


18149 






1A151 

1 O 1 Q 1 




1 A1 *i9 

1 O 1 3^ 




1 A150 
1 O 1 JO 




1 o 1 Oh 


1 01 55 
I 0 I 00 


1 01 5fi 




1 01 57 


1 01 50 
I O 1 00 


1 01 50 

I o\ oy 


1 01 f\C\ 
1 O 1 ou 


1 01 £1 

1 olol 








1 01 £0 
1 0 1 DO 


1 01 fiA 
lO I 04 


1 01 £5 

1 oloo 




1 oi (ta 
l oloo 


1 01 £7 
1 ol O/ 


1 01 AO 

l ol oo 


1 01 AO 

i oioy 


101 7 A 
1 ol l\J 


1 0171 
lol / I 


1 0170 
to I iZ 


1 01 70 
1 ol /o 


1 01 7A 


1 01 7C 
lol /0 


1 Q1 7£ 
1 Ol /O 


1 01 77 

lol// 


1 01 70 

1 ol /o 


101 7Q 

i oi /y 


1 01 OA 

loloU 


1 0101 
J o lol 


1 01 OO 
1 O 1 OZ 


1 01 00 
1 o loo 


1 01 OA 
I O I O't 


10105 
1 0 1 oo 


1 PI oc 
I O 1 oo 


1 01 A7 
1 O 1 o / 


101 OA 
1 O 1 oo 


101 AQ 
I 0 i 09 


101 on 

1 O 1 %JU 


1 A1Q1 

1 O 1 5? 1 


1 A1Q9 

1 O 1 94 


1 A193 

1 O 1 57 O 


101 Q± 
1 0 1 


1 A1Q5 

I O 1 %70 


18196 


18197 


18198 


18199 


18200 




18201 


18202 


18203 


18204 


18205 


18206 



1092 



EP 1 074 617 A2 



SKNMC1 000046 
SKNMC1 000050 
THYR01000034 
THYR01 000070 
THYR01 000072 
THYR01 000092 
THYR01000121 
THYR01000124 
THYR01000197 
THYR01000199 
THYR01 000206 
THYR01 000242 
THYR01 000253 
THYR01 000270 
THYR01 000288 
THYR01 000320 
THYR01 000358 
THYR01 000368 
THYR01 000381 
THYR01 000387 
THYR01 000394 
THYR01 000395 
THYR01 000401 
THYR01 000488 
THYR01 000501 
THYR01 000558 
THYR01 000570 
THYR01 000605 
THYR01 000625 
THYR01 000637 
THYR01 000676 
THYR01 000684 
THYR01000712 
THYR01 000805 
THYR01000815 
THYR01 000855 
THYR01 000934 
THYR01 000988 
THYR01001033 



C-SKNMC1 000046 
C-SKNMC 1000050 
C-THYR01 000034. . 
C-THYR01 000070 
C-THYR01 000072 
C-THYR01 000092 
C-THYR01000121 
C-THYR01000124 
C-THYR01000197 
C-THYR01000199 
C-THYR01 000206 
C-THYR01 000242* 
C-THYR01 000253 
C-THYR01 000270 
C-THYR01 000288 
C-THYR01 000320 
C-THYR01 000358 
C-THYR01 000368 
C-THYR01 000381 
C-THYR01 000387 
C-THYR01 000394 
C-THYR01 000395 
C-THYR01 000401 
C-THYR01 000488 
C-THYR01 000501 
C-THYR01 000558 
C-THYR01 000570 
C-THYR01 000605 
C-THYR01 000625 
C-THYR01 000637 
C-THYR01 000676 
C-THYR01 000684 
C-THYRO1O00712 
C-THYR01 000805 
C-THYR01000815 
C-THYR01 000855 
C-THYRO 1000934 
C-THYR01 000988 
C-THYR01001033 



18207 


18208 


18209 




18210 

1 OZ 1 v 


1821 1 

I 1 1 


18212 

1 OZ. 1 c 


1821T 


18214 


18215 

1 OZ 1 o 


I oz to 


1821 7 
I OZ 1 / 


1 OZ 1 0 


1 821 Q 
I OZ I U 


I oZZU 


1 Q991 


lo/ZZ 


JoZZo 


I 8zz4 


18225 


1 822b 




4 flOOl 

18227 


-4 OOOO 

18228 


18229 


4 OAOA 


■4 0001 

18231 


1 OOOO 

18232 


18233 


18234 


18235 




1 8236 


18237 


4 MOO 

18238 


18239 


4 Ol J A 

18240 


18241 


4 OO A O 

18242 




4 OH A 1 

18243 


i OO A A 

18244 


18245 


18246 


■* OO J "? 

18247 


1 O O .4 o 

18248 


18249 


4 OOCA 

18250 


18251 


4 OOO 

18252 


4 oorn 

18253 




1 QOC A 

18254 


1 oocc 


I oZOO 


1 Q9R7 
1 OZO / 


I oZoo 




i ozoy 




I OZOU 




1 Q9/51 

loZol 


I oZOZ 


1 QOCO 

1 ozoo 




18264 




18265 




18266 


18267 


18268 


18269 


18270 


18271 


18272 


18273 



1093 



EP 1 074 617 A2 



THYR01001120 

THYR01001204 

THYROI001262 

THYR01 001271 

THYR01001287 

THYR01001313 

THYR01001347 

THYR01001363 

THYR01001374 

THYR01001403 

THYR01001405 

THYR01001406 

THYR01001426 

THYR01001458 

THYR01001480 

THYR01001487 

THYR01001584 

THYR01001661 

THYR01001746 

THYR01001772 

THYR01001854 

Y79AA1000013 

Y79AA1 000033 

Y79AA1 000231 

Y79AA1 000342 

Y79AA1 000349 

Y79AA1 000410 

Y79AA1 000539 

Y79AA1 000589 

Y79AA1 000802 

Y79AA1 000827 

Y79AA1 000966 

Y79AA1 000969 

Y79AA1 000985 

Y79AA1001061 

Y79AA1001068 

Y79AA1001216 

Y79AA1001299 

Y79AA1001511 



C-THYR01001120 

C-THYR01001204 

C-THYR01001262- 

C-THYR01001271 

C-THYR01001287 

C-THYR01001313 

C-THYR01001347 

C-THYR01001363 

C-THYR01001374 

C-THYR01001403 

C-THYR01001405 

C-THYR01 001406' 

C-THYR01001426 

C-THYR01001458 

C-THYR01001480 

C-THYR01001487 

C-THYR01001584 

C-THYR01001661 

C-THYR01001746 

C-THYR01001772 

C-THYR01001854 

C-Y79AA1000013 

C-Y79AA1 000033 

C-Y79AA1 000231 

C-Y79AA1 000342 

C-Y79AA1 000349 

C-Y79AA1 000410 

C-Y79AA1 000539 

C-Y79AA1 000589 

C-Y79AA1 000802 

C-Y79AA1 000827 

C-Y79AA1 000966 

C-Y79AA1 000969 

C-Y79AA1 000985 

C-Y79AA1001061 

C-Y79AA1001068 

C-Y79AA1001216 

C-Y79AA1001299 

C-Y79AA1001511 



18274 


18275 


18276 


1 0O"7"7 

lo2// 


-t QA1A 

18278 


io2/y 


18280 


18281 


18282 


18283 


18284 


4 oooc 

18285 


18286 


18287 


18288 




18289 


18290 


18291 


18292 


18293 


18294 


18295 


18296 


18297 




18298 


18299 


18300 


18301 


18302 




18303 


18304 


18305 


18306 


18307 




18308 




18309 




18310 


18311 


18312 


18313 


18314 


18315 


18316 


18317 


18318 


18319 


18320 




18321 


18322 


18323 


18324 


18325 


18326 


18327 


18328 


18329 


18330 


18331 




18332 


18333 


18334 




18335 


18336 


18337 


18338 


1S339 


18340 


18341 


18342 



1094 



EP 1 074 617 A2 



Y79AA1001594 
Y79AA1001692 
Y79AA1X>01866 
Y79AA1001874 
Y79AA1002139 
Y79AA1 002210 
Y79AA1 002211 
Y79AA1 002220 
Y79AA1 002234 
Y79AA1 002258 
Y79AA1 002361 
Y79AA1 002399 
Y79AA1002416 
Y79AA1 002431 
Y79AA1 002482 
Y79AA1 002487 
HEMBA1 000459 
HEMBA1 000505 
HEMBA1 002503 
HEMBA1 002508 
HEMBA1002513 
HEMBA1 003480 
HEtffiAl 003538 
HEMBA1 003645 
HEMBA1 003646 
HEMBA1 003667 
HEMBA1 003679 
HEMBA1 003827 
HEMBA1 003838 
HEMBA1 004055 
HEMBA1 004056 
HEMBA1 004086 
HEMBA1 004335 
HEMBA1 004353 
HEMBA1 004479 
HEMBA1 004499 
HEMBA1 004507 
HEMBA1 004638 
HEMBA1 004669 



C-Y79AA1001594 
C-Y79AA1001692 
C-Y79AA1001866-. 
C-Y79AA1001874 
C-Y79AA1002139 
C-Y79AA1002210 
C-Y79AA1 002211 
C-Y79AA1 002220 
C-Y79AA1 002234 
C-Y79AA1 002258 
C-Y79AA1 002361 
C-Y79AA1 002399* 
C-Y79AA1002416 
C-Y79AA1 002431 
C-Y79AA1 002482 
C-Y79AA1 002487 
C-HEMBA 1000459 
C-HEMBA1 000505 
C-HEMBA1 002503 
C-HEMBA1 002508 
C-HEMBA1002513 
C-HEMBA1 003480 
C-HEUffiAl 003538 
C-HEMBA1 003645 
C-HEMBA1 003646 
C-HEMBA1 003667 
C-HEMBA1 003679 
C-HEMBA1 003827 
C-HEMBA1 003838 
C-HEMBA1 004055 
C-HEMBA1 004056 
C-HEMBA1 004086 
C-HEM8A1 004335 
C-HEMBA1 004353 
C-HEMBA1 004479 
C-HEMBA1 004499 
C-HEMBA1 004507 
C-HEMBA1 004638 
C-HEMBA1 004669 



18343 


18344 


18345 


18346 


18347 


18348 


18349 


18350 


18351 


18352 


1 oooo 






18356 


1 ftOC7 
1 ooo / 




I oOOo 


1 a^o 


I oOOU 


1 OOO 1 


1 QOfiO 
I OOOZ 


! OOOO 




1 OOOO 


loooo 


1 ooo/ 


loooo 


1 O0£O 

i oooy 


183/0 


1 0071 

18371 


< 00*70 

18372 


183/3 


18374 




183/5 


1 one 
183/0 


18377 




18378 




1 8379 


i ooon 
loooU 


1 0001 
1838 1 


1 OOOO 

lo3oi 


18383 


18384 


18385 


1 oooc 

1 OOOO 


18387 


18388 


18389 




18390 


1 0001 
18391 




1 0.0G0 






looyo 


I ooyo 


1 ftOQ7 
I 009/ 




I ooyo 




1 QOOQ 

i ooyy 


1 Q.Af\C\ 
1 B4UU 


18401 




18402 


18403 


18404 


18405 


18406 


18407 


18408 


18409 


18410 


18411 



1095 



EP 1 074 617 A2 



HEMBA1 004709 C-HEMBA1 004709 

HEMBA1 004860 C-HEMBA1 004860 

HEMBA1-005206 C-HEMBA1 005206 . 

HEMBA1 005472 C-HEMBA1 005472 

HEMBA1005513 C-HEMBA1005513 

HEMBA1 005572 C-HEMBA1 005572 

HEMBA1 005780 C-HEMBA1 005780 

HEMBA1 005990 C-HEMBA1 005990 

HEMBA1 006038 C-HEMBA1 006038 

HEMBA1006124 C-HEMBA1006124 

HEMBA1 006461 C-HEMBA1 006461 

HEMBA1006521 C-HEMBA1 00652 1 ' 

HEMBA1006617 C-HEMBA1 00661 7 

HEMBA1 006779 C-HEMBA1 006779 

HEMBA1006812 C-HEMBA1006812 

HEMBA1006914 C-HEMBA1006914 

HEMBA1007174 C-HEMBA1007174 

HEMBB1 000240 C-HEMBB1 000240 

HEMBB1 000264 C-HEMBB1 000264 

HEMBB1 000335 C-HEMBB1 000335 

HEMBB1 000554 C-HEMBB 1 000554 

HEMBB1 000573 C-HEMBB1 000573 

HEMBB1 000749 C-HEMBB1 000749 

HEMBB1 000774 C-HEMBB1 000774 

HEMBB 1000835 C-HEMBB 1000835 

HEMBB1001197 C-HEMBB1001197 

HEMB81001315 C-HEMBB1001315 

HEMBB1001482 C-HEHBB1001482 

HEMB81001500 C-HEMBB1001500 

HEMBB1001562 C-HEMBB1001562 

HEMBB1001630 C-HEMBB1O01630 

HEMBB1001665 C-HEMBB1 001 665 

HEMBB1001684 C-HEMBB 100 1684 

HEMBB1001812 C-HEMBB1001812 

HEMBB1O01834 C-HEMBB1001834 
HEMBB1001869 C-HEMBB1 001 869 
HEMBB1001871 C-HEMBB1001871 

HEMB81001872 C-HEMBB1001872 
HEMBB1001905 C-HEMBB1001905 



18412 




18413 




18414 


18415 


18416 


18417 


18418 


18419 


18420 




18421 




18422 


18423 


18424 


18425 


18426 




18427 




18428 


18429 


18430 


18431 


18432 




18433 


18434 


18435 


18436 


18437 


18438 


18439 


18440 


18441 


18442 


18443 




18444 


18445 


18446 




18447 


18448 


18449 


18450 


18451 


18452 


18453 




18454 


18455 


18456 


18457 


18458 


18459 


18460 


18461 


18462 


18463 


18464 




18465 


18466 


18467 




18468 


18469 


18470 


18471 


18472 


18473 


18474 


18475 


18476 


18477 



1096 



EP 1 074 617 A2 



HEHBB1001908 

HEMBB1001915 

HEMBB 1001 925 

HEMBB1 002044 

HEMBB1002134 

HEMBB1002152 

HEMBB1 002300 

HEMBB1 002381 

HEMBB1 002383 

HEMBB1 002534 

MAMMA1000143 

MAMMA1000183 

MAMMA1 000227 

MAMMA1 000257 

MAMMA 1 000264 

MAMMA 1 000279 

MAMMA1 000372 

MAMMA1 000752 

MAMMA 1 000760 

MAMMA1 000778 

MAMMA 1 000855 

MAMMA 1 000859 

MAMMA 1 000897 

MAMMA1001073 

MAMMA1001080 

MAMMA1001198 

MAMMA1 001202 

MAMMA1001222 

MAMMA1001252 

MAMMA1001296 

MAMMA1001502 

MAMMA1001630 

MAMMA1001633 

MAMMA1001683 

MAMMA1001715 

MAMMA1001730 

MAMMA1001760 

MAMMA1001769 

MAMMA1001785 



C-HEMBB10019O8 

C-HEMBB1001915 

C-HEMBB1001925 

C-HEMBB1 002044 

C-HEMBB1002134 

C-HEMBB1002152 

C-HEMBB1 002300 

C-HEMBB1 002381 

C-HEMB81 002383 

C-HEMBB1 002534 

C-MAMMA1000143 

C-MAMJJA1000183' 

C-MAMMA1 000227 

C-MAMMA1 000257 

C-MAMMAI 000264 

C-MAMMA1 000279 

C-MAMMAI 000372 

C-MAMMA1 000752 

C-MAMMA1 000760 

C-MAMMA1 000778 

C-MAMMAI 000855 

C-MAMMA1 000859 

C-MAMMA1 000897 

C-MAMMA10O1073 

C-MAMMAI 001 080 

C-MAMMA1001198 

C-MAMMAI 001 202 

C-MAMMA1001222 

C-MAMMA1001252 

C-MAMMA1001296 

C-MAMMA1001502 

C-MAMMA1001630 

C-MAMMA1001633 

C-MAIWA1001683 

C-MAMMA1001715 

C-MAMMA1001730 

C-MAMMA1001760 

C-MAMMA1001769 

C-MAMMA1001785 



18478 


18479 


18480 


18481 


18482 


18483 


18484 


18485 


18486 


18487 


18488 




18489 


18490 


18491 


18492 


1 Aden 


1A4Q4 












i o*fyo 


1 ftAQQ 

i o**yy 




I OOw 




1 q c;ni 
I oou i 




1 flf>no 

I 30UZ 




1 ft^rt'} 

I qOUo 








1 OOUO 


1 OOUO 


1 ftC/\"T 
I OOU/ 


1 ft C AO 
1 OOUO 


i oouy 


1 ft£;i n 

1 oO 1 u 


I CO I 1 


1 OO 1 z 


1ftR1 1 
1 OO 1 o 


1 OKI 4. 
1 OO 1 I- 


I oO I O 


1 OO 1 0 


1ft*>17 


1 ari ft 

1 OO 1 o 


i oo i y 


1 A590 
I oozu 


I OOZ | 






1 fl*i9A 
1 OOZ** 


1 OOZO 


1 A59fi 


1 OOZ / 




1 ftR9ft 

1 OOZO 




1 ooou 




1 ft511 

1 OOO 1 


1 AR3? 


18533 




18534 




18535 


18536 


18537 


18538 


18539 




18540 


18541 



1097 



EP 1 074 617 A2 



MAMMA1001848 C-MAMMA1001848 

MAMMA1001874 C-MAMMA1001874 

MAMMA tOOl 956 C-MAMMA1001956- 

MAMMA1 002009 C-MAMMA1 002009 

MAMMA1 002033 C-MAMMA1 002033 

MAMMA1002155 C-MAMMA1002155 

MAMMA1 002498 C-MAMMA1 002498 

MAMMA1002571 C-MAMMA1 002571 

MAMMA 1 002573 C-MAMMA1 002573 

MAMMA1002590 C-MAMMA1 002590 

MAMMA1002617 C-MAMMA1002617 

MAMMA1002618 C-MAMMA1002618* 

MAMMA1 002636 C-MAMMA1 002636 

MAMMA1 002646 C-MAMMA1 002646 

MAMMA 1 002665 C-MAMMA1 002665 

MAMMA1 002708 C-MAMMA 1002708 

MAMMA1 002728 C-MAMMA 1002728 

MAMMA1 002744 C-MAMMA1 002744 

MAMMA 1 002764 C-MAMMA1 002764 

MAMMA1 002765 C-MAMMA 1002765 

MAMMA1 002830 C-MAMMA1 002830 

MAMMA1 002844 C-MAMMA1 002844 

MAMMA1 002858 C-MAMMA 1002858 

MAMMA1 002880 C-MAMMA1 002880 

MAMMA1 002892 C-MAMMA1 002892 

MAMMA1 002909 C-MAMMA1 002909 

MAMMA1 002941 C-MAMMA1 002941 

MAMMA1 002947 C-MAMMA1 002947 

MAMMA1 002973 C-MAMMA1 002973 

MAMMA1 002987 C-MAMMA1 002987 

MAMMA1003003 C-MAMMA1 003003 

MAMMA1 003026 C-MAMMA1 003026 

MAMMA1003031 C-MAMMA 1003031 

MAMMA1 003089 C-MAMMA1 003089 

NT2RM1 000092 C-MT2RM1 000092 

NT2RM1 000272 C-MT2RM1 000272 

NT2RM1 000341 C-NT2RM1 000341 

NT2RM1 000539 C-NT2RM1 000539 

MT2RM1 000553 C-NT2RM1 000553 







1 0040 




1 OOH*f 




I 0040 


1 00*tO 


I 00*W 




1 Q^Aft 
I oD4o 




1 Q£/fO 
I O04» 


1 Q^^n 


1 QCCI 

loool 


1 000/ 


1 occo 
I bob J 


lo004 


1 orcc 

18555 


18556 


18557 


18558 


18559 




18560 




18561 


18562 


18563 




18564 




18565 




18566 




18567 


18568 


18569 




18570 




18571 


18572 


18573 


18574 


18575 


18576 


18577 




18578 




18579 


18580 


18581 


18582 


18583 




18584 




18585 




I GOOD 


1 000/ 


18588 




18589 


18590 


18591 


18592 


18593 


18594 


18595 


18596 


18597 


18598 


18599 


18600 



1098 



EP1 074 617 A2 



NT2RM1 000623 


C-NT2RM1 000623 


18601 


18602 


NT2RM1 000702 


C-NT2RM1 000702 


18603 


18604 


NT2RM1 A 00833 


C-NT2RM1 00083a - 


. 1 8605 


18606 


WT9RM1 000883 


C-NT2RM1 000883 

\J 111 £.IUfl I vwwWWW 


18607 


18608 


NT9RM1001082 


C-NT2RM1001082 


18609 




NT9RM1001 112 


C-NT2RM1001112 


18610 


18611 


WT9PM9AA1 1 AR 


C-NT2RM2001105 




18613 


wt9ru9aai ifin 

N I ZKMZUU 1 00U 


P-MT9RM2001 ^60 
v/ PJ I iniiltuu I oov 


18614 


18615 


MT0DII9AA1 707 


A-MT9RM9001 7Q7 
O PI 1 iiMfliUU I lv I 


18616 


18617 


WT9RU9AA1 ftA*3 
N I ZKMZUU I QUO 


A-MT9RM9001 80? 


18618 

1 OU 1 o 


18619 


MT0DUAAA9RAA 
N I ZKM4UUZ0U4 


A-MT9RUAAA95AA 


18690 




iiTODDi aaa>i AG 
N12RPlUUu4Uy 


i 

A— MT9PP1 AAAAAQ ' 
U N I ZKr I UUU4Uy 


1 &A91 
1 OOZ 1 




NT2RPlQ0U4oU 


A— MT9RP1 AAAAfiA 
ON I ZKr 1 UUU40U 


1 flP99 
I oOZZ 


I OOZO 


MTOOD1 AAA7AC 

N I ZKr I UUU /40 


A— KIT 9 DP 1 AAA7AA 
ON 1 ZKr 1 UUU / 40 


1 QA9A 
1 D0Z4 


1 OOZQ 


NT2RPiuUU/yo 


A— MT9RP1 AAA70P 

o~N i ZKr i uuu /yo 


1 oOZO 


1 OOZ/ 


iiroon-i aai mo 

NT2RPl00lUio 


A—UTODP1 AA1 A1 9 

ON I ZKr I UU \ U l o 


1 QA9Q 
loOZo . 


- 1 QCOQ 
1 ODZ9 


UTODDOAA1 01 A 

N I ZKr ZUU 1 Z 1 4 


A— MT9RP9AA1 91 A 
O N I ZiirtAA) 1 Z 1 4 


1 Afiin 
1 OOOU 


1 ftfill 
1 OOO 1 


WTODDOAA1 OO** 

N l ZKPZUU1 Zoo 


A— MT9PP9AA1 9^ 
O N I ZKrZUU 1 ZOO 


IQfilO 
1 OQOZ 


1 OOOO 


NT2KPZUUZUOO 


A— MT9RP9AA9AC.fi 
ON 1 ZKrZUUZUDO 


lOOO'f 


1 OOOU 


NT2RPzuuzlUt> 


A— MT9PP9AA91 AR 
O N I ZKrZUUZ I UO 


1 oOOO 


1 OOO / 


NT2RP2UQ2ooo 


A— MT9PP9AA9991 
O N I £t\r£\J\J£.ooo 


1 oOOo 


1 ftfi^Q 

1 OOOif 


NT2RP2002o77 


A—MTODOOAA9C77 
ON 1 ZKrZUUZO / / 


1 004U 




NIzKP2uuZ/o5> 


A— MT 9PP9 A A9 7 


1 RRA1 




NT2RP2002843 


A—UTODDOAAOQAQ 

0~N 1 ZKrZUUZo4o 


1 QAA9 
1 004Z 




MTOODOAA01 A1 

NTzRPZOOolOi 


A— MT9DD9HA91 A1 
ON 1 ZKrZUUO 1 U 1 


I 0040 


IOC A A 
I 0044 


NT2RP2003oo8 


A—UTODPOAAIftfift 

ON 1 ZKrZUUoOOo 


\ OO40 


I 0040 


kITO DDO A AO *7 A A 

ni 2RP200O /yy 


A— MT9PD9AA970Q 

on i £t\r£\j\)o / yy 






N 1 ZKPZUU4Uyo 


A— MT9PP9AAAAQR 
ON 1 ZKr ZUU4Uyo 


1 ft AAA 


IftfiAQ 

1 OOH5I 


MTODDO AAA 1 AA 

N 1 ZKrZUU4oUU 


A— MT9RP9AAA^AA 
ON 1 ZKTZUU40UU 


1 OOwU 


186m 

1 OOO 1 


MTODDO AA Aft 7*1 
NI ZKrZUU40/0 


A— WT9RP9AAAfi7 c 


18652 


18653 


MT9PP9AAAG9A 
N 1 ZKrZUU**yZU 


A-MT9RP9A0AQ9O 


186S4 


18655 


MT9PP90n*\1 AA 
N I ZKrZUUO I *Ht 


A~MT9RP9AAR1 AA 


18656 


18657 


MT9RP9AAC710 
fi 1 ZKrZUUO / 1 y 


A-WT9RP9AA**71 Q 


18658 




NT2RP2005726 


C-NT2RP2005726 




1 occn 

lOOOU 


NT2RP2005776 


C-NT2RP2005776 


18661 


18662 


NT2RP2005980 


C-NT2RP2005980 


18663 




NT2RP2006184 


C-NT2RP2006184 


18664 


18665 


NT2RP2006534 


C-NT2RP2006534 


18666 




MT2RP2006554 


C-NT2RP2006554 


18667 


18668 



1099 



NT2RP3000584 
NT2RP3001 1 1 5 
NT2RP3001723 
NT2RP3001938 
NT2RP3002330 
NT2RP3002402 
NT2RP3002484 
NT2RP3002512 
NT2RP3002713 
NT2RP3002799 
NT2RP3002810 
MT2RP3002818 
NT2RP3002955 
NT2RP3002985 
NT2RP3003059 
NT2RP3003121 
NT2RP3003133 
NT2RP3003155 
NT2RP3003157 
NT2RP3003185 
NT2RP3003264 
NT2RP3003346 
NT2RP3003403 
NT2RP3003411 
NT2RP3003500 
NT2RP3003572 
NT2RP3003576 
NT2RP3O03665 
NT2RP3003672 
NT2RP3003680 
NT2RP3003799 
NT2RP3003800 
NT2RP3003828 
NT2RP3003932 
NT2RP3003992 
NT2RP3004013 
NT2RP3004028 
NT2RP3004041 
NT2RP3004051 



EP 1 074 617 A2 

C-NT2RP3000584 
C-NT2RP3001115 

C-NT2RP3001723 

C-NT2RP3001938 
C-NT2RP3002330 
C-NT2RP3002402 
C-NT2RP3002484 
C-NT2RP3002512 
C-NT2RP3002713 
C-NT2RP3002799 
C-NT2RP3002810 
C-NT2RP3002818' 
C-NT2RP3002955 
C-NT2RP3002985 
C-NT2RP3003059 
C-NT2RP3003121 
C-NT2RP3003133 
C-NT2RP3003155 
C-NT2RP3003157 
C-NT2RP3003185 
C-NT2RP3003264 
C-NT2RP3003346 
C-NT2RP3003403 
C-NT2RP3003411 
G-NT2RP3003500 
C-NT2RP3003572 
C-NT2RP30O3576 
C-NT2RP3003665 
C-NT2RP3003672 
C-NT2RP30O368O 
C-NT2RP3003799 
C-NT2RP3003800 
C-NT2RP3003828 
C-NT2RP3003932 
C-NT2RP3003992 
C-NT2RP3O04013 
C-NT2RP3004028 
C-NT2RP3004041 
C-NT2RP3004051 



18669 




18670 




18671 


18672 


18673 


18674 


18675 


18676 


18677 


18678 


18679 


18680 


18681 


18682 


18683 




1 ouot 




1 OUOJ 


18686 


1fifift7 

1 QUO/ 


18688 

1 ouoo 


1 OUOj 






1 fifiQI 
1 Ov«f 1 




IftfiQ^ 


1 A6QA 


i ooyo 


1 OD3D 


1 A6Q7 

I 005J / 


1 0030 


1 ftfiQQ 


1ft7flfl 
1 o/uu 


ift7m 


1ft7fi9 


l o /uo 


1ft7flA 

1 O /Ui 


i A705 

1 O / \JO 


1 O /vD 




1ft7fl7 




18708 
1 o /uo 




ift7m 

I o / I u 


1871 1 




1R711 


18714 




18716 


18717 
t o / I # 


1ft718 




1871Q 


18720 


18721 


18722 


18723 


18724 


1ft725 


18726 


10/2/ 




18728 


18729 


18730 


18731 


18732 


18733 


18734 


18735 


18736 


18737 



1100 



EP 1 074 617 A2 



NT2RP3004078 

NT2RP3004093 

NT2RP3004095 

NT2RP3004125 

NT2RP3004148 

NT2RP3004155 

NT2RP3004189 

NT2RP3004332 

NT2RP3004349 

NT2RP4000035 

MT2RP4000049 

NT2RP4000102 

NT2RP4000167 

NT2RP4000515 

NT2RP4000517 

NT2RP4000519 

NT2RP500351 2 

0VARC1 000092 

0VARC1 000533 

0VARC1 000678 

0VARC1 000689 

0VARC1 000802 

0VARC1 000890 

0VARC1 000945 

0VARC1001072 

0VARC1001117 

0VARC1001200 

0VARC1001244 

0VARC1001329 

0VARC1001341 

0VARC1001376 

0VARC1001496 

0VARC1001873 

PLACE1 000007 

PLACE1 000547 

PLACE1001036 

PLACE1001076 

PLACE1001118 

PLACET 001 366 



C-MT2RP3004078 

C-NT2RP3004093 

C-NT2RP3004095. 

C-NT2RP3004125 

C-NT2RP3004148 

C-NT2RP3004155 

C-NT2RP3004189 

C-NT2RP3004332 

C-NT2RP3004349 

C-NT2RP4000035 

C-NT2RP4000049 

C-NT2RP4000102' 

C-NT2RP4000167 

C-NT2RP4000515 

C-NT2RP4OO0517 

C-NT2RP4000519 

C-NT2RP5003512 

C-OVARC1 000092 

C-0VARC1 000533 

C-0VARC1 000678 

C-0VARC1 000689 

C-0VARC1 000802 

C-OVARC1 000890 

C-0VARC1 000945 

C-0VARC1001072 

C-OVARC1001117 

C-OVARC1001200 

C-0VARC1001244 

C-OVARC1001329 

C-OVARC1001341 

C-OVARC1001376 

C-OVARC1001496 

C-OVARC1001873 

C-PLACE 1000007 

C-PLACE1 000547 

C-PLACE1001036 

C-PLACE1001076 

C-PLACE1001118 

C-PLACE1001366 



18738 


18739 


18740 


18741 


18742 


18743 


18744 


18745 


18746 


18747 


18748 


18749 


18750 


18751 


18752 


18753 


18754 




18755 




18756 




18757 




18758 


18759 


18760 




18761 




18762 


18763 


18764 


18765 


18766 




18767 




18768 




18769 


18770 


18771 




18772 


18773 


18774 


18775 


18776 


18777 


18778 


18779 


18780 


18781 


18782 


18783 


18784 


18785 


18786 


18787 


18788 




18789 


18790 


18791 






1 0/.90 


18794 


18795 


18796 


18797 


18798 




18799 


18800 


18801 


18802 



1101 



EP 1 074 617 A2 



PLACE1001608 C-PLACE1001608 

PLACE1002004 C-PUCE1002004 

PLACE1002256 C-PLACE1 002256- - 

PLACE1 002437 C-PUCE1 002437 

PLACE1 002591 C-PLACE1 002591 

PLACE1002665 C-PLACE1 002665 

PLACE1003864 C-PLACE1 003864 

PLACE1 004793 C-PUCE1 004793 

PLACE1004913 C-PLACE 100491 3 

PLACE 1004979 C-PUCE1004979 

PLACE1 005052 C-PLACE1 005052 

PLACE1 005055 C-PLACE1 005055 1 

PLACE1005128 C-PLACE1005128 

PLACE1005162 C-PLACE1005162 

PLACE1005176 C-PLACE1005176 

PLACE1 005467 C-PUCE1 005467 

PLACE1 005584 C-PLACE1 005584 

PLACE1005611 C-PUCE1005611 

PUCE1005802 C-PLACE1005802 

PLACE1 005850 C-PLACE1 005850 

PLACE1005898 C-PLACE1 005898 

PLACE1 005932 C-PLACE1 005932 

PLACE1006129 C-PLACE1006129 

PLACE1 006360 C-PLACE1 006360 

PLACE1 006795 C-PLACE1 006795 

PLACE1006878 C-PLACE1 006878 

PLACE1 007557 C-PLACE1 007557 

PLACE1 007807 C-PLACE1 007807 

PLACE1008181 C-PLACE1008181 

PLACE1 008426 C-PLACE1 008426 

PLACE1 008941 C-PLACE1 008941 

PLACE1 009935 C-PLACE1 009935 

PLACE1010310 C-PLACE1010310 

PLACE1011891 C-PLACE1011891 

PLACE101 1 896 C-PLACE1 01 1 896 

PLACE2000003 C-PLACE2000003 

PLACE2000132 C-PLACE2000132 

PLACE2000170 C-PLACE20001 70 

PLACE2000335 C-PUCE2000335 



18803 


18804 


18805 


18806 


18807 




18808 


18809 


18810 


18811 


18812 


18813 


18814 


18815 


1ftft1fi 

1 OO 1 u 




18818 

1 OO 1 o 


1 OO 1 v7 


I OOZU 




1 AA91 
1 OOZ 1 


1 8899 

I oozz 


lOOOO 
1 OOZo 


I OOZ4 


1 ftft9^ 
I oozo 


1 oozo 


I ooz/ 


1 8898 

I OOZO 


1 ftft9G 

I oozy 


I OOOU 


1 ftQ11 
I OOO I 


' lAft^9 
I oooz 


1 OOOO 


1 ftft^A 
1 ooo*f 


loooo 


1 ftft^fi 
1 oooo 


I OOO/ 




1 ftft^ft 

loooo 




1 Q09Q 

I oooy 


1 ft ft/in 
I oo4U 


1 QQA1 
1 004 1 




I oo4z 


1 fiftAQ 


1 ft ft Ail 
I Oo44 




1 ftft4£ 




1 ftft4£ 


1 ft ft A 7 


1 ftftAft 






1 OOOU 


1 ftftm 

1 GOO 1 




1 ftft**9 
1 oooz 


1885^ 
1 oooo 


1 OOO't 


1 oooo 


18856 

1 oooo 


18857 


1QOCQ 

1 oooo 




18860 




18861 


18862 


18863 




18864 


18865 


18866 




18867 


18868 



1102 



EP 1 074 617 A2 



PLACE3000124 

PLACE3000158 

PLACE30002Q7 

PLACE3000221 

PLACE3000271 

PLACE3000304 

PLACE3000322 

PLACE3000341 

PLACE3000373 

PUCE3000399 

PLACE3000401 

PLACE3000402 

PLACE3000406 

PLACE3000475 

PLACE4000063 

PLACE4000093 

PLACE4000100 

PLACE40O0247 

PLACE400025O 

PLACE4000252 

PLACE4000259 

PLACE4000320 

PLACE4000344 

PLACE4000367 

PUCE4000401 

PLACE4000411 

PLACE4000487 

PLACE4000494 

PLACE4000521 

PLACE4000548 

SKNMC1000013 

SKNMC1 000091 

THYR01 000343 

THYR01 000569 

THYR01001142 

THYR01001189 

THYR01001320 

THYR01001537 

THYR01001721 



C-PUCE3000124 

C-PLACE3000158 

C-PLACE3000207 .. 

C-PLACE3000221 

C-PLACE3000271 

C-PLACE3000304 

C-PLACE3000322 

C-PLACE3000341 

C-PLACE3000373 

C-PLACE3000399 

C-PLACE3000401 

C-PLACE3000402* 

C-PLACE3000406 

C-PLACE3000475 

C-PLACE4000063 

C-PLACE4000093 

C-PUCE4000100 

C-PLACE4000247 

C-PLACE4000250 

C-PUCE4000252 

C-PLACE4000259 

C-PLACE4000320 

C-PLAGE4000344 

C-PLACE4000367 

C-PUCE4000401 

C-PLACE4000411 

C-PLACE4000487 

C-PLACE4000494 

C-PUCE4000521 

C-PLACE4000548 

C-SKNMC1000013 

C-SKNHC1 000091 

C-THYR01 000343 

C-THYR01 000569 

C-THYR01001142 

C-THYR01001189 

C-THYR01001320 

C-THYR01001537 

C-THYR01001721 



18869 


18870 


18871 




18872 




18873 


18874 


18875 


18876 


18877 




18878 


18879 


1 8880 




18881 

1 UUU I 


18882 


1888^ 

1 oooo 


18884 

1 ooot 


1 OOOO 




1 A8Afi 
1 oooo 




1 ooo / 


I OOOO 


1QQQQ 




i ooyu 




1 OOQO 

i ooyz 




1 OOQO 
1 O09O 




i ooyo 


i ooyo 


1AA07 
1 OOvf / 


I 0090 




i oyuu 


i oyu i 


1 aono 
i oyuz 


1 AQiY* 

i oyuo 




1P.QH4 




1 oyua 


i oy uo 


1ftQf)7 
1 OjU / 


i oyuo 




1 AQIfl 
i oy i v 


18Q11 


18912 

1 OiJ 1 


1 AQ11 


1 09 1 *t 


18Q15 


18916 


18Q17 


18918 


18Q1Q 


18920 


18921 


18922 


ISO?** 


18924 


18925 


18926 


18927 




18928 


18929 


18930 


18931 


18932 


18933 


18934 


18935 



1103 



EP1 074 617 A2 



THYR01001828 
Y79AA1 000346 
Y79AA1-001167 
Y79AA1001384 
Y79AA1001875 
Y79AA1002103 
HEMBA 1000290 
HEMBA1001196 
HEMBA 1006650 
HEMBA 1006796 
HEMBB1 000337 
HEMBB1001619 
MAMMA1 000270 
MAMMA1 000559 
MAMMA1 000940 
MAMMA1 002545 
MAMMA1 002972 
NT2RP2001440 
MT2RP3002770 
NT2RP3003138 
NT2RP3004470 
0VARC1 000891 
PLACE1001545 
PLACE 1003383 
PLACE 1 005549 
PLACE1 008455 
PUCE400O131 
PLACE4000261 
THYR01001602 
HEMBA1 006092 
HEMBA1 006406 
HEMBB1 000790 
HEMBB1000917 
HEMBB1 002280 
MAMMA 1000802 
MAMMA1001322 
MAMMA1 002597 
MAMMA1 002868 
NT2RP2003161 



C-THYR01001828 
C-Y79AA1 000346 
C-Y79AA1001167-. 
C-Y79AA1001384 
C-Y79AA1001875 
C-Y79AA1002103 
C-HEMBA1 000290 
C-HEMBA1001196 
C-HEMBA1 006650 
C-HEMBA1 006796 
C-HEMBB1 000337 
C-HEMBB1001619' 
C-MAMMA1 000270 
C-MAMMA1 000559 
C-MAMMA1 000940 
C-MAMMA1 002545 
C-MAMMA1 002972 
C-NT2RP200144O 
C-NT2RP300277O 
C-NT2RP3003138 
C-NT2RP3004470 
C-0VARC1 000891 
C-PLACE1001545 
C-PLACE1 003383 
C-PLACE1 005549 
C-PUCE1 008455 
C-PUCE4000131 
C-PLACE4000261 
C-THYR01001602 
C-HEMBA1 006092 
C-HEMBA1 006406 
C-HEMBB1 000790 
C-HEMBB1000917 
C-HEMBB1 002280 
C-MAMMA1 000802 
C-MAMMA1001322 
C-MAIMAI 002597 
C-MAWA1 002868 
C-NT2RP2003161 



18936 


18937 


18938 


18939 


18940 




18941 


18942 


18943 




18944 


18945 


18946 




18947 


18948 


18949 


18950 


18951 


18952 


18953 


18954 


18955 




18956 




18957 




18958 




18959 




18960 


18961 


18962 


18963 


18964 


18965 


18966 


18967 


18968 




18969 




18970 


18971 


18972 




18973 


18974 


18975 




18976 


18977 


18978 


18979 


18980 




18981 




18982 




18983 




18984 




1o9ot> 




18986 




18987 




18988 




18989 




18990 


18991 



1104 



EP 1 074 617 A2 



NT2RP2003339 
NT2RP3001282 
PLACE100176-1 
PLACE 1004491 
PLACE 1004686 
PLACE1 005574 
PLACE1 006382 
PLACE1 006792 
PLACE3000455 
PLACE4000230 
THYR01000916 
HEMBA1 000327 
HEMBB1 000637 
HEMBB1001967 
MAMMA 1000266 
NT2RP2002979 
PLACE1 007866 
PLACE3OO0350 
PLACE4000156 
THYR01001637 
MAMMA1002215 
MAMMA1 002721 
NT2RP2002070 



C-NT2RP2003339 

C-NT2RP3001282 

C-PLACE1001761- 

C-PLACE1 004491 

C-PLACE1 004686 

C-PLACE1 005574 

C-PLACE1 006382 

C-PLACE1 006792 

C-PLACE3000455 

C-PLACE4000230 

C-THYR01000916 

C-HEMBA1 000327 s 

C-HEMBB1 000637 

C-HEMBB1001967 

C-MAMMA1 000266 

C-NT2RP2002979 

C-PLACE1007866 

C-PLACE3000350 

0-PLACE4000156 

C-THYR01001637 

C-MAMMA1002215 

C-MAMMA1 002721 

C-NT2RP2002070 



18992 




18993 


18994 


18995 


18996 


18997 




18998 




18999 




19000 




19001 




19002 


19003 


19004 


19005 


19006 




19007 


19008 


19009 


19010 


19011 




19012 




19013 




19014 


19015 


19016 


19017 


19018 


19019 


19020 


19021 


19022 


19023 


19024 




19025 





1105 



EP 1 074 617 A2 



Table 352 

Expression of each cDNA in synovial cells or in the synovial cells in the presence of TNF 
(This table also contains clones without description in Examples) 

In the table, Synoviocyte and Synoviocyte_TNF represent synovial cells and TNF-treated 
synovial cells, respectively. The assay was performed in triplicate (n=3), and each result is 
shown in the column of exp.l, exp.2 t or exp.3. In addition, "t-test vs TNF" represents a result of 
test for significance of difference between the untreated synovial cells and the TNF-treated 
synovial cells. The increase and decrease in the expression level of a particular gene in response 
to TNF are represented by + and -, respectively. The results of test for significance of difference 
are shown in the columns of *:p<0.05 and **:p<0.01. 



Clone Synoviocyte Synoviocute_TNF t test INC. 

vs and 

exp. 1 exp. 2 exp. 3 exp. 1 exp. 2 exp. 3 TMF DEC, 
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HEMBA1 006666 1.83 1.25 3.23 3.24 4.14 2.45 

HEMBA1006671 8.69 6.74 11.66 17.25 16.13 15.21 ** 

5 HEMBA1006674 1.64 1.99 -7.42 6.71 9.73 7.34 

HEMBA1006676 1.46 2.36 5.19 4.28 6.75 3.19 

HEMBA1 006682 2.17 1.64 3.43 2.2 4.98 1.88 

HEMBA1 006688 1.48 2.46 4.74 3.31 4.38 3.54 

10 HEMBA1 006695 1.58 2.41 4.85 3.54 5.79 2.46 

HEMBA1 006696 2.84 3.93 6.29 5.95 6.74 5.82 

HEMBA1 006702 3.31 1.83 13.28 4.13 5.58 4.87 

HEMBA1 006707 2.89 2.62 5.9 5.04 7.54 5.5 

HEMBA1 006708 2.21 1.52 5.71 4.42 4.57 2.63 

HEMBA1 006709 1.64 1.97 ' 4.6 4.29 5 4.74 

HEMBA1006717 1.58 2.28 3.58 2.5 4.93 2.28 

20 HEMBA1 006724 2.68 3.42 4.55 4.45 4.5 5.47 

HEMBA1006731 1.83 2.95 3.95 4.12 5.51 3.1 

HEMBA1006737 1.82 3.5 6.59 3.89 5.09 4.45 

HEMBA1 006742 1.78 2.44 4.16 3.32 4.14 3.61 

25 HEMBA1 006743 4 4.02 11.48 14.16 17.25 11.88 

HEMBA1006744 1.84 1.79 7.74 6.6 8.29 5.72 

HEMBA1 006749 1.14 1.27 3.72 1.88 3.8 1.71 

30 HEMBA1 006752 16.53 16.28 26.81 35.31 18.85 33.99 

HEMBA 1006754 1.44 2.6 3.63 5.55 4.33 2.49 

HEMBA1 006758 1.38 2.83 4.25 6.89 4.68 4.02 

HEMBA1006767 3 4.14 7.88 6.81 7.89 5.51 

35 HEMBA1 006770 5.05 2.61 7.12 7.89 8.1 5.05 

HEMBA1006779 4.44 4.1 10.99 9.57 10.28 8.42 

HEMBA1 006780 3.28 3.19 10.27 7.6 8.33 8.38 

HEMBA1 006789 2.83 1.87 11.34 4.55 5.42 5.51 

HEMBA1 006795 2.13 2.45 7.58 4.56 7.87 3.29 

HEMBA1 006796 4.31 3.15 5.37 5.85 7.06 4.72 

HEMBA1 006805 2.72 2.73 5.9 12.77 17.38 12.96 ** 

45 HEMBA1 006807 30.32 28.07 75.38 54.22 54.72 67.82 

HEMBA1006813 0.93 1.73 2.81 1.93 4.17 0.97 

HEMBA1006819 3.73 4.53 8.5 7.02 8.09 5.29 

HEMBA1 006821 1.56 2.37 6.09 5.05 4.24 4.36 
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HEMBA1006824 2.13 3.13 7.39 5.69 6.04 5.75 

HEMBA1 006832 19.84 18.63 56.97 59.26 61.56 53.28 

HEMBA1 006834 13.23 12.47 20.38 29.88 28.37 21.62 * + 

HEMBA1006835 1.11 1.49 3.88 5.08 7.25 4.6 * + 
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8.12 






MAMMA1 000444 


2. 53 


4.15 


8. 55 


7. 55 


10.17 


10.13 






MAMMA 1 000446 


1.19 


2. 07 


3. 87 


2. 03 


3. 63 


2.49 






MAMMA 1 000449 


1.77 


1.59 


3. 54 


3. 37 


4. 31 


3. 22 






MAMMA 1000457 


4.44 


4.82 


7.12 


7.2 


6. 88 


6. 22 






MAMMA 1000458 


1.27 


2.22 


4.83 


2. 52 


4.03 


1.94 






MAMMA 1 000468 


0. 55 


1.12 


2.2 


0.51 


2. 25 


1.16 






MAMMA1 000472 


1.15 


2.3 


4.42 


4. 77 


6. 36 


5. 79 


* 


+ 


MAMMA 1 000473 


1.95 


1.72 


3. 59 


3.45 


5.46 


3.17 






MAMMA! 000477 


3. 86 


3. 29 


5.67 


8. 71 


9. 92 


7.97 


** 


+ 
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MAMMA1 000478 


2.85 


3. 26 


7.41 


5. 76 


9.1 


7. 57 


MAMMA1 000483 


4.16 


3.16 


8.3 


8. 09 


6.5 


8. 63 


MAMMAI00049O 


1.65 


2. 61- 


-3.68 


2. 66 


4. 96 


2.14 


MAMMA1 000496 


1.18 


1.7 


3.44 


1.3 


3. 79 


2. 01 


MAMMA1 000500 


0.68 


1.79 


3. 22 


1.41 


3.2 


2.86 


MAMMA1 000501 


3.04 


3.89 


7. 86 


13. 71 


15. 02 


12.51 


MAMMA1 000503 


0. 84 


2.08 


2.21 


3.52 


3. 52 


2. 27 


MAMMA1 000506 


10.14 


8.79 


32. 66 


34. 77 


26.7 


18. 31 


MAMMA 1000510 


3.24 


3.5 


4. 59 


10. 97 


10. 76 


13. 61 


MAMMA1000515 


2.12 


1.54 


4. 56 


5. 97 


7. 55 


6.2 


MAMMA1000516 


2. 18 


2.4 


6. 29 


3. 89 


3. 85 


5. 07 


MAMMA1 000522 


1.04 


1.47 


*4. 39 


2.4 


3. 68 


1.85 


MAMMA1 000524 


2. 04 


2.09 


3.53 


3.82 


6.18 


3.96 


MAAMA1 000528 


3. 74 


2. 72 


2. 05 


2.7 


4. 09 


2.88 


MAMMA 1 000534 

|ll#MiltlW«l WWWWW W 


0.91 


2. 35 


2. 11 


1.86 


2. 91 


2.04 


MAMMA1 000541 


2. 85 


3.16 


11.29 


11.22 


8. 81 


12.04 


MAMMA 1 000550 

iiirufuiin » wwwwwv 


1.21 


2. 73 


1.86 


2.46 


6. 65 


4. 64 


MMMA1 000556 

If IT 1*1 Of U % ■ w w w w w w 


1.78 


1.32 


4. 25 


2. 66 


3. 37 


1.4 


MAMMA1 000559 

iiiruiiiiifi ■ w www 


1.32 


1.49 


5. 56 


2. 92 


4.2 


3.46 


MAMMA1 000565 

IIIfvlTUflv* I ww WW ww 


1. 82 


2. 74 


3. 93 


2. 13 


4. 18 


4. 22 


MAMMA1 000567 


0. 99 


2. 16 


3. 77 


2.3 


4. 07 


3.64 


MAMMA1 000576 

nirwiiiiiffi i wwww # w 


3. 72 


3. 12 


13. 12 


10.45 


9. 76 


10.02 


MAMMA1 000582 

•VlflMllfV* ■ WWWWW^ 


2. 07 


2.7 


5.64 


4. 13 


4. 81 


6.31 


MAMMA 1 000583 


1. 16 


2. 33 


2.45 


2. 19 


4. 47 


2. 93 


MAMMA1 000585 


1.66 


2.04 


4. 19 


3.82 


5. 38 


3. 23 


MAMMA 1 000587 


1.64 


1.51 


3. 73 


3. 12 


5.07 


3.49 


MAMMA1 000591 


0. 96 


1.34 


3.11 


1.45 


3. 74 


1.72 


MAMMA1 000594 


2.3 


1.76 


4. 92 


3. 55 


7.68 


5.16 


MAHMA1 000597 


4. 42 


3.09 


9.64 


9.46 


9. 63 


10. 35 


MAIMA1 000605 


2. 84 


3. 94 


11.44 


18.34 


15.85 


17. 89 


MAMMA1000612 


1.91 


2.15 


5. 22 


3.85 


4. 33 


4. 95 


MAAHA1000614 


3.11 


2.71 


9.4 


7.48 


6. 07 


6. 34 


MAMVIA1000616 


1.66 


1.79 


2.44 


2.1 


5. 09 


3. 45 


mamma innr>fi9i 


1 

1 • u9 


1 67 




3. 15 


6. 31 


7. 02 


MAMMA1 000623 


1.08 


1.04 


3. 83 


0.92 


2. 66 


2.3 


MAMMA 1 000625 


7. 39 


6.32 


23.76 


19.68 


25. 39 


29.8 


MAMMA 1 000635 


0. 89 


0.68 


1.61 


0.76 


1.75 


0.64 


MAMMA 1 000643 


1.47 


1.11 


1.94 


4. 21 


3. 77 


6.82 


MAMMA1 000646 


4. 68 


3. 61 


9.55 


17. 22 


16.4 


16.44 



** + 

* + 



* + 
** + 
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MAMMA1 000652 


1.98 


1.61 


3. 56 


4. 21 


5. 34 


5. 24 


* 


+ 


MAMMA1 000657 


2. 28 


1.78 


4. 51 


2.18 


4. 48 


3.26 






MAMMA1O00664 


1.78 


1.49- 


-5.35 


2.9 


6.43 


6. 85 






MAMMA1 000667 


1.24 


1.68 


2. 17 


1.96 


5. 64 


2. 41 






MAMMA1 000668 


0.71 


1.11 


3. 23 


2.44 


3. 76 


1.74 






MAMMA1 000669 


0. 76 


0. 97 


2. 01 


0.9 


3. 94 


2. 06 






MAMMA 1 000670 


3.27 


2. 78 


4. 47 


10.4 


6. 73 


9. 28 


* 


+ 


MAMMA1 000672 


1.71 


3. 23 


6. 88 


5. 43 


5. 63 


6.03 






MAMMA 1000681 


0. 98 


1.19 


2. 53 


1.98 


3. 73 


2. 45 






MAMMA1 000684 


6. 87 


11.61 


18. 54 


30. 76 


32.53 


30. 62 


** 


+ 


MAMMA 1000696 


1.64 


3. 39 


4. 99 


7. 89 


14. 39 


8. 69 


* 


+ 


MAMMA1 000702 


3.12 


3. 07 


5.9 


7. 47 


10. 05 


7. 55 


* 


+ 


MAMMA1 000706 


0. 63 


1.07 


1.79 


1.08 


1.52 


0. 66 






MAMMA1 000707 


0. 74 


1.26 


1.76 


0.83 


1.87 


0. 63 






MAMMA1000713 


1.53 


2.14 


5. 33 


5.43 


5.8 


6. 96 






MAMMA1000714 


1.19 


1.84 


4.31 


2. 64 


4.96 


4. 94 






MAMMA1000718 


1.32 


2. 79 


4.84 


5. 53 


7. 12 


4.37 






MAMMA 1 000720 


1.33 


2. 19 


5.14 


4. 95 


8. 51 


5.44 






MAMMA1 000723 


1.22 


1.65 


4.17 


3.26 


4. 81 


3. 68 






MAMMA1 000731 


1.24 


1.17 


3.11 


3.04 


4. 99 


3. 26 






MAMMA1 000732 


1.37 


1.59 


3. 02 


4.86 


6.5 


6. 05 


** 


+ 


MAMMA1 000733 


0.58 


0.82 


1.54 


2. 31 


2. 41 


1.22 






MAMMA1 000734 


12. 22 


11.56 


22. 62 


21.95 


22. 19 


13.18 






MAMMA1 000736 


4. 26 


4.34 


11.96 


4.92 


5. 77 


6.14 






MAMMA1 000738 


0.8 


2. 06 


3.82 


2. 52 


4.15 


1.95 






MAMMA1 000744 


1.12 


2 


5.52 


3. 27 


3. 97 


4. 67 






MAMMA 1 000746 


1 


2.03 


2. 24 


2. 38 


4. 27 


2.48 






MAMMA 1 000748 


8. 23 


8. 93 


13.13 


15.53 


16. 06 


15. 05 


* 


+ 


MAMMA1 000751 


10.46 


7.63 


32.43 


45.16 


40.03 


54.65 


* 


+ 


MAMMA1 000752 


1.5 


2. 37 


8. 68 


11.52 


14.2 


12. 68 


* 


+ 


MAMMA 1 000757 


1.89 


2.48 


5.54 


7.9 


8. 53 


10. 86 


* 


+ 


MAMMA1 000760 


3 


2. 99 


6. 77 


4. 65 


8. 01 


7.12 






MAMMA 1 000761 


1.86 


2. 58 


5. 73 


4. 87 


6.29 


4. 99 






MAMMA1 000775 

ilvwHiv 1 » www / w w 


1. 37 


1. 83 


4. 43 


3. 23 


4.29 


2. 64 






MAMMA 1000776 


2. 37 


2. 36 


6.3 


6.57 


7 


6.12 






MAMMA1 000778 


2.14 


2.28 


5.19 


4. 95 


3. 99 


3.84 






MAMMA1 000781 


1.33 


1.33 


3. 06 


2.82 


2.86 


1.23 






MAMMA1 000782 


1.94 


2. 36 


3.88 


2. 93 


3.11 


3.01 






MAMMA1 000784 


1.28 


1.58 


3.94 


2.22 


7.2 


3.64 
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MAMMA1 000788 


3.05 


4. 31 




MAMMA 1 000798 


1.01 


2.86 


5 


MAMMA1O008O2 


4. 36 


3. 71- 




MAMMA 1 000810 


3.91 


4. 98 




MAMMA1O00813 


1.63 


2.11 




MAMMA1000814 


2. 56 


2.97 


10 


MAMMA 1000824 


12. 58 


11.27 




MAMMA1 000827 


1.83 


2.04 




MAMMA1 000831 


1.45 


2.81 


ID 


MAMMA1 000838 


6.85 


9.27 




MAMMA1 000839 


4. 89 


4.41 




MAMMA1 000841 


1.33 


2.02 




MAMMA1 000842 


2.48 


1.88 


20 


MAMMA 1 000843 


1.26 


2.19 




MAMMA1 000845 


0. 83 


1.01 




MAMMA 1000851 


1.3 


3.42 


25 


MAMMA1 000854 


2. 77 


3.7 




MAMMA1 000855 


0. 37 


2. 97 




MAMMA1 000856 


0. 87 


1.39 




MAMMA1 000859 


9.88 


8.56 


30 


MAMMA1 000862 


1.13 


1.55 




MAMMA1 000863 


2. 62 


2.08 




MAMMA1 000865 


0. 35 


0.82 


35 


MAMMA1 000867 


1.08 


2.83 


MAMMA1 000875 


0.89 


2.72 




HAMMA1 000876 


1.23 


1.64 




MAMMA1 000877 


3.15 


2.89 


40 


MAMMA1 000878 


3.05 


3. 61 




MAMMA1 000880 


1.46 


1.15 




MAMMA1 000881 


1.81 


2.09 


45 


MAMMA1 000883 


0. 57 


0. 79 


MAMMA1 000897 


0. 76 


2. 39 




MAMMA 1 000898 


1.06 


1.99 




MAMIA1 000905 


1.8 


2. 75 


50 


MAMMA1 000906 


1.17 


2. 49 




MAMMA1 000908 


1.59 


1.63 




MAMMA1 000911 


4. 97 


6. 25 


55 


MAMMA1000914 


1.14 


0. 85 


MAMMA1 000920 


1.99 


2.17 



4.38 4.16 5.12 2.21 

2.77 2.03 3.56 '2.1 

-8.23 17.49 15.39 19.2 ** 

14.15 17.58 19.04 16.15 * 
3.73 2.82 3.15 2.06 
7.82 7.28 7.26 6.61 

34.16 62.44 72.28 50.62 * 
5.05 3.3 4.77 4.31 
2.84 2.55 5.43 1.85 

7.86 13.01 8.43 14.52 
9 9.02 8.66 14.04 

3.11 2.23 4.44 2.29 

3.59 3.03 3.74 1.82 

3.88 2.26 4.43 2.35 

2.4 2.35 3.88 1.24 

5.35 7.83 5.9 6.65 

6.33 5.08 5.68 5.13 

2.62 2.51 3.74 1.78 
3.11 2.05 6.37 3.19 
20.5 19.52 18.47 24.31 
3.53 1.17 3.18 0.79 
4.72 2.59 5.24 4.91 
2.48 0.4 1.84 0.35 

2.87 1.95 3.68 4.76 

2.34 3.31 3.57 2.59 
4.59 2.4 3.37 3.22 
9.22 8.39 10.32 10.07 
8.94 6.33 8.52 9.62 
4.77 2.45 3.96 3.01 
4.52 3.77 6.07 4.73 

2.1 1.37 2.14 2.11 

0.36 1.19 2.99 6.19 

1.75 1.41 2.49 3.7 

4.68 8.32 6.86 10.64 * 

2.63 2.45 4.27 4.08 
4.3 1.77 3.05 1.43 

8.37 21.77 20.01 20.98 ** 

2.41 1.1 2.23 1.61 

4.41 10.82 10.67 9.11 ** 
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MAMMA1 000921 


1.03 


1.02 


2.41 


3. 47 


3. 84 


3.17 


MAMMA1 000931 


2. 68 


3.44 


3.95 


6. 78 


7. 66 


7. 32 


MAMMA1O0094O 


1.67 


1.84- 


•6.05 


5. 78 


6.84 


6.3 


MAMMA1 000941 


3. 74 


2. 55 


8.61 


9.01 


10.11 


9. 46 


MAMMA1 000942 


2. 75 


1.85 


7.46 


8. 27 


8. 47 


7.2 


MAMMA1 000943 


2.16 


2. 84 


10. 49 


9. 04 


11.08 


8. 74 


MAMMA1 000952 


2.6 


1.93 


8.65 


9. 03 


7.47 


6. 75 


MAMMA1 000956 


0. 93 


1.24 


3.11 


3. 64 


3.1 


3. 47 


MAMMA1 000957 


2.5 


1.41 


2. 62 


4.81 


5. 73 


6. 85 


MAMMA1 000962 


3. 25 


3. 57 


10.48 


13. 62 


11.18 


16. 85 


MAMMA 1 000966 


1.85 


2.19 


6.04 


6.34 


6. 23 


7. 04 


MAMMA1 000968 


1.6 


1.46 


'5. 49 


4. 79 


5. 62 


4. 97 


MAMMA 1 000972 


2.4 


1.41 


3. 83 


3. 34 


3.91 


4. 32 


MAMMA1 000973 


5.14 


3. 37 


12. 58 


7. 02 


8. 56 


10. 31 


MAMMA 1 000975 


1.44 


1.99 


3. 34 


2. 37 


4.9 


5. 05 


MAMMA 1 000976 


2.46 


2.71 


8. 57 


9. 22 


11.17 


8. 92 


MAMMA 1 000979 


1.46 


2. 62 


3. 06 


4. 34 


4.41 


7. 71 


MAMMA1 000986 


5. 75 


5. 32 


10. 24 


8. 83 


11.32 


13. 95 


MAMMA1 000987 


1.44 


1.36 


3.99 


2. 43 


3. 74 


5.66 


MAMMA1 000988 


3. 76 


4.86 


8. 88 


10.18 


11.34 


10.5 


MAMMA1 000994 


9. 82 


7. 58 


15. 88 


12. 02 


11.56 


9. 25 


MAMMA1 000998 


1.51 


1.07 


3.13 


4.21 


5.42 


4. 04 


MAMMA1001003 


1.98 


1.83 


5. 97 


4.2 


6. 86 


4. 39 


MAMMA1001007 


0. 38 


1.03 


1.77 


0.14 


1.38 


0. 32 


MAMMA1001008 


11.76 


11.09 


40. 52 


56. 73 


50. 93 


45. 37 


MAMMA1001013 


3. 62 


4. 16 


12.14 


8.42 


11.54 


10. 08 


MAMMA1001014 


1.4 


1.79 


5. 49 


4. 36 


5. 16 


4. 26 


MAMMA1001021 


0.49 


2. 08 


7. 85 


6.46 


5. 47 


4. 26 


MAMMA1001024 


0. 85 


1.59 


3.14 


2.55 


3. 92 


1.96 


MAMMA1001025 


1.03 


1.47 


2. 94 


1.27 


2. 95 


1.41 


MAMMA1001028 


1.3 


1.09 


2. 23 


3. 07 


4.73 


3. 28 


MAMMA1001030 


1.63 


0.48 


2. 22 


3. 06 


3.24 


2. 08 


MAMMA1001035 


2. 48 


2. 92 


10. 31 


9. 29 


11.92 


11.54 


MAMMA1001036 


4. 69 


4. 01 


10.7 


11.23 


8. 22 


11.33 


MAMMA1001037 


1.91 


2. 88 


6.49 


5. 28 


7. 53 


4. 69 


MAMMA1001038 


1.18 


1.59 


4. 28 


4.12 


3. 85 


4.45 


MAMMA 1 001041 


1.64 


1.87 


3.18 


3. 75 


4. 04 


2.64 


MAMMA1001043 


1.09 


1.24 


3. 67 


3.44 


3. 35 


3.18 


MAMMA1001050 


1.52 


1.55 


5. 94 


8.4 


8. 28 


6.51 



* + 
** + 



* + 
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MAMMA1001054 


2.04 


2. 58 


6. 99 


9. 29 


11.07 


8.36 


MAMMA1001059 


2. 66 


4.71 


9. 73 


8. 85 


9.72 


8. 46 


MAMMA H)0 1066 


3.64 


2. 97- 


42.26 


14. 08 


12.09 


8. 96 


MAMMA1001067 


1.26 


2 


4. 77 


3. 53 


5. 33 


3. 29 


MAMMA1001072 


1.44 


2. 06 


7. 76 


6. 38 


7. 13 


7.2 


MAMMA1001073 


1. 17 


0. 79 


1.47 


1.49 


2.74 


1.34 


MAMMA1001074 


0. 78 


1.47 


3. 97 


6. 24 


5.4 


4.9 


MAMMA1001075 


4. 87 


4. 41 


10.48 


11.24 


9.82 


8.21 


MAMMA 1001 078 


1.7 


1.83 


7. 96 


9. 69 


9. 99 


9. 37 


MAMMA1001080 


3. 77 


3. 93 


6.97 


8. 71 


10. 33 


5. 57 


MAMMA1001082 


1.51 


2. 03 


4.03 


1.73 


5. 23 


1.6 


MAMMA1001091 


1. 17 


1.36 


2. 02 


1.81 


3.03 


1.47 


MAMMA1001092 


1. 93 


2. 09 


4. 81 


3. 17 


3.57 


1.89 


MAMMA1001094 


1.73 


4. 28 


4. 65 


4 


5. 62 


4.7 


MAMMA1001105 


2.45 


2. 62 


7.7 


6. 99 


7.57 


6.06 


MAMMA10O111O 


0.4 


1.01 


2. 74 


1.42 


2. 53 


0.47 


MAMMA1001126 


1.96 


3. 09 


10.92 


8. 39 


9. 27 


6. 08 


MAMMA1001133 


2.5 


3.44 


10. 94 


9.48 


10. 83 


10. 68 


MAMMA1001139 


87.88 


86. 18 


214. 31 


193. 19 


47.2 


160. 92 


MAMMA1001141 


1.33 


2. 89 


3.65 


3. 69 


5. 25 


5. 46 


MAMMA1001143 


2.02 


1.79 


4. 23 


3. 95 


6. 69 


4. 34 


MAMMA1001145 


3.1 


2. 22 


3.39 


6. 37 


7.13 


2. 84 


MAMMA1001150 


1.34 


2.48 


3.95 


3. 06 


3. 31 


2. 11 


MAMMA1001154 


2.16 


2.8 


5.57 


5.44 


7.13 


5. 22 


MAMMA10O1159 


4. 19 


4. 01 


11.06 


11.31 


5. 89 


9. 45 


MAMMA1001161 


4.3 


5. 27 


19.53 


18.34 


10.8 


14.8 


MAMMA1001162 


1.98 


1.77 


3.16 


5.25 


5.13 


2. 25 


MAMMA1001181 


2.44 


2. 28 


4. 87 


5.06 


4.74 


3. 62 


MAMMA1001186 


2 


2.66 


4. 66 


5.38 


5.48 


3.9 


MAMMA1001189 


2.23 


3.68 


7.17 


11 


11.17 


9.9 


MAMMA1001191 


2.54 


2. 07 


5.49 


4. 37 


3.89 


2. 97 


MAMMA1001198 


368. 47 


416. 05 


784.82 


647. 17 


738. 61 


605. 52 


MAMMA1001202 


11.78 


11.85 


30. 06 


34. 39 


28. 74 


25.16 


MAMMA1001203 


2. 57 


3. 01 


7.15 


8.72 


6. 26 


5. 56 


MAMMA1001206 


1.91 


3. 28 


4.5 


3.69 


6.66 
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6.1 


5.19 


5.48 


2. 93 


NT2RM2001839 


67. 48 


67. 48- 


1-23. 46 


152.63 


157.11 


121.35 


NT2RM2001840 


3.04 


3.04 


7. 13 


4. 61 


5.11 


5. 37 


NT2RM2001 851 


3. 92 


3. 92 


7. 61 


3. 78 


4. 74 


6.49 


NT2RM2001855 


8.21 


8. 21 


11.51 


10. 22 


12. 06 


15. 41 


NT2RM2001867 


2. 82 


2.82 


5. 01 


2.83 


5. 62 


3. 74 


NT2RM2001869 


60.8 


60.8 


90. 58 


101.19 


79. 67 


105. 32 


NT2RM2001879 


3. 01 


3. 01 


6.99 


2. 55 


3.19 


2. 66 


NT2RM2001883 


1.52 


1.52 


3.26 


0. 98 


2. 28 


0. 73 


NT2RM2001886 


1.57 


1.57 


4.56 


2.48 


3.51 


2.42 


NT2RM2O01887 


3. 78 


3.78 


*7. 66 


4. 48 


4. 97 


5. 73 


NT2RM2001896 


274.2 


274.2 


378. 57 


325. 68 


216. 52 


497. 31 


NT2RM2001902 


1.92 


1.92 


4.28 


1.31 


2.92 


2.14 


NT2RM2001903 


16. 25 


16. 25 


42.55 


35. 47 


31.71 


37. 22 


NT2RM2001930 


2.11 


2.11 


6.3 


2.3 


5. 86 


5.44 


NT2RM2001935 


4.16 


4.16 


5.04 


3. 16 


4.42 


5.87 


NT2RM2001936 


2.81 


2. 81 


4.9 


2. 99 


3.44 


4 


NT2RM2001939 


3. 56 


3. 56 


3. 34 


1.82 


3. 01 


3. 16 


NT2RM2001941 


1.84 


1.84 


4. 29 


2.84 


2. 82 


2.72 


NT2RM2001950 


4. 66 


4. 66 


10 


6. 01 


6 


8. 69 


NT2RM2001952 


2. 67 


2. 67 


4. 78 


2.49 


4.55 


5. 37 


NT2RM2001976 


11.48 


11.48 


18.2 


14.58 


11.46 


35. 27 


NT2RM2001982 


1.85 


1.85 


3.91 


2.04 


2.47 


1.88 


NT2RM2001983 


4.45 


4.45 


8. 36 


4.18 


6.49 


7.54 


NT2RM2001984 


7.74 


7. 74 


8. 88 


20.06 


27.05 


22. 95 


NT2RM2001989 


2. 72 


2. 72 


3.68 


2. 99 


4.26 


3.7 


NT2RM2O01996 


7. 51 


7. 51 


8.09 


4.8 


8. 01 


5.29 


NT2RM2001997 


3. 65 


3. 65 


7. 29 


3.18 


5.09 


6.78 


NT2RM2O01998 


2. 24 


2.24 


5. 07 


3. 33 


6. 53 


3. 96 


NT2RM2001999 


4. 86 


4.86 


7. 69 


6. 88 


6. 02 


4. 01 


NT2RM2002003 


11.33 


11.33 


18. 17 


10.15 


11 


14.9 


NT2RM2002004 


1.99 


1.99 


5.79 


2. 51 


2.09 


1.9 


NT2RM2002009 


5.35 


5. 35 


9. 03 


9. 85 


11.04 


11.09 


NT2RM2002014 


2.62 


2. 62 


3 


3. 65 


4.47 


4.03 


NT2RM2002019 


25.1 


25.1 


38. 52 


19. 47 


14.2 


16. 35 


NT2RM2002029 


12. 92 


12. 92 


19. 01 


10. 82 


4. 88 


14.74 


NT2RM2002030 


4.15 


4.15 


5.8 


13.54 


9. 71 


21.98 


NT2RM2002034 


22.05 


22.05 


31.76 


24.83 


20.89 


21.04 



** 



* + 
** + 
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NT2RM2002049 


7.4 


7.4 


12.12 


9. 76 


10. 42 


13. 22 






NT2RM2002055 


2.8 


2.8 


8. 01 


1.91 


4. 03 


2. 52 






NT2RM2002072 


9. 26 


9.26- 


•12.88 


12. 28 


19.12 


12. 82 






NT2RM2002088 


4. 82 


4. 82 


13. 85 


11.35 


11.7 


15. 28 






NT2RM2002091 


4. 98 


4. 98 


8. 44 


5.92 


3. 82 


4. 61 






NT2RM2002100 


3.26 


3. 26 


6. 05 


4. 82 


4. 24 


3. 19 






NT2RM2002109 


1.31 


1.31 


3. 57 


2. 57 


4. 88 


4.92 






NT2RM2002126 


21.41 


21.41 


32. 24 


35. 28 


22.31 


31.52 






NT2RM2002128 


3.7 


3.7 


5.17 


2. 74 


3. 86 


2. 41 






NT2RM2002129 


6. 43 


6. 43 


11.48 


8. 53 


13. 03 


10. 66 






NT2RM2002142 


5. 72 


5. 72 


9. 74 


5. 26 


8.91 


6.4 






NT2RM2002144 


3. 27 


3. 27 


*3. 76 


1.85 


1.73 


1. 62 


** 




NT2RM2002145 


2. 63 


2. 63 


8. 69 


6. 1 


5.18 


5. 98 






NT2RM2002153 


2.61 


2.61 


6. 37 


6.31 


7. 62 


5.75 






NT2RM2002163 


0. 97 


0. 97 


3.41 


1.87 


3.4 


0.64 






NT2RM2002170 


3. 28 


3. 28 


7. 03 


6. 62 


7.5 


7.65 






NT2RM2002178 


3. 99 


3.99 


3. 67 


3.5 


5. 48 


2.9 






NT2RM2002179 


7. 82 


7. 82 


8. 69 


6. 17 


8.15 


6.02 






NT2RM2002270 


4.51 


4.51 


4. 56 


2. 28 


1.76 


1.67 


** 




NT2RM2002326 


2. 47 


2. 47 


3. 86 


2. 13 


3. 69 


2.34 






NT2RM2002337 


1.88 


1.88 


3. 97 


5.4 


4.22 


4. 79 


* 


+ 


NT2RM2002339 


2. 83 


2. 83 


6. 29 


5. 26 


5. 22 


3.85 






NT2RM2002345 


5.16 


5. 16 


6. 03 


4. 04 


4.2 


4.21 


* 




NT2RM2002368 


2.43 


2. 43 


5.86 


6. 05 


7.01 


4.96 






NT2RM2002381 


2. 23 


2. 23 


5.16 


3. 47 


3. 65 


2.8 






NT2RM2002424 


4. 64 


4. 64 


7.1 


6. 69 


8.5 


6.3 






NT2RM2002450 


4.17 


4. 17 


3. 87 


2. 29 


2. 39 


1.87 


** 




NT2RM2002482 


3. 93 


3. 93 


4. 65 


2. 66 


3.2 


3.79 






NT2RH2002492 


9. 39 


9. 39 


24.31 


29.13 


24.65 


29.29 






NT2RM2002575 


3. 26 


3. 26 


5. 23 


5. 99 


6.03 


5. 07 






NT2RM2002580 


4. 23 


4.23 


4.68 


4. 82 


7. 79 


7.42 






NT2RM2002592 


7.7 


7.7 


12. 59 


13. 07 


15. 28 


14.69 


* 


+ 


NT2RM2002608 


27. 33 


27. 33 


45.49 


57. 07 


65. 96 


48.3 


* 


+ 


NT2RM2002615 


6. 01 


6. 01 


9. 38 


13. 15 


20. 32 


14. 42 


* 


+ 


NT2RM2002622 


14. 35 


14.35 


16. 22 


18. 38 


24. 99 


13.44 






NT2RM2002630 


4. 86 


4. 86 


6. 63 


8. 05 


7. 37 


6.7 






NT2RM2002634 


1.72 


1.72 


4. 66 


4.71 


4.6 


3.94 






NT2RM2002645 


27. 02 


27. 02 


68. 46 


30. 66 


14. 59 


31.46 






NT2RM2002646 


12. 09 


12. 09 


25. 03 


29.45 


22.88 


34.8 
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10 NT2RM20G2772 3.15 3.15 9.32 9.66 7.81 5.44 

10. 45 



15 



20 



25 



35 



40 



45 



NT2RM2002647 


7. 68 


7. 68 


17. 56 


19.5 


17. 74 


NT2RM2002652 


5.11 


5.11 


4. 71 


4.3 


6.43 


MT2RM2002692 


4. 59 


4. 59-- 


• 4. 48 


2.5 


2.86 


NT2RM2002721 


30. 26 


30. 26 


46. 01 


62.71 


84.18 


NT2RM2002748 


18. 37 


18. 37 


43. 62 


87.35 119.27 


NT2RM2002764 


2.28 


2.28 


5.3 


5.05 


5. 95 


NT2RM2002772 


3.15 


3.15 


9. 32 


9. 66 


7. 81 


NT2RM2002811 


5.79 


5.79 


12.3 


14.01 


9. 18 


NT2RM2002818 


2. 03 


2.03 


7.94 


5. 86 


5.42 


NT2RM2002879 


4.21 


4.21 


7.17 


8. 39 


7. 87 


NT2RM2002979 


11.79 


11.79 


19. 66 


24. 49 


23. 23 


NT2RM2002981 


4.42 


4.42 


*3. 78 


3.58 


4. 95 


NT2RH2002995 


5.13 


5. 13 


3. 29 


3.42 


3. 74 


NT2RM2003031 


1.37 


1.37 


2. 63 


3 


2. 58 


NT2RM2003042 


4.1 


4.1 


10. 77 


10.59 


6.02 


NT2RM2003044 


1.88 


1.88 


4.11 


2.13 


5.11 


NT2RM2003090 


4.4 


4.4 


7.64 


9. 36 


7. 91 


NT2RM2003095 


11.98 


11.98 


25. 25 


15. 63 


16.43 


NT2RM2003116 


11.16 


11.16 


16. 09 


17.96 


21.43 


NT2RM2003222 


3.98 


3. 98 


3. 63 


2. 67 


3.64 


NT2RM2003224 


11.29 


11.29 


15. 33 


24. 29 


29. 77 


NT2RM2003250 


14.18 


14.18 


86.06 


85. 79 


96.6 


NT2RM2003258 


4. 59 


4. 59 


6. 32 


6.54 


5.11 


NT2RM2003262 


5. 07 


5.07 


7. 33 


5.06 


7. 76 


NT2RM4000023 


2.15 


2.15 


7. 02 


3. 57 


4. 91 


NT2RM4000024 


2. 28 


2.28 


6.78 


3.17 


4.98 


NT2RM4000027 


4. 74 


4. 74 


7. 77 


4. 85 


6.94 


NT2RM4000030 


2. 95 


2.95 


5. 73 


3.16 


4.9 


NT2RM4000033 


2.51 


2. 51 


4.77 


2. 36 


3. 89 


NT2RM4000034 


1.93 


1.93 


5. 35 


3. 74 


4.84 


NT2RM4000046 


1.37 


1.37 


3. 79 


1.57 


3.5 


NT2RM4000052 


1.82 


1.82 


3. 55 


1.72 


2.96 


NT2RM4000054 


10.43 


10.43 


13. 85 


12. 07 


12.83 


NT2RM4000061 


1.65 


1.65 


4.17 


1.66 


4. 54 


NT2RM4000074 


15.83 


15.83 


43. 57 


27.9 


34. 24 


NT2RM4000085 


5. 35 


5. 35 


10.1 


8. 41 


10.19 


NT2RM4000086 


3. 06 


3.06 


4.5 


3. 84 


5. 25 


NT2RM4000100 


6.62 


6. 62 


15. 05 


12.74 


15.6 


NT2RH4000101 


3. 77 


3. 77 


9.11 


7. 17 


7. 71 



23.44 
3.73 

2. 02 ** 
61.02 * + 
102. 35 ** + 

4. 07 



7.13 

9.11 * + 
21.79 * + 



2.63 
3.5 
1.9 
6. 07 
1.2 
10.68 
19.04 
22. 08 
2.35 

NT2RM2003224 1 1 29 1 1 23 IS 37. 24 29 25 77 20. 76 

94.15 
5.69 
5. 72 
4. 29 
4.33 
11.32 
2.64 
4. 61 
6.09 
2.32 
1.98 
24.7 
0. 83 

50 NT2RM4000074 15.83 15.83 43.67 27.9 34.24 30.79 

10.17 
3. 71 

.... -- ..... ..... -- 14.84 

8. 78 
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NT2RM4000102 


32.35 


32. 35 


42. 47 


27. 24 


19. 34 


70. 54 


NT2RM4000104 


2. 78 


2. 78 


7.13 


3. 41 


5.12 


4.3 


NT2RM4000116 


2.87 


2. 87- 


— 6.1 


3. 91 


5. 86 


4.08 


NT2RM4000129 


2.17 


2.17 


4. 75 


2. 62 


3.48 


2.18 


NT2RM4000139 


3. 17 


3.17 


3.31 


3. 58 


4. 82 


6. 49 


NT2RM4000149 


2. 74 


2.74 


1.49 


2. 41 


2. 55 


7. 32 


NT2RM4000155 


2. 73 


2. 73 


5.5 


2. 13 


4.51 


3. 71 


NT2RM4000156 


5.94 


5.94 


16. 74 


20.45 


21 


21.96 


NT2RM4000167 


1.36 


1.36 


2. 58 


2.61 


4. 34 


1.75 


NT2RM4000169 


9. 95 


9.95 


36. 53 


29. 12 


24. 89 


23. 57 


NT2RM4000191 


4. 29 


4. 29 


7.56 


5. 49 


5. 57 


5. 66 


NT2RM4000197 


2. 73 


2. 73 


*4. 78 


1.83 


3.86 


2.2 


NT2RM4000198 


3. 38 


3. 38 


7.42 


5. 26 


5.45 


4. 21 


NT2RM4000199 


2 


2 


3.51 


2.8 


4 


3.76 


NT2RM4000200 


0. 67 


0. 67 


3.19 


2. 25 


1.84 


1.2 


NT2RM4000202 


1 


1 


3. 24 


2.11 


2.42 


1.84 


NT2RM4000210 


1.46 


1.46 


3. 72 


2.41 


3. 08 


2. 21 


NT2RM4000215 


2.54 


2. 54 


5.43 


3.3 


4. 09 


3. 06 


NT2RM4000220 


6.42 


6.42 


10. 52 


8. 68 


11.08 


15. 14 


NT2RM4000229 


3. 26 


3. 26 


6.62 


1.46 


2. 34 


1.76 


NT2RM4000231 


6. 37 


6. 37 


7.06 


6.13 


7. 85 


6. 24 


NT2RM4000233 


4. 83 


4. 83 


17.3 


11.9 


14. 34 


13.4 


NT2RM4000244 


2. 35 


2. 35 


5. 22 


3. 86 


4. 14 


5. 17 


NT2RM400O251 


3.85 


3.85 


10. 97 


4.82 


6.52 


4. 59 


NT2RM4000255 


2. 28 


2. 28 


4.7 


3.79 


4.89 


1.42 


NT2RM4000265 


2. 23 


2. 23 


5. 69 


4. 29 


8. 21 


1.99 


NT2RM4000283 


18.14 


18.14 


26.21 


37.17 


39. 88 


44. 79 


NT2RM4O00284 


13.85 


13. 85 


33. 72 


31.96 


42. 88 


40. 67 


NT2RM4000290 


6. 31 


6. 31 


7. 76 


3.77 


4. 92 


4 


NT2RM4000295 


2. 36 


2. 36 


2.16 


2. 32 


2.13 


0.88 


NT2RM4000306 


3. 79 


3.79 


7. 76 


7.1 


6.14 


5.02 


NT2RM4000307 


5. 04 


5.04 


9.13 


9.95 


9. 99 


11.72 


NT2RM4000309 


2. 48 


2.48 


5. 34 


3. 92 


6.52 


5.52 


NT2RM4000313 


3. 92 


3. 92 


9. 61 


5. 75 


7. 77 


8. 52 


NT2RM4000318 


3. 38 


3.38 


6. 87 


4. 35 


6. 36 


3. 28 


NT2RM4000324 


4.93 


4. 93 


5. 93 


2. 79 


4. 98 


2.12 


NT2RM4O00326 


5. 32 


5. 32 


4. 61 


2. 59 


2.45 


2. 01 


NT2RM4000327 


4. 97 


4. 97 


10. 95 


7. 94 


10. 32 


7. 71 


NT2RM4000344 


5.46 


5.46 


16. 67 


11.16 


10.17 


19.18 



** 
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NT2RH4000349 
NT2RM4000354 
NT2RM4000356 
NT2RM4000366 
NT2RM4000368 
NT2RM4000373 
NT2RM4000386 
NT2RM4000395 
NT2RM4000414 
NT2RM4000417 
NT2RM4000421 
NT2RM4000425 
NT2RM4000433 
NT2RM4000436 
NT2RM4000444 
NT2RM4000457 
NT2RM4000471 
NT2RM4000472 
NT2RM4000486 
NT2RM4000490 
NT2RM4000496 
NT2RM4000505 
NT2RM4O00511 
NT2RM4000514 
NT2RM4000515 
NT2RM4000517 
NT2RM4000520 
NT2RU4000531 
NT2RM4000532 
NT2RM4000533 
NT2RM4000534 
NT2RM4000563 
NT2RM4000566 
NT2RM4000568 
NT2RM4000585 
NT2RM4O00587 
NT2RM4O00590 
NT2RM4000S93 
NT2RM4000595 



3. 68 
1.65 

1.5 
15. 75 
3.04 
6. 49 

4. 92 
2.7 

1 

1.66 

2. 99 
10. 56 

2.78 
3.8 
4.51 

3. 35 
1.73 

2.2 
2. 98 
3.85 
3.68 
26. 85 
22.8 

2. 61 

3. 75 
34.51 

2.24 

2. 76 
3.03 

3. 55 
5.17 
5.21 
1.79 

10.48 
1.97 
3.88 
3. 73 
4.46 
3.94 



3.68 
1.65 
1.5 
15. 75 
3.04 
6. 49 
4. 92 
2.7 
1 

1.66 
2. 99 
10. 56 
2.78 

3.8 
4. 51 
3. 35 
1.73 

2.2 

2. 98 
3. 85 
3. 68 

26.85 
22.8 
2.61 

3. 75 
34.51 

2. 24 

2. 76 
3. 03 
3. 55 
5.17 
5.21 
1.79 

10.48 
1.97 
3.88 

3. 73 
4.46 
3. 94 



9. 99 
3.13 
3.11 

44. 48 
5.9 

12. 29 
4.71 
4. 69 
2. 76 
2. 83 
5. 17 

*26.8 
5.39 
9. 47 

12. 97 
8. 69 

4. 01 
7.62 
5.92 
6. 41 
3.86 

60. 33 
45. 35 
6. 75 
8.81 
74.2 
3.08 
5.71 

5. 56 
5.43 
2. 92 

16. 69 
4.6 
19.4 
2. 52 
6.15 
4.12 
7.83 
3.91 



11.87 
4.2 
2.5 

38.81 
4. 36 

12. 72 
3. 81 
6. 36 
2.38 
3.9 
4. 96 

26.49 
1.67 

11.84 
7.29 

13.35 
4.17 
6. 64 
6.85 
7.16 
2.16 
68.9 
64.6 

10. 47 
7. 27 

76.45 

3. 21 

4. 41 
2.72 
4.73 
2. 73 

17. 05 
7.14 

28.18 
0. 82 
6.66 
1.64 

10. 21 
2. 27 



10. 88 
4.31 
4. 07 

44. 07 

5. 48 

15. 96 
4. 57 
6.51 

2.9 

3. 95 
5.47 

31.48 
2.21 

16. 75 
8.54 

12. 38 

4. 87 
7. 61 
7. 54 

5.1 
2. 36 
80. 59 
89.95 
7.53 
7.94 
53. 07 
3.3 
5.5 
3.54 

6. 98 
4. 62 
16.8 
5.27 

22. 91 
1.99 
5. 75 
2.48 

12. 36 
4. 36 
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NT2RM4000603 4.18 4.18 6.98 6.95 7.23 7.26 

NT2RM4000611 9.81 9.81 18.02 17.1 17.38 25.49 

NT2RM4000616 2.05 2. OS - 6.19 2.73 4.14 4.53 

NT2RM4000621 26.04 26.04 70.86 57.5 62.2 59.07 

NT2RM4000648 2.78 2.78 7.83 2.66 2.67 3.88 

NT2RM4000649 5.53 5.53 11.03 7.34 8.4 13.12 

NT2RM4000658 3.22 3.22 8.18 4.22 6.14 8.14 

NT2RM4000661 57.68 57.68 140.68 141.09 135.49 1 77.49 

NT2RM4000673 3.02 3.02 5.72 3.69 3.8 4.59 

MT2RM4000674 2.23 2.23 4.27 2.89 2.63 2.99 

NT2RM4000689 3.81 3.81 6.47 5.34 6.36 7.74 

NT2RM4000698 14.85 14.85 20.92 25.12 23.66 26.39 

NT2RM4000700 2.39 2.39 5.53 2.41 6.95 5.61 

NT2RM4000701 10.07 10.07 54.36 61.81 67.75 63.17 

NT2RH4000712 3.5 3.5 7.9 5.97 8.03 9.55 

NT2RM4000717 2.14 2.14 6.66 3.67 2.94 4.3 

NT2RM4000733 4.37 4.37 7.8 4.16 6.93 11.03 

NT2RM4000734 2.17 2.17 5.92 2.35 5.23 4.7 

NT2RM4000741 2.14 2.14 6.11 3.59 4.75 4.66 
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7. 94 


7. 94 


15. 82 


20.15 


20. 96 


23. 33 


NT2RM4001.842 


2.1 


2.t 


— 44 


3.5 


3. 35 


4. 85 


NT2RM4001843 


5. 65 


5. 65 


14. 54 


13.34 


12. 25 


14. 94 


NT2RM4001856 


4. 42 


4. 42 


7.16 


7. 65 


4. 71 


16. 83 


NT2RM4001858 


5.91 


5.91 


15. 86 


16. 09 


17.03 


16. 93 


NT2RM4001861 


2. 91 


2.91 


9.57 


6.31 


8.66 


9. 28 


NT2RM4001 863 


8. 06 


8. 06 


9.5 


15.16 


15. 68 


11.77 


NT2RM4001865 


5.04 


5. 04 


11.25 


7.44 


10. 24 


9.03 


NT2RM4001869 


5. 1 


5. 1 


5. 96 


5. 22 


8. 45 


21.88 


NT2RM4001873 


9. 62 


9. 62 


18. 43 


13. 33 


15. 49 


19. 21 


NT2RM4001876 


2. 24 


2. 24 


* 6. 94 


3. 65 


4. 39 


7. 25 


NT2RM4001880 

11 1 A.I\I¥I~WW ■ www 


3. 6 


3.6 


8.57 


5. 13 


5. 41 


7. 67 


NT2RM4001885 

li 1 LI\nTTVV f V/Ww 


5. 71 


5.71 


11. 11 


7. 11 


6. 56 


"11.98 


NT2RM4001889 

iv i timnvw ■ www 


10. 25 


10. 25 


18. 24 


16.31 


15. 85 


21.33 


NT2RM4001894 


2. 61 


2.61 


6. 07 


3. 58 


3.65 


3. 49 


NT2RM4001897 

11 1 tlMITTW 1 ww / 


7. 87 


7. 87 


20. 24 


18.41 


20.4 


23.46 


NT2RM4001899 

11 1 4~ 1 rvv 1 Www 


3. 36 


3. 36 


7. 43 


4. 92 


8. 19 


8. 54 


NT2RM4001905 

11 1 fclUllTVW • WWW 


3 


3 


4.84 


3.3 


4. 53 


7. 1 


NT2RM4001922 


2. 55 


2. 55 


6. 05 


3. 97 


4.84 


5. 11 


NT2RM4001930 

ii i Aaiuirrw i www 


2. 64 


2. 64 


8. 9 


2. 88 


6. 53 


6. 38 


NT2RM4C01938 

ii i faiuirrvv ■ www 


2. 65 


2. 65 


4. 91 


5. 09 


5. 65 


6. 43 


NT2RM4001940 

11 1 uUirTVw 1 w r^W 


2. 73 


2. 73 


6. 17 


5.91 


4. 46 


5.48 


NT2RM4001942 

11 1 fclUIrTvv 1 J » *. 


37. 36 


37. 36 


32. 02 


53.86 


59.28 


82. 77 


NT2RM4001953 


4. 65 


4. 65 


9. 68 


5. 04 


6. 79 


4. 91 


NT2RM4001965 


4. 96 


4. 96 


8. 82 


10. 18 


8. 54 


8. 39 


NT2RM4001966 


3 


3 


5. 14 


6. 3 


7.45 


8. 19 


NT2RM4O01969 


2. 22 


2. 22 


7. 29 


5.01 


2. 95 


4.5 


NT2RM4O01974 


1. 19 


1- 19 


4. 61 


1.89 


2. 96 


4. 83 


NT2RM4O01979 


2. 09 


2. 09 


6. 37 


3. 39 


4. 65 


7. 36 


NT2RM4001980 


4.3 


4.3 


7. 59 


7. 58 


8. 02 


9. 33 


NT2RM4001984 


2. 31 


2. 31 


5. 36 


2. 68 


3. 49 


4. 57 


NT2RM4001987 


3. 36 


3. 36 


9. 66 


2. 92 


4.6 


5. 01 






u. 


15 13 

1 W. 1 W 


13 47 


17 16 

1 / • 1 w 


19. 8 


NT2RM4002018 


2.31 


2.31 


5.15 


4. 09 


5. 53 


7.1 


NT2RM4002033 


3.19 


3.19 


8.16 


4. 91 


3. 27 


5. 93 


NT2RM4002034 


1.89 


1.89 


6.19 


4. 82 


4. 38 


4. 03 


NT2RM4002044 


7. 71 


7. 71 


17.9 


18. 75 


12.3 


18.5 


NT2RM4002047 


3. 88 


3. 88 


5.19 


2. 68 


5. 38 


9.2 
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NT2RM4002054 


4. 54 


4. 54 


6. 97 


2. 56 


4.3 


3.89 






NT2RM4002055 


13.72 


13. 72 


74. 75 


60.51 


91.27 


61.53 






NT2RM4002059 


23. 73 


23. 73. 


-31.85 


48. 05 


63. 09 


52.61 


** 


+ 


NT2RM4002061 


3.72 


3.72 


5. 32 


3. 59 


3. 69 


4.81 






NT2RM4002062 


1.9 


1.9 


5. 41 


3. 66 


2.84 


4. 26 






NT2RM4002063 


2. 21 


2.21 


8.1 


7. 64 


7. 35 


3.79 






NT2RM4002066 


2. 07 


2.07 


5. 29 


4.42 


6. 32 


4. 07 






NT2RM4002067 


2.51 


2.51 


4. 27 


3. 07 


5.19 


4. 41 






NT2RM4002073 


3. 73 


3.73 


7. 24 


5. 51 


7. 69 


5. 16 






NT2RM4002074 


5.19 


5.19 


7. 35 


5. 67 


7. 47 


4.49 






NT2RM4002075 


5.13 


5.13 


5.9 


3.16 


3.18 


2. 91 


** 


- 


NT2RM4002076 


3.13 


3.13 


! 3. 05 


1.94 


2. 52 


1.71 


* 


- 


NT2RM4002078 


10.3 


10.3 


28.06 


23. 95 


20.81 


26. 64 






NT2RM4002081 


10. 47 


10. 47 


30. 87 


19.18 


17.8 


18. 22 






NT2RM4002082 


1.25 


1.25 


3.02 


3.85 


2.58 


1.23 






NT2RM4002093 


2.82 


2. 82 


3.9 


4. 79 


4. 66 


4. 79 


* 


+ 


NT2RM4O021O9 


4.42 


4. 42 


11.51 


13. 95 


15.12 


15.21 


* 


+ 


NT2RH4002115 


2. 86 


2. 86 


4. 51 


4. 81 


4.8 


2. 52 






NT2RM4002118 


4.48 


4.48 


6.14 


4.3 


4. 86 


4. 27 






NT2RM4002128 


3. 78 


3. 78 


4. 57 


2. 84 


3.31 


3.13 


* 


- 


NT2RM4002137 


3.96 


3. 96 


8.14 


10. 27 


7.51 


8. 92 






NT2RM4002139 


3. 78 


3. 78 


8. 98 


7.03 


7.84 


7. 87 






NT2RM4002140 


4.04 


4. 04 


9.45 


8. 87 


7. 81 


10.17 






NT2RM4002145 


5. 99 


5. 99 


17.51 


25. 81 


31.07 


24. 47 


* 


+ 


NT2RH4002146 


4.51 


4. 51 


8. 23 


8. 56 


9 


8. 92 






NT2RM4002161 


2. 33 


2. 33 


4. 97 


1.38 


3. 15 


5.3 






NT2RM4002174 


4. 86 


4. 86 


8.02 


3.12 


4. 53 


6.15 






NT2RM4002178 


7.3 


7.3 


24.43 


28. 61 


33.13 


29. 27 


* 


+ 


NT2RM4002180 


3.47 


3.47 


11.93 


9. 27 


10.02 


11.28 






NT2RM4002185 


5.94 


5.94 


35.51 


31.59 


32. 34 


31.69 






NT2RM4002189 


1.6 


1.6 


3. 24 


3. 68 


5. 59 


4. 91 


* 


+ 


NT2RIW002194 


9.3 


9.3 


25. 94 


37.2 


29. 64 


38. 23 


* 


+ 


NT2RM4002198 


6. 09 


6.09 


7.61 


9. 37 


8.4 


10.04 


* 


+ 


NT2RM4002205 


4. 01 


4. 01 


9. 05 


6. 76 


7.86 


8. 76 






NT2RM4002213 


5.36 


5.36 


8.79 


8. 05 


11.99 


14.41 






NT2RM4002216 


7. 35 


7. 35 


12. 58 


16.58 


23. 93 


18.16 


* 


+ 


NT2RH4002226 


3. 84 


3.84 


9.71 


20.85 


16.65 


16.5 


** 


+ 


NT2RM4002237 


4.19 


4. 19 


10. 13 


10. 37 


7.64 


13. 22 






NT2RH4002240 


1.96 


1.96 


3.64 


3.73 


3. 71 


7. 59 
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NT2RM4002251 


2. 11 


2.11 


6.2 


7.87 


5.48 


5. 17 


NT2RH4002256 


4. 38 


4. 38 


10. 68 


10.7 


9.46 


9. 64 


NT2RM4002262 


2.85 


2. 85 


.-«.25 


3. 34 


4.43 


9. 66 


NT2RM4002266 


3. 93 


3.93 


4. 76 


2.76 


3. 55 


4.47 


NT2RM4002276 


11.23 


11.23 


15.55 


16.5 


28. 25 


20. 64 


NT2RM4002278 


1.89 


1.89 


4. 59 


4. 33 


3.99 


5. 11 


NT2RM4002281 


17. 71 


17. 71 


59.08 


62. 68 


51.19 


59. 89 


NT2RM4002287 


2. 08 


2. 08 


3.84 


2.46 


4. 21 


3. 32 


NT2RM4002294 


3.19 


3. 19 


6. 99 


6. 28 


6.09 


8. 69 


NT2RM4002298 


18. 59 


18. 59 


60. 14 


86. 09 


89.9 


88. 75 


NT2RM4002301 


3.2 


3.2 


6. 85 


4. 63 


5.94 


4.02 


NT2RM4002306 


4.71 


4.71 


*8. 24 


4. 99 


5. 31 


4.2 


NT2RM4002323 


3.9 


3.9 


4.06 


4.11 


4. 39 


3. 11 


NT2RM4002334 


11.54 


11.54 


20. 76 


17.92 


20. 72 


16. 95 


NT2RM4002339 


1.78 


1.78 


3.52 


1.33 


1.3 


1.38 


NT2RM4002344 


2. 36 


2.36 


5. 74 


2. 87 


3. 57 


7. 92 


NT2RM4002345 


3. 56 


3.56 


10. 59 


5.06 


4. 63 


7.5 


NT2RM4002352 


2.04 


2.04 


7. 67 


3.99 


5.14 


3. 74 


MT2RM4002362 


20. 38 


20. 38 


24. 92 


11.23 


14. 32 


15.17 


NT2RM4002373 


2.1 


2. 1 


3.96 


3. 21 


2. 55 


3. 63 


NT2RM4O02374 


2.28 


2. 28 


4. 39 


2.29 


3.58 


4.3 


NT2RM4O02376 


4. 02 


4. 02 


6. 03 


3. 31 


2. 97 


5. 52 


NT2RM4002383 


2.8 


2.8 


8.49 


4. 76 


5.79 


4.28 


NT2RH4002390 


3. 03 


3.03 


6. 01 


4.06 


5.27 


7. 37 


NT2RM4002398 


5.16 


5. 16 


43. 18 


33. 97 


50. 73 


30. 41 


NT2RM4002409 


2.11 


2.11 


5.93 


3. 37 


4.29 


1.9 


NT2RM4002414 


4. 73 


4. 73 


6. 21 


7.37 


9.12 


14. 53 


NT2RM4002438 


2. 07 


2. 07 


5. 28 


3.03 


4. 38 


7.18 


NT2RH4002440 


2. 99 


2. 99 


6. 92 


5. 78 


5. 32 


9. 49 


NT2RM4002446 


2. 23 


2.23 


6. 08 


2. 95 


4.45 


5.7 


NT2RM4002450 


3. 36 


3.36 


10. 01 


6.15 


7. 75 


7. 24 


NT2RM4002452 


2. 13 


2.13 


6.3 


3. 67 


5.15 


7. 23 


NT2RM4002457 


2.68 


2. 68 


4.44 


2. 66 


3. 26 


4. 52 


NT2RM4002458 


3.06 


3.06 


5. 77 


3.32 


5.34 


4.04 


NT2RM4002460 


2.43 


2.43 


3. 68 


1.57 


2.45 


1.43 


NT2RM4002464 


5.4 


5.4 


12. 62 


14. 39 


13. 72 


14.3 


NT2RM4002479 


4. 66 


4. 66 


6. 69 


4. 91 


7. 98 


11.54 


MT2RM4002482 


4. 26 


4.26 


16.18 


10.19 


11.5 


12.2 


NT2RM4002489 


6.74 


6.74 


16. 91 


8. 79 


5.81 


11.68 
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NT2RM4002493 1.35 1.35 3.22 1.96 3.51 2.73 

NT2RM4002499 34.96 34.96 72.9 59.42 52.07 54.3 

s NT2RM4002504 5.15 5.15 -10. 68 10.57 13.51 9.8 

NT2RM4002506 4.77 4.77 9.4 4.93 7.59 8.53 

NT2RM4002510 2.03 2.03 3.27 1.66 2.97 2.48 

NT2RM4002527 1.57 1.57 3.14 1.83 2.31 4.47 

10 NT2RM4002532 2.45 2.45 7.75 5.88 3.37 5.19 

NT2RM4002534 1.79 1.79 4.8 2.1 3.45 2.94 

NT2RM4002535 2.5 2.5 6.51 5.89 8.1 6.37 

15 NT2RM4002554 3.29 3.29 5.31 3.31 5.47 3.12 

NT2RM4002558 6.91 6.91 32.57 32.58 41.54 25.61 

NT2RM4002565 5.38 5.38 * 13. 6 8.22 9.85 10.53 

NT2RM4O02567 3.34 3.34 5.43 4.21 4.49 7.22 

20 NT2RM4002571 4.48 4.48 15.61 11.95 16.47 15.24 

NT2RM4002572 5.57 5.57 17.2 13.7 9.59 13.48 

NT2RM4002577 7.76 7.76 15.25 6.59 5.87 5.65 

25 NT2RM4002583 1.08 1.08 3.58 2.28 4.83 2.44 

NT2RM4002584 1.64 1.64 5.67 3.24 5.74 5.56 

NT2RM4002593 3.29 3.29 5.17 2.75 3.91 4.61 

NT2RM4002594 11.26 11.26 46.5 38.21 55.32 43.58 

30 NT2RM4002604 4.83 4.83 4.64 1.77 2.03 2.89 ** 

NT2RM4002614 3.48 3.48 3.48 2.52 3.66 2.81 

NT2RM4002616 1.07 1.07 2.73 2.88 2.71 2.38 

NT2RM4002623 1.39 1.39 4.89 3.92 3.72 5.06 

35 

NT2RM4002634 1.41 1.41 4.38 3.42 4.91 2.96 

NT2RM4002636 2.22 2.22 3.93 3.92 4.18 4.12 

NT2RP1 000002 8.82 8.82 52.94 75.1 92.89 81.45 * 

40 NT2RP1 000006 4.68 4.68 6.28 4.25 4.48 2.56 

NT2RP1000015 4.86 4.86 5.27 2.74 1.99 2.28 +* 

NT2RP1000018 5.45 5.45 5 5.55 4.83 4.96 

NT2RP1 000034 18.22 18.22 49.95 38.04 30.76 50.07 

NT2RP1 000035 1.93 1.93 3.2 5.26 3.23 3.96 

NT2RP1 000040 1.77 1.77 3.33 2.93 3.28 4.28 

NT2RP1000042 1.3 1.3 3.44 1.99 3.22 2.38 

so NT2RP1 000048 3.6 3.6 10.24 7.25 9.9 9 

NT2RP1000050 2.21 2.21 4.71 2.89 4 3.57 

NT2RP1 000056 4.03 4.03 3.74 1.09 0.61 1.96 ** 

NT2RP1000058 3.49 3.49 2.03 1.84 2.07 2.48 

NT2RP1000063 1.77 1.77 3.65 4.09 4 3.83 



45 



55 
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NT2RP1 000068 


1.89 


1.89 


3. 99 


3.12 


3. 33 


2.43 






NT2RP1 000072 


22.9 


22.9 


74. 07 


82.91 


66. 26 


95. 85 






NT2RP1000073 


2.18 


2.1 a. 


.-2.45 


2. 68 


3.69 


3. 86 


* 


+ 


NT2RP1 000078 


2. 72 


2.72 


3.17 


2. 93 


2.3 


3.13 






NT2RP1 000079 


4.13 


4.13 


5. 32 


3.6 


4. 48 


2.5 






NT2RP1 000080 


4. 99 


4. 99 


8.13 


9.46 


12. 46 


9. 46 


* 


+ 


NT2RP1 000086 


4. 15 


4. 15 


3. 63 


1.31 


2.1 


3. 75 






NT2RP1 000087 


1.3 


1.3 


4. 36 


3. 51 


3.21 


3.45 






NT2RP1 000089 


4.5 


4.5 


9. 98 


12. 69 


11.3 


14. 93 


* 


+ 


NT2RP1 000090 


45.76 


45. 76 


96.6 


94. 37 


53.44 


93.42 






NT2RP1000100 


2.17 


2. 17 


4. 05 


5. 23 


4. 13 


3.66 






NT2RP1000101 


3. 44 


3. 44 


*5. 22 


4. 41 


2.88 


4. 81 






NT2RP1000111 


3. 24 


3.24 


5. 56 


4. 51 


3.9 


3. 69 






NT2RP1000112 


3. 29 


3. 29 


4. 08 


1. 85 


3. 33 


3 






MT2RP1 000124 

WW I *m 1 \W I WWW % 


5. 57 


5. 57 


4. 96 


3. 11 


5. 73 


5. 5 






NT2RP1000125 


7. 28 


7. 28 


19. 39 


13.69 


10. 68 


16. 86 






NT2RP1000129 

WW m ^mW \M W WWW 1 ^m. w 


1.81 


1.81 


4. 35 


5. 14 


3.91 


4. 27 






NT2RP1000130 


2. 31 


2. 31 


4. 11 


5. 31 


5. 62 


16. 86 






NT2RP1000154 


7.5 


7.5 


15. 63 


17. 16 


12. 72 


16. 37 






NT2RP1000163 

IV ■ *~ 1 » J 1 WWW I WW 


2. 42 


2. 42 


3. 51 


2. 72 


2. 99 


3.59 






NT2RP10001 70 

WW W *— 1 \f i www 1 / w 


3. 42 


3. 42 


4. 2 


4. 96 


5. 17 


5. 85 


* 


+ 


NT2RP1000174 

%W ■ 1 VJ 1 WWW 1 / 


3. 5 


3. 5 


3. 42 


1. 3 


2.38 


2. 12 


** 




NT2RP1000181 

WW) f W 1 WWW V W 1 


6. 14 


6. 14 


7. 22 


10. 97 


14. 98 


9. 38 


* 




NT2RP1000191 

WW W wmMXM W WWW 1 V 9 


1.08 


1.08 


5. 61 


4. 94 


3. 59 


5.71 






NT2RP1 000202 

%W W fclM i www^w** 


1. 06 


1. 06 


1. 66 


2. 02 


1.2 


2. 24 






NT2RP1 000239 

1 » 9 «»i VI 1 WWfcWW 


1. 53 


1. 53 


4. 1 


2. 15 


0. 94 


2. 07 






NT2RP1 000243 


2. 37 


2. 37 


2. 04 


1. 31 


1. 14 


1.64 


** 




NT2RP1 000255 


1.94 


1. 94 


3.02 


2. 11 


2. 26 


1.78 






NT2RP1 000259 


5. 27 


5. 27 


9. 55 


5. 53 


6. 33 


4. 29 






NT2RP1 000261 


2. 76 


2. 76 


4.4 


2. 07 


1.64 


2.64 






NT2RP1 000269 


5.16 


5. 16 


5.01 


7.7 


10. 51 


7. 39 


* 


+ 


NT2RP1 000271 


7. 79 


7. 79 


15.88 


13. 16 


15. 11 


18. 48 






NT2RP1 000272 


7. 71 


7. 71 


13. 07 


10. 72 


11.74 


11.3 






WT9PPinnn97o 

W 1 £.ixT I UUV/£ / v 




0 10 


5 OA 




1 Q1 








NT2RP1 000290 


6.61 


6. 61 


9. 02 


12. 65 


13. 52 


9. 92 


* 


+ 


NT2RP1 000293 


6.86 


6. 86 


10.91 


9.75 


8.45 


10. 92 






NT2RP1 000300 


12. 42 


12. 42 


11.93 


9. 96 


11.37 


10.2 


* 




NT2RP1 000324 


5.16 


5.16 


6 


4. 69 


5. 92 


6. 97 






NT2RP1 000325 


54. 42 


54. 42 


101.4 


70. 46 


57. 52 


78.6 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1 000326 


4. 01 


4. 01 


7. 67 


3. 82 


4. 56 


7. 85 


NT2RP1 000331 


12.16 


12.16 


24. 08 


12.19 


10.5 


20. 1 


NT2RP1000333 


4.18 


4.18 


-7.52 


6. 66 


6. 53 


6. 98 


NT2RP1 000336 


1.45 


1.45 


4.45 


1.35 


3. 76 


1.78 


NT2RP1 000347 


3. 05 


3. 05 


8. 75 


7. 26 


8. 31 


6. 38 


MT2RP1 000348 


2. 11 


2.11 


4. 14 


2. 76 


3 


2. 75 


NT2RP1 000349 


2.12 


2.12 


3. 92 


3 


4. 39 


4.11 


NT2RP1 000353 


40. 87 


40. 87 


83.5 


51.49 


47.8 


66. 02 


NT2RP1 000356 


39. 53 


39. 53 


93. 37 


50.3 


56.48 


74. 42 


NT2RP1 000357 


3. 89 


3.89 


9. 63 


8.43 


8.7 


8. 72 


NT2RP1 000358 


2. 85 


2. 85 


6. 11 


4. 23 


3.04 


5. 09 


NT2RP1 000360 


11.04 


11.04 


19. 39 


12. 08 


18. 42 


19.44 


NT2RP1000363 


13. 09 


13. 09 


15. 39 


13. 13 


13.38 


10.01 


NT2RP1 000376 


1.81 


1.81 


3.8 


2. 09 


1.9 


2.24 


NT2RP1 000386 


118 


118 


191.31 


146. 98 


187. 97 


155. 47 


NT2RP1 000407 


0. 72 


0. 72 


3. 16 


0. 58 


0. 89 


1.2 


NT2RP1 000409 


2. 05 


2.05 


5. 39 


2.84 


6. 59 


3.83 


NT2RP1000413 


4. 78 


4. 78 


8.03 


5. 86 


8. 89 


10.19 


NT2RP1000416 


1.5 


1.5 


2. 01 


0. 93 


3.17 


0.7 


NT2RP1000418 


2. 27 


2. 27 


6. 69 


5.08 


6. 67 


4. 85 


NT2RP1 000420 


1.77 


1.77 


5. 19 


7. 32 


7.64 


3.7 


NT2RP1 000434 


1.48 


1.48 


4. 39 


1.27 


3.12 


1 


NT2RP1 000439 


5. 02 


5. 02 


9.31 


20. 62 


28. 73 


24.75 


NT2RP1 000443 


1.8 


1.8 


3.46 


2.24 


1.61 


1.63 


NT2RP1 000447 


2. 21 


2.21 


5.57 


2.49 


2.87 


3.1 


NT2RP1 000448 


1.39 


1.39 


3. 58 


3.09 


4.4 


1.41 


NT2RP1 000451 


4.2 


4.2 


6. 37 


5. 72 


7. 27 


7.04 


NT2RP1 000458 


15.1 


15.1 


10. 53 


19. 73 


8. 72 


23.03 


NT2RP1 000460 


7. 55 


7. 55 


13.82 


8.76 


11.49 


8. 62 


NT2RP1 000465 


4. 58 


4. 58 


20.97 


20.41 


19. 98 


22.46 


NT2RP1 000468 


3. 25 


3. 25 


4.64 


3.82 


4. 1 


4.45 


NT2RP1 000470 


2. 38 


2.38 


5. 67 


3. 99 


2. 35 


3.8 


NT2RP1 000477 


1.11 


1.11 


3. 81 


1.1 


0.84 


0. 83 


NT2RP1 000478 


4. 53 


4. 53 


12. 55 


19. 87 


18. 75 


20. 39 


MT2RP1 000481 


1.23 


1.23 


3. 89 


2. 48 


4. 09 


1.2 


NT2RP1 000493 


2.44 


2.44 


3.8 


1.74 


3.83 


0. 87 


NT2RP1000513 


13. 07 


13. 07 


16. 37 


17.06 


17. 57 


18. 97 


NT2RP1 000522 


6.13 


6. 13 


12.69 


13.13 


13. 08 


10. 32 


NT2RP1 000533 


3. 72 


3. 72 


6.17 


2.92 


4.49 


2.17 
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NT2RP1 000544 


1.53 


1.53 


2. 45 


1.38 


1.24 


1.44 




NT2RP1 000547 


0. 88 


0. 88 


2. 45 


2 


1.63 


1.23 




NT2RP1O005&1 


1.7 


1.7- 


-2. 62 


2.13 


3.2 


1.1 




NT2RP1 000567 


1.66 


1.66 


4. 29 


2. 54 


4. 29 


1.77 




NT2RP1 000574 


1.99 


1.99 


4. 28 


1.5 


3.43 


1.38 




NT2RP1 000577 


3.14 


3.14 


6. 01 


3. 16 


5. 31 


2. 05 




NT2RP1 000579 


4. 64 


4. 64 


6. 24 


3. 27 


3. 97 


2. 04 




NT2RP1 000581 


5. 22 


5. 22 


3. 58 


2. 07 


1.61 


0. 93 


** 


NT2RP1 000593 


1.74 


1.74 


4.39 


2. 48 


3. 28 


2.3 




NT2RP1 000604 


3. 85 


3. 85 


7.75 


17. 25 


13. 78 


16. 39 


** 


NT2RP1 000609 


1. 15 


1. 15 


2. 21 


2. 84 


2.61 


1. 55 




NT2RP1000613 


1. 12 


1. 12 


2. 56 


1. 82 


4. 29 


0. 82 




NT2RP1 000622 


5. 94 


5. 94 


15.9 


14. 91 


19. 42 


15. 46 




NT2RP1 000627 


9. 18 


9. 18 


18. 96 


23. 88 


21. 9 


14. 86 




NT2RP1 000629 


4. 18 


4. 18 


5.9 


5. 92 


5. 32 


3. 17 




NT2RP1 000630 


6. 54 


6. 54 


7. 84 


7. 21 


7. 67 


7. 92 




NT2RP1 000639 


0. 64 


0. 64 


0. 31 


1. 53 


2. 04 


0. 28 




NT2RP1 000640 


130. 14 


130. 14 


307. 77 


227.5 


176. 05 


232. 29 




NT2RP1 000646 


4. 14 


4. 14 


9. 59 


10. 19 


11. 87 


12. 15 




NT2RP1 000659 

IV 1 fall! ■ w w w w 


2. 65 


2. 65 


7 


8. 91 


7. 99 


6. 04 




NT2RP1 000674 


13. 48 


13. 48 


28. 08 


43. 62 


45. 82 


56. 95 


** 


NT2RP1 000677 


3. 9 


3.9 


10. 76 


11. 84 


10. 19 


9. 87 




NT2RP1 000679 


2. 38 


2. 38 


3. 76 


2.3 


2. 35 


1. 05 




NT2RP1 000688 

1 1 1 fcf\l ■ www 


4. 72 


4. 72 


3. 34 


2. 76 


2. 73 


1. 83 




NT2RP1 000689 


1.44 


1. 44 


1. 86 


2. 03 


1. 22 


1. 13 




NT2RP1 000695 


1.11 


1. 11 


2.5 


2. 09 


2. 44 


1.52 




NT2RP1 000701 


0. 89 


0. 89 


1. 08 


2. 62 


2. 74 


1. 71 


* 


NT2RP1 000702 


1. 12 


1. 12 


2. 28 


3. 74 


4. 07 


3. 15 




NT2RP1000713 


2. 29 


2. 29 


2. 79 


2.8 


3.56 


2. 38 




NT2RP1 000721 


4. 14 


4. 14 


4. 49 


4.48 


3. 92 


3. 78 




NT2RP1 000730 


3.5 


3.5 


4. 83 


2. 61 


4.5 


2.41 




NT2RP1 000733 


6.08 


6. 08 


6. 56 


4. 91 


8. 12 


5. 65 




NT2RP1 000738 


3. 18 


3. 18 


8. 04 


5. 16 


5. 71 


7. 11 




NT2RP1 0007^Q 


1 11 


1 1 1 


DO 


a no 


i no 






NT2RP1 000740 


1.41 


1.41 


3. 13 


3. 63 


3. 57 


3.77 


* 


NT2RP1 000746 


1.15 


1.15 


3. 58 


2. 28 


3. 74 


1.37 




NT2RP1000750 


4 


4 


8.31 


10. 25 


10. 72 


9. 39 


* 


NT2RP1 000751 


33.15 


33.15 


59. 65 


67. 84 


64. 22 


66. 55 




NT2RP1 000767 


3.8 


3.8 


3. 64 


1.7 


2. 62 


0. 62 


* 



+ 
+ 
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NT2RP1 000769 


9.31 


9.31 


13.98 


7.42 


8. 59 


7.19 


NT2RP1 000780 


0. 86 


0.86 


1.01 


1.87 


1.13 


0. 89 


NT2RP1000782 


4. 25 


4. 25 


J2.21 


10. 24 


7. 96 


9.13 


NT2RP1 000796 


3.17 


3.17 


2. 69 


4. 23 


2.99 


2. 86 


NT2RP1 000797 


12.31 


12.31 


22. 78 


19.44 


18.64 


21.78 


NT2RP1 000800 


1.13 


1.13 


3. 74 


2. 46 


2. 66 


1.46 


NT2RP1 000825 


2.38 


2.38 


2. 91 


1.04 


1.88 


0. 87 


MT2RP1 000833 


2.5 


2.5 


2. 85 


0. 92 


2. 39 


1.26 


NT2RP1 000834 


35.44 


35.44 


66.57 


73. 98 


90. 28 


71.45 


NT2RP1 000836 


1.83 


1.83 


3.43 


1.01 


2. 39 


1.04 


NT2RP1 000837 


3. 36 


3.36 


6. 66 


3. 22 


4. 71 


3. 67 


NT2RP1 000846 


1.29 


1.29 


'5.48 


1.67 


2. 84 


1.4 


NT2RP1 000847 


1.99 


1.99 


5. 49 


2.15 


5.12 


1.64 


NT2RP1 000851 


4. 67 


4. 67 


9. 32 


6. 18 


7.94 


6. 72 


NT2RP1 000856 


14.31 


14.31 


17.46 


20. 38 


23. 22 


19. 37 


NT2RP1 000860 


2. 09 


2. 09 


4.54 


4. 02 


2.74 


4.04 


NT2RP1 000902 


5. 31 


5.31 


11.6 


6. 94 


9. 91 


7.34 


MT2RP1 000903 


2.45 


2.45 


6.26 


4.04 


3.42 


4. 24 


NT2RP1 000905 


1.76 


1.76 


4. 87 


5. 36 


5. 66 


10 


NT2RP1000915 


5. 51 


5. 51 


10. 01 


6.72 


8. 59 


9.91 


MT2RP1000916 


2.31 


2.31 


5. 51 


1.78 


3.82 


2. 09 


NT2RP1 000921 


9.38 


9. 38 


8. 73 


8. 23 


9.13 


7. 92 


NT2RP1 000943 


5.14 


5.14 


10. 76 


8. 51 


8. 55 


7.2 


MT2RP1 000944 


1.59 


1.59 


2. 21 


1.78 


1.74 


1.15. 


NT2RP1 000947 


8.5 


8.5 


14. 91 


16.51 


15.04 


14.22 


NT2RP1 000954 


2.11 


2.11 


4. 96 


2. 74 


5. 55 


3.04 


NT2RP1 000958 


6. 48 


6.48 


14.73 


4. 54 


10.17 


10.21 


NT2RP1 000959 


124.81 


124. 81 


209. 45 


128.43 


72. 65 


206.1 


NT2RP1 000966 


9. 96 


9.96 


12. 96 


14. 28 


15. 36 


21.39 


NT2RP1 000974 


2.46 


2.46 


5. 38 


3. 98 


6. 08 


3.71 


NT2RP1 000980 


3.07 


3. 07 


5.5 


4.04 


4. 53 


4. 02 


NT2RP1 000981 


4.3 


4.3 


8.09 


5. 68 


7. 26 


5. 27 


NT2RP1 000988 


6. 45 


6.45 


10. 46 


9.62 


6.44 


7. 87 


MT2RP1001002 


2.8 


2.8 


7.36 


3.94 


4. 57 


4.3 


NT2RP1001004 


4. 72 


4. 72 


8. 25 


3. 65 


4.9 


5. 37 


MT2RP1001007 


1.42 


1.42 


3.42 


1.69 


3.84 


2. 03 


NT2RP1001011 


1.94 


1.94 


5. 93 


3. 82 


5.46 


4.83 


NT2RP1001013 


4.45 


4.45 


9. 41 


5. 92 


8. 62 


5.04 


NT2RP1001014 


2. 21 


2. 21 


5.89 


3. 76 


6.64 


3.49 
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NT2RP1001020 


1.87 


1.87 


4.11 


2. 08 


3. 75 


2. 36 


NT2RP1001023 


62. 79 


62. 79 


145.09 


101.48 


105. 86 


143.96 


NT2RP1001D27 


18.11 


18.11 


-82,-66 


51.63 


59. 05 


68.9 


NT2RP1001031 


1.83 


1.83 


3. 31 


2. 05 


3. 53 


2. 25 


NT2RP1001033 


2.43 


2. 43 


6. 09 


5. 68 


5. 98 


4. 27 


NT2RP1001042 


2.94 


2. 94 


6. 47 


2. 99 


3. 85 


2.04 


NT2RP1001045 


15. 95 


15. 95 


23. 24 


40. 66 


47. 04 


44. 53 


NT2RP1001073 


6.64 


6. 64 


10. 57 


8. 32 


10. 46 


7. 33 


NT2RP1001079 


2. 91 


2.91 


6.37 


2.16 


2. 58 


1.48 


NT2RP1001080 


2.16 


2.16 


4.89 


6. 88 


4.2 


4. 56 


NT2RP1001 113 


1.07 


1.07 


3. 64 


3. 55 


3. 94 


3. 26 


NT2RP1001159 


21.42 


21.42 


43. 84 


22. 89 


23. 31 


34. 25 


NT2RP1001 173 


1.7 


1.7 


3. 07 


1.38 


4. 28 


1.52 


NT2RP1 001 1 76 


7.4 


7.4 


10. 13 


13 


9.31 


13. 95 


NT2RP1 001 1 77 


5.31 


5. 31 


5. 75 


3. 01 


5.5 


2. 02 


NT2RP1001185 


6.42 


6.42 


9. 37 


3. 79 


4.63 


2. 73 


NT2RP1001199 


3.9 


3.9 


7. 67 


6. 93 


5. 22 


3. 28 


NT2RP1001205 


7. 78 


7. 78 


19.46 


16. 66 


12. 64 


23. 28 


NT2RP1001215 


1.82 


1.82 


5. 02 


3. 79 


4.12 


3.15 


NT2RP1001225 


4. 54 


4. 54 


7. 96 


7. 56 


8. 77 


6.31 


NT2RP1001245 


7. 27 


7. 27 


10. 86 


19. 68 


21.03 


22. 13 


NT2RP1001247 


2.04 


2.04 


4.01 


1.77 


2. 89 


1.67 


NT2RP1001248 


2.81 


2. 81 


6. 79 


3. 94 


4.63 


2.4 


NT2RP1001 253 


5. 02 


5. 02 


6. 39 


4. 48 


4. 38 


3. 32 


NT2RP1001286 


6. 18 


6. 18 


7. 69 


3. 79 


3. 88 


4.12 


NT2RP1001294 


2.4 


2.4 


4. 47 


3.6 


2. 73 


4. 18 


NT2RP1001302 


2.46 


2.46 


4. 51 


4. 89 


2.9 


5. 39 


MT2RP1001310 


15. 54 


15.54 


34. 01 


21.13 


20. 75 


27.15 


NT2RP1001311 


1.9 


1.9 


3. 22 


2. 66 


3.16 


2. 38 


NT2RP1G01313 


2.6 


2.6 


7. 72 


5.45 


7. 85 


5. 78 


NT2RP1001324 


2.47 


2.47 


5.3 


3. 34 


4.17 


2. 35 


NT2RP1001349 


3.3 


3.3 


6. 29 


3.63 


3. 92 


2.14 


NT2RP1001361 


19.41 


19. 41 


18. 28 


23. 28 


28. 33 


24.16 


NT2RP1001379 


3. 82 


. 3. 82 


9. 52 


4 97 


7. 97 


7. 06 


NT2RP1001385 


2.06 


2. 06 


4.51 


4.09 


3. 89 


4.4 


NT2RP1001395 


4.96 


4. 96 


7. 86 


6. 01 


6. 32 


8.13 


NT2RP1001410 


8. 75 


8. 75 


20. 39 


15. 74 


15. 66 


9.94 


NT2RP1001424 


2. 39 


2. 39 


3. 34 


3 


3 


1.73 


NT2RP10O1432 


4.33 


4. 33 


3. 86 


2.19 


1.76 


2.05 



** 



** 
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NT2RP1001449 6.23 6.23 7.5 6.29 8.21 4.63 

NT2RP1001457 4.09 4. 09 " 4.21 2.11 2.26 2.63 ** 

NT2RP1001.459 21.54 21.54 132.97 90.96 107.97 81.08 

NT2RP1001466 5.73 5.73 14.97 11.31 9.39 10.99 

NT2RP1001475 2.45 2.45 6.31 5.98 6.67 3.9 

NT2RP1001482 3.93 3.93 9.18 15.88 13.03 8.2 

10 NT2RP1001494 1.61 1.61 4.6 4.34 4.18 2.25 

NT2RP10O15OO 3.39 3.39 8.13 8.09 8.65 7.42 

NT2RP10O1517 5.11 5.11 7.37 4.41 5.38 2.36 

1S NT2RP1001540 4.74 4.74 5.03 4.6 4.86 3.11 

NT2RP1001543 1.02 1.02 1.83 1.49 1.12 0.98 

NT2RP1001546 22.51 22.51 51.51 34.99 22.76 33.42 

NT2RP1001550 9.33 9.33 21.4 14.35 12.21 13.42 

20 NT2RP1001553 2.07 2.07 6.07 5.69 6.04 4.45 

NT2RP1001555 36.28 36.28 58.55 41.1 53.63 54.35 

NT2RP1001563 2.28 2.28 3.44 2.07 2.24 1.31 

25 NT2RP1001569 9.43 9.43 1 6 1 7.31 18.21 13.04 

NT2RP1001584 15.6 15.6 19.66 28.1 32.53 25.83 ** 

NT2RP1001599 1.18 1.18 1.95 1.27 1.19 1.24 

NT2RP1001616 5 5 11.95 9.49 6.7 8.95 

30 NT2RP1001654 11.78 11.78 18.07 16.27 16.54 18.38 

NT2RP10O1665 2.77 2.77 4.72 2.73 2.05 2.05 

NT2RP1001 679 76. 31 76. 31 1 95. 7 1 99. 2 240. 87 222. 46 

NT2RP1001681 10.11 10.11 15.1 20.39 21.03 23.99 ** 

35 

NT2RP1001694 3.58 3.58 3.82 2.45 2.38 1.97 ** 

NT2RP200O0O1 5.23 5.23 5.53 4.17 4.54 3.74 ** 

NT2RP2000006 3.49 3.49 7.32 4.12 3.88 3.4 

« NT2RP2000007 3.18 3.18 6.56 4.68 5.66 4.92 

NT2RP2000008 2.77 2.77 6.72 3.66 5.3 4.9 

NT2RP2000010 2.89 2.89 5.59 2.99 5.06 2.5 

NT2RP2000011 7.08 7.08 17.96 14.55 14.74 15.15 

NT2RP2000027 2.28 2.28 7.42 4.52 4.89 3.61 

NT2RP2000028 22.93 22.93 62.54 46.48 51.47 53.47 

NT2RP2000032 2.5 2.5 5.85 3.11 3.71 6.42 

50 NT2RP2000040 11.57 11.57 23.92 14.38 14.5 23.1 

NT2RP2000042 5.28 5.28 10.32 6.89 7.21 12.64 

NT2RP2000045 5.7 5.7 9.42 5.27 6.45 6.3 

NT2RP2000051 3.16 3.16 6.29 9.23 9.96 9.53 ** 

MT2RP2000054 2.55 2.55 6.42 3.81 5.42 2.53 
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NT2RP2000056 


3.68 


3. 68 


6. 23 


5.67 


6.89 


5.8 


NT2RP2000057 


60. 79 


60. 79 


174. 83 


212.63 


239. 81 


221.98 


NT2RP2000067 


3.1 


3.1 


-3. 86 


2. 98 


4. 36 


5. 72 


NT2RP2000070 


2.91 


2.91 


6. 27 


5.7 


5. 95 


8. 21 


NT2RP2000076 


1.66 


1.66 


4.45 


2. 98 


3. 58 


3. 23 


NT2RP2000077 


1.67 


1.67 


4. 73 


2. 43 


4. 94 


3.14 


NT2RP2000079 


3. 76 


3.76 


9.24 


5.15 


4. 81 


5. 47 


NT2RP2000088 


2.9 


2.9 


5. 22 


2.18 


3.07 


2. 21 


NT2RP2000091 


5. 84 


5. 84 


6. 54 


6.62 


8.28 


6. 72 


NT2RP2000092 


4.37 


4. 37 


6.7 


6.06 


7.67 


5. 65 


NT2RP2000097 


2. 74 


2. 74 


3. 39 


3.4 


4. 13 


4.13 


NT2RP2000098 


3.44 


3.44 


'6.83 


6. 69 


9. 01 


6. 27 


NT2RP2000108 


1.93 


1.93 


7. 24 


4.8 


6.31 


6. 68 


NT2RP2000114 


1.95 


1.95 


3. 65 


2. 58 


4. 41 


2.9 


NT2RP2000116 


3.17 


3.17 


7. 36 


5. 35 


3.85 


9.42 


NT2RP2000119 


3.14 


3.14 


7. 16 


4. 58 


7.96 


5.6 


NT2RP2000120 


3.91 


3.91 


7.62 


5. 57 


8.5 


5.8 


NT2RP2000126 


2. 86 


2. 86 


4. 86 


3. 88 


5.1 


3.44 


NT2RP2000133 


1.83 


1.83 


3. 66 


3. 13 


4. 05 


2. 01 


NT2RP2000147 


6. 28 


6.28 


12.88 


11.64 


6.51 


8. 58 


NT2RP2000153 


4.61 


4. 61 


9. 55 


10. 57 


6.49 


12.05 


NT2RP2000156 


3. 27 


3. 27 


8. 24 


5.59 


6. 55 


4. 07 


NT2RP2000157 


3.7 


3.7 


6. 33 


6.57 


5. 02 


4.15 


NT2RP20O0161 


4. 45 


4.45 


8. 82 


7. 52 


7.5 


6. 02 


NT2RP2000168 


4. 22 


4.22 


12. 63 


3.94 


6.03 


3. 88 


NT2RP2000173 


12. 56 


12. 56 


81.37 


72. 12 


92.12 


78. 68 


NT2RP2000175 


1. 9 


1.9 


3.78 


2.03 


3.33 


4.43 


NT2RP2000178 


2. 06 


2.06 


6. 06 


3. 23 


3. 01 


3. 81 


NT2RP2000183 


1.64 


1.64 


7. 82 


5.82 


6.21 


6.03 


NT2RP2000195 


3. 1 


3.1 


6.65 


6 


6. 71 


3. 22 


NT2RP2000204 


73.6 


73.6 


93.43 


102. 95 


40.16 


62. 34 


NT2RP2000205 


4 


4 


6. 56 


3.91 


5.74 


4.5 


NT2RP2000208 


3. 06 


3. 06 


9. 42 


4. 23 


6.77 


3.36 


NT2RP2000224 


13. 3 


13.3 


31.75 


18.34 


21.15 


20.93 


NT2RP2000230 


9. 96 


9. 96 


18. 99 


12. 16 


16.4 


11.95 


NT2RP2000231 


4.3 


4.3 


7. 41 


4.24 


3.43 


4.54 


NT2RP2000232 


1.08 


1.08 


2.75 


1.53 


2. 45 


0. 74 


NT2RP2000233 


8.04 


8.04 


60.44 


47.2 


64. 72 


52.31 


NT2RP2000239 


3 


3 


4.7 


8.93 


8.93 


7.01 
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NT2RP2000240 


2. 01 


2. 01 


5. 25 


2.49 


3.41 


1.45 


NT2RP2000248 


4. 29 


4. 29 


6.09 


2. 82 


2. 39 


0. 96 


NT2RP2000256 


5.7 


5. 7 


--8.25 


5. 62 


6.22 


5.44 


NT2RP2000257 


3.47 


3.47 


6.92 


4. 86 


6.52 


4. 34 


NT2RP2000258 


1.53 


1.53 


3.83 


3.88 


2.93 


3.02 


NT2RP2000261 


2.95 


2. 95 


3.94 


4. 47 


3. 59 


2.91 


NT2RP2000270 


3. 12 


3. 12 


6.26 


6. 66 


4. 06 


4.3 


NT2RP2000274 


1.78 


1.78 


3.87 


3. 48 


5. 16 


2. 56 


NT2RP2000277 


2. 18 


2.18 


6.13 


3.19 


4. 02 


2. 98 


NT2RP2000279 


2. 26 


2. 26 


4. 92 


2.43 


2. 52 


2.17 


NT2RP2000283 


5.75 


5.75 


27.65 


21.53 


27. 32 


24. 78 


NT2RP2000288 


6.29 


6.29 


*7.46 


8.9 


10. 89 


8. 64 


NT2RP2O00289 


1. 12 


1. 12 


2. 79 


3.09 


2. 77 


1.93 


NT2RP2000297 


2. 57 


2.57 


5.7 


4.8 


4.53 


6.09 


NT2RP2000298 


3. 61 


3.61 


9.64 


8. 51 


7. 66 


8.24 


NT2RP2000310 


1.43 


1.43 


2.3 


2.46 


3. 41 


1.7 


NT2RP2000327 


2.12 


2. 12 


3. 96 


3.13 


3.49 


1.57 


NT2RP2000328 


6. 95 


6. 95 


11.56 


13.43 


16.7 


14.68 


NT2RP2000329 


10.73 


10.73 


10. 17 


17. 55 


23. 92 


18.52 


NT2RP2000333 


6.35 


6.35 


6.4 


6.83 


7.17 


4.64 


NT2RP2000337 


2.05 
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5. 16 


4.43 


5. 32 


5. 31 


NT2RP2000346 


2. 55 
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5. 63 


4. 95 


NT2RP2000357 
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5. 48 
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5.35 


NT2RP2000358 
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4. 52 


5.03 
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4. 01 


NT2RP2000366 
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4. 25 


2. 32 


NT2RP2000369 
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9. 94 


44. 13 


45.2 


44.34 


NT2RP2000376 


26. 92 


26. 92 


108. 62 


84.48 


134. 63 


85.95 


MT2RP2000394 


6.49 


6.49 


5.92 


5.08 


8.52 


4. 21 


NT2RP2000396 


2.71 


2. 71 


6. 55 


7. 52 


6.8 


5.02 


NT2RP2000412 


s4.48 


4.48 


23.45 


21.42 


24.93 


20.49 


NT2RP2000414 


8.03 


8.03 


18. 69 


23.83 


18. 98 


23. 37 


NT2RP2000420 


1.12 


1. 12 


4. 11 


3.54 


3. 25 


1.97 


NT2RP2000422 


6.41 


6. 41 


13. 18 


17. 56 


17.88 


18.67 


NT2RP2000426 


21. 59 


21 . 59 


80. 94 


87. 94 


110. 97 


74. 98 


NT2RP2000428 


24. 92 


24.92 


43. 91 


34. 21 


35. 59 


30.95 


NT2RP2000438 


5.06 


5.06 


5.17 


5. 62 


6.94 


5.11 


NT2RP2000447 


4. 14 
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9.68 


7.3 


7. 08 


7. 16 


NT2RP2000448 


3.03 
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4. 63 


4. 57 


3. 57 


3. 17 
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2. 47 
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4.93 


2.82 


3. 15 
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NT2RP2000479 
NT2RP2000498 
NT2RP2000503 
NT2RP2O0051O 
NT2RP2000514 
NT2RP2O00516 
NT2RP2O00523 
NT2RP2O00533 
NT2RP2000540 
NT2RP2000547 
NT2RP2000557 
NT2RP2000558 
NT2RP2000564 
NT2RP2000565 
NT2RP2000583 
NT2RP2O00591 
NT2RP2O00599 
NT2RP2000601 
NT2RP2000603 
NT2RP2000610 
NT2RP2000614 
NT2RP2000616 
NT2RP2000617 
NT2RP2000623 
NT2RP2O00634 
NT2RP2000636 
NT2RP2000638 
NT2RP2000644 
NT2RP2OO0649 
NT2RP20O0652 
NT2RP2000656 
NT2RP2000658 
NT2RP2000663 
MT2RP2000664 
NT2RP2000668 
NT2RP2000678 
MT2RP20O0694 
NT2RP2000704 
NT2RP2000710 



3.3 3.3 7.51 

3. 07 3. 07 6. 25 
2.47 2.47- -4. 46 
4.01 4.01 6.19 
2. 65 2. 65 2. 51 

4. 72 4. 72 9. 77 

2.21 2.21 3.17 
17.82 17.82 29.05 

1.98 1.98 4.66 

3. 1 3. 1 5. 26 

4. 26 4. 26 6. 96 

3.43 3.43 * 7. 17 

3. 04 3. 04 7. 2 

4.54 4.54 11.07 

14.8 14.8 44.9 

0. 81 0. 81 3. 81 

1.85 1.85 4.1 

1.78 1.78 4.67 

2. 58 2. 58 4. 44 

3. 77 3. 77 7. 23 
75.85 75.85 129.42 

1.81 1.81 4.89 

2.17 2.17 6.73 

3. 1 3. 1 5. 36 

1.56 1.56 3.92 

3. 78 3. 78 8. 64 

4. 37 4. 37 8. 91 

2. 22 2. 22 5. 47 
8.96 8.96 15.76 
3. 35 3. 35 4. 58 

3. 73 3. 73 6. 93 

1.08 1.08 2.64 

4. 23 4. 23 6. 9 

4.24 4.24 10.24 
7.49 7.49 26.84 
1.77 1.77 3.19 
4. 89 4. 89 8. 39 

1.8 1.8 5.63 

4. 51 4. 51 9. 96 



5. 33 5. 71 5. 06 

4. 48 5. 09 3. 9 
2.54 2.82 1.52 

5. 08 6. 45 3. 7 
1.94 2.25 1.63 
4.92 5.29 5.18 
1.92 2.44 2.63 

22.57 27.56 30.78 

3.01 5.41 5.18 

4. 38 5. 27 3. 71 

4. 34 6. 5 3. 32 
6.43 7.11 8.26 
3. 49 8. 03 4. 77 
7. 64 9. 24 9. 98 
49.6 34.93 49.08 

1.53 2.61 1.21 

1.97 3.43 2.36 

1.28 2.48 1.3 

2. 54 2. 84 2. 98 
6. 32 7. 62 5. 53 

130.63 184.38 188.58 

3. 9 5. 1 3. 83 

5. 78 6. 82 6. 26 
3. 46 5. 1 3. 49 

2. 29 3. 34 2. 02 

6. 27 7. 6 6. 62 
4. 57 7. 41 5. 69 
3.41 4.16 3.45 

13.65 17.22 13.07 

3. 57 4. 36 2. 72 

4. 83 3. 91 4. 08 

1.51 3.18 1.43 

5. 98 7. 21 5. 9 
12.72 12.54 16.44 
16.92 20.41 17.17 

1.77 2.09 1. 13 

11.06 13 13.36 

2.99 3.13 3.67 
6. 72 8. 08 7. 23 
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13.91 
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1.17 
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5. 74 


2. 95 


5. 22 
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9.08 


52. 24 


46. 37 


59. 37 


52. 89 


NT2RP2000777 
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18. 43 


26. 91 
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24. 47 
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21.32 
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^3.91 
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67. 59 


58. 16 


NT2RP2000793 
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3. 57 


4. 38 
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9.17 


6. 66 
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6.46 


4. 69 


5.45 
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6. 65 


6.65 


17.51 


16.43 


14.35 


16. 89 


NT2RP2000814 


4. 16 


4. 16 


4. 97 


3. 75 


4.6 


3. 29 


NT2RP2000816 


1. 84 


1.84 


5. 64 


4. 64 


5. 19 


3. 58 


NT2RP2000818 


3. 28 


3. 28 


5. 19 


3. 18 


3. 66 


1.95 


NT2RP2000819 


2. 76 


2. 76 


5. 79 


3. 03 


3. 05 


1.94 


NT2RP2000841 


4. 35 


4. 35 


4.51 


2. 17 


2. 48 


1.65 


NT2RP2000842 


7.8 


7.8 


9. 57 


13. 62 


14.25 


12. 66 


NT2RP2000845 


2. 52 


2. 52 


8. 31 


7.51 


6. 76 


6. 93 


NT2RP2000863 


2. 45 


2.45 


3. 48 


3. 82 


3. 37 


2. 47 


NT2RP2000880 


5. 96 


5. 96 


11.61 


9.5 


11. 13 


10. 25 


NT2RP2000892 


4.3 


4.3 


6. 43 


6.54 


6. 97 


5. 01 


HT2RP2000894 


5.59 


5.59 


11.88 


5. 41 


5. 59 


2.16 


NT2RP2000903 


5.71 


5.71 


9.12 


10. 73 


11.92 


7.44 


NT2RP2000906 


4. 56 


4. 56 


5. 39 


2. 63 


3. 78 


2.19 


HT2RP2000910 


4. 34 


4. 34 


4. 26 


2.9 


2.7 


1.68 


NT2RP2000931 


10.97 


10. 97 


18. 36 


20. 51 


19. 28 


24.6 


NT2RP2000932 


2. 86 


2. 86 


5. 43 


4.8 


4. 72 


4. 21 


NT2RP2000938 


18. 41 


18. 41 


42. 99 


35. 71 


30.01 


43. 52 


NT2RP2G00941 


7 02 


7 02 


14 98 


1ft 7 

ID. / 


14 88 


14. 48 


NT2RP2000957 


3.19 


3.19 


4.11 


4. 26 


3. 66 


2. 71 


NT2RP2000958 


7 


7 


6. 84 


10.43 


12. 36 


7.8 


NT2RP200G959 


9. 88 


9.88 


14. 99 


13. 92 


17. 38 


10. 69 


NT2RP2000965 


5. 05 


5. 05 


7. 82 


15. 73 


18. 97 


16.02 


NT2RP2O00970 


2. 31 


2.31 


6.72 


5.14 


5 


4. 62 



30 NT2RP2000841 4.35 4.35 4.51 2.17 2.48 1.65 ** 
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NT2RP2000973 
NT2RP2000985 
NT2RP2000987 
NT2RP2000997 
NT2RP2001024 
NT2RP2001028 
NT2RP2001036 
NT2RP2001039 
NT2RP2001044 
NT2RP2001056 
NT2RP2001065 
NT2RP2001067 
NT2RP2001070 
NT2RP2001081 
NT2RP2001087 
NT2RP2001094 
NT2RP2001119 
NT2RP2001127 
NT2RP2001133 
NT2RP2001137 
NT2RP2001142 
NT2RP2001149 
NT2RP2001168 
NT2RP2001173 
MT2RP2001174 
NT2RP2001184 
NT2RP2001196 
NT2RP2001200 
NT2RP2001218 
NT2RP2001223 
NT2RP2001226 
NT2RP2001227 
NT2RP2001232 
NT2RP2001233 
NT2RP2001245 
NT2RP2001246 
NT2RP2001268 
NT2RP2001270 
NT2RP20O1276 



0.9 0.9 1.47 

2.69 2.69 ' 6 

1.89 1.89 3.31 

13.83 13.83 23.99 

2. 86 2. 86 5. 34 

4. 66 4. 66 4. 2 

5.14 5.14 8.86 
1.08 1.08 3.18 
1.13 1.13 2.5 

4.97 4.97 28.32 
2. 38 2. 38 6. 24 

2.98 2.98 '5.38 
3. 3 3. 3 7. 63 

2.91 2.91 8.19 
3. 93 3. 93 2. 36 
0.69 0.69 1.37 
2.02 2.02 6.11 
1.53 1.53 4.04 

2. 45 2. 45 4. 73 
2. 68 2. 68 4. 07 

3. 88 3. 88 7. 47 
2. 7 2. 7 2. 98 

6 6 7. 81 

4.15 4.15 7.88 
9.23 9.23 14.98 
2. 78 2. 78 5. 46 
1.62 1.62 5.93 
3.85 3.85 9.36 
2. 29 2. 29 5. 69 
2. 65 2. 65 5. 03 
4.34 4.34 10.19 
4.45 4.45 6.12 
6.44 6.44 13.95 
4.02 4.02 10.57 
4. 21 4. 21 8. 03 

6. 3 6. 3 9. 84 

6.19 6.19 18.1 

4.78 4.78 9.11 

4.92 4.92 13.29 



2.56 2.64 1.57 

9.28 6.29 13.98 

4.54 3.17 1.66 
38.12 29.73 40.96 

3.61 3.12 2.36 

2. 65 4. 09 0. 99 

6.16 6.44 4.91 

3.47 1.14 2.24 

2.53 1.89 2.8 

20.16 26.9 18.16 

7. 45 7. 4 5. 69 

4.12 5.29 2.41 
4.72 6.17 3.58 

4.8 6.68 " 3.9 

2.06 2.92 1.61 

1.25 1.15 1.04 

5. 86 4. 44 4. 35 

2. 69 1. 85 2. 1 

4. 06 3. 61 3. 6 

2. 3 2. 82 2. 9 

3. 37 2. 83 2. 42 

2.11 3.39 1.32 

6. 8 7. 01 5. 75 

3.98 3.09 5.44 

14.12 15.45 18.01 

4.21 7.18 4.64 

3. 14 3. 28 2. 94 

5. 02 4. 25 7. 88 

2. 55 3. 89 3. 6 
1.95 3.69 3.31 
6. 95 5. 72 7. 35 

3. 2 3. 62 6. 01 

7.13 9.79 13.66 
7.04 7.77 8.01 
9.47 11.82 11.16 

9 11.28 11.57 

17.61 16.26 18.55 

5.68 8.7 10.04 

12.73 10.92 12.73 
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NT2RP2001277 3.11 3.11 7.02 4.91 6.22 10.82 

NT2RP2001290 2.71 2.71 6.46 4.42 5.61 6.01 

NT2RP2001295 5.46 5.46—9.44 5.13 5.98 7.92 

NT2RP2001297 118.17 118.17 120.73 139.il 97.16 145.76 

MT2RP2001301 9.12 9.12 18.56 15.89 19.62 14.24 

NT2RP2001312 2.7 2.7 5.68 5.6 4.59 6.04 

NT2RP2001327 4.73 4.73 5.69 6.39 8.53 11.86 

NT2RP2001328 8.44 8.44 20.87 16.32 23.25 23.16 

MT2RP2001341 4.59 4.59 9.22 3.06 7.65 7.21 

NT2RP2001347 3.09 3.09 8.54 5.54 9.55 6.9 

NT2RP2001366 10.33 10.33 48.06 54.83 51.5 52.33 

NT2RP2001378 2.33 2.33 ' 3. 77 3.74 4.64 5.02 

NT2RP2001381 2.82 2.82 6.86 5.79 6.62 8.37 

NT2RP2001388 3.25 3.25 6.71 4.54 5.11 5.2 

NT2RP2001391 443.52 443.52 734.13 742.83 990.71 747.95 

NT2RP2001392 2.98 2.98 6.43 4.58 3. 16 4.18 

MT2RP2001394 3.3 3.3 8.55 8.35 6.09 10.15 

MT2RP2001397 5.04 5.04 6.79 7.33 5.68 12.2 

MT2RP2001400 3.1 3.1 6.4 3.43 6.25 2.92 

NT2RP2001408 3.31 3.31 6.13 4.02 5.97 5.62 

30 NT2RP2O01420 5.63 5.63 12.09 8.09 9.97 9.17 

MT2RP2001423 4.71 4.71 9.71 6.21 8.29 7.19 

NT2RP2001427 2.68 2.68 5.32 3.69 4.61 5.49 

35 NT2RP2001428 2.71 2.71 7.13 5.49 3.78 3.03 

MT2RP2001436 4.27 4.27 8.85 5.84 2.85 4.84 

NT2RP2001440 2.89 2.89 7.34 10.24 10.15 11.98 * 

MT2RP2001445 2.43 2.43 6.75 5.86 5.55 5.89 

40 MT2RP2001449 4.37 4.37 6.41 5 4.74 5.02 

MT2RP2001450 3.19 3.19 6.75 2.26 5.4 8.59 

NT2RP2001467 4.53 4.53 10.28 5.32 4.72 6.5 

4s NT2RP2001469 4.74 4.74 6.79 8.22 11.04 7.18 

NT2RP2001480 6.54 6.54 26.68 14.98 12.63 15.42 

NT2RP2001495 5.86 5.86 11.96 8.16 9.04 10.39 

NT2RP2001499 8.25 8.25 1 6.78 10.05 14.46 9.66 

so NT2RP2001506 2.79 2.79 7.24 5.32 8.19 5.33 

NT2RP2001508 10.59 10.59 13.66 18.74 20.49 21.92 ** 

NT2RP2001511 6.41 6.41 9.74 6.08 8.63 6.53 

NT2RP2001514 7.04 7.04 7.02 7.24 6.44 6.38 

NT2RP2001520 2.93 2.93 4.84 2.6 3.19 2.87 
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NT2RP3004332 1 1 . 69 1 1 . 69 1 00. 1 1 78. 54 1 02. 41 76. 72 

NT2RP3004334 1.49 1.49 6.97 8.56 6.06 9.06 

NT2RP3004336 2.11 2.11 - 6.24 6.02 4.44 5.63 

NT2RP3004338 3.09 3.09 8.41 10.22 9.52 16.47 

NT2RP3004341 1.81 1.81 4.56 6.13 5.17 9.13 

NT2RP3004345 4.1 4.1 8.68 9.3 9.63 8.48 

NT2RP3004348 5.06 5.06 11.25 13.04 10.79 12.54 

NT2RP3004349 5 5 7. 5 4. 89 7.75 5.76 

NT2RP3004355 5.57 5.57 7.09 7.55 7.07 7.18 

NT2RP3004356 5.76 5.76 21.51 11.29 15.14 15.56 

NT2RP3004360 3.4 ' 3.4 5.26 6.01 5.32 7.85 

MT2RP3004361 2.6 2.6 * 6.26 7.67 7.3 8.87 

NT2RP3O04374 3.06 3.06 10.09 8.8 6.6 5.75 

NT2RP3004378 10.48 10.48 18.57 28.26 24.09 34.81 

NT2RP3004399 3.88 3.88 5.77 3.53 3.17 9.06 

NT2RP3004405 4. 07 4. 07 6. 77 3. 03 5. 52 3. 93 

NT2RP3004406 5.36 5.36 6.23 5.19 6.03 6.12 

NT2RP3004411 5.93 5.93 13.28 8.08 6.39 9.51 

MT2RP3004424 1.53 1.53 2.43 3.27 1.81 2.83 

NT2RP3004428 3.03 3.03 5.36 5.07 3.82 4.09 

30 NT2RP3004432 3.3 3.3 3.52 3.61 3.11 4.38 

NT2RP3004434 3.42 3.42 8.41 7.28 9.09 7.99 

NT2RP3004446 3.29 3.29 4.6 3.29 4.1 2.63 

NT2RP3004451 3.2 3.2 6.01 3.89 3.38 2.48 

JO 

NT2RP3004454 2.96 2.96 4.16 2.69 3.5 2.5 

NT2RP3004466 3.5 3.5 7.89 5.25 3.85 5.61 

NT2RP3004470 7.42 7.42 24.53 18.4 16.35 24.72 

40 NT2RP3004472 2.49 2.49 4.4 3.97 3.84 3.88 

NT2RP3004475 1.71 1.71 5.52 2.72 5.93 3.9 

NT2RP3004480 14.12 14.12 17.04 18.94 10.5 18.82 

4s NT2RP3004481 5.42 5.42 11.37 5.04 7.37 12.39 

NT2RP3004490 2.66 2.66 8.45 3.92 7.03 8.25 

NT2RP3004496 4.8 4.8 14.38 7.22 9.3 11.08 

NT2RP3004498 6.39 6.39 21.39 16.86 15.11 18.92 

so NT2RP3004503 - 2.78 2.78 9.34 4.85 6.23 5.88 

NT2RP3004504 3.91 3.91 11.09 6.05 10.67 11.52 

NT2RP3004505 17.38 17.38 28.56 37.35 26.72 37.82 

NT2RP3004507 1.57 1.57 6.6 2.52 5.52 1.68 

55 
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4.34 

40 NT2RP3004669 2.01 2.01 5.36 4.01 5.33 3.46 

14. 23 
48.77 
14. 87 
5. 98 
24.7 
11.01 

so NT2RP4000041 14.46 14.46 34.8 22.01 17.41 23.68 

5.3 
4.05 
8. 96 

55 
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31.23 24.92 23.85 26.39 

8.45 4.99 6.44 4.67 
44.22 48.67 57.52 39.19 

6.96 8.48 13.07 9.08 

8.13 4.07 4.55 6.48 
11.02 7.11 10.05 7.64 

5.14 3.47 3.67 3.78 
11.62 9.05 11.58 14.23 
10.16 4.38 6.77 11.94 

5.42 3.18 3.19 5.5 

73.59 62.12 70.23 70.61 

20.59 22.93 34.62 26.63 

45.27 39.01 43.59 45.92 

8.16 7.88 7.14 9.75 

4.26 2.27 2.55 2.12 

16.76 8.33 10.2 11.08 

77.78 63.81 71.76 68.24 

5.54 1.57 3.16 2.38 

10.81 8.38 6.75 13.2 

0.83 0.37 0.72 2.48 

14.84 7.18 9.13 9.04 

22.64 9.22 11.44 21.13 

6.98 5.06 5.43 4.73 

3.72 2.04 2.58 2.83 

7.51 3.62 7.12 5.99 

5.18 3.19 5.23 2.95 

5.5 4.85 5.53 6.5 

6.46 4.31 7.01 5.59 
204.63 128.93 93.38 116.03 

94.1 78.97 76.6 82.02 

9.77 9.09 5.99 10.79 

26.52 22.08 28.3 26.61 

15.61 12.95 15.02 10.08 

11.52 9.41 14.74 9.13 

3.63 1.15 2.35 2.12 

26.11 18.6 21.68 21.68 

26.64 14.47 12.79 19.19 

7.56 7 6.98 6.46 

7.2 3.07 5.03 3.27 
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NT2RP4000447 10.3 10.3 64.21 64.91 71.82 68.48 

NT2RP4000448 5.59 5.59 6.67 4.32 3.56 6.27 

NT2RP4000449 5.67 5.67- -20.48 14.2 19.45 14.67 

NT2RP4000453 3.53 3.53 6.32 9.02 10.32 10.12 

NT2RP4000455 2.64 2.64 3.98 1.81 1.75 2.4 

NT2RP4000456 12.57 12.57 21.7 14.7 9.86 13.58 

NT2RP4000457 1.54 1.54 7.12 3.9 7.55 2.98 

NT2RP4000461 5.7 5.7 9.84 7.65 6.41 4.6 

NT2RP4000462 11.76 11.76 15.32 11.86 11.53 17.37 

MT2RP4O0O463 10.2 10.2 52.59 50.66 69.3 48.36 

NT2RP4000471 6.36 6.36 10.74 5.74 6.23 4.98 

i 



MT2RP4000472 3.97 3.97 4.41 1.27 1.27 1.66 ** 

MT2RP4000476 27.14 27.14 52.56 74.95 94.93 65.35 * 

20 NT2RP4000480 11.56 11.56 29.27 19.08 9.95 26.66 

NT2RP4000481 2.29 2.29 4.76 3.73 4.16 4.33 

NT2RP4000483 1 . 38 1 . 38 7. 59 7. 58 7. 85 6. 26 

25 NT2RP4000487 1.54 1.54 4.9 2.26 3.17 0.91 

MT2RP4000496 2.16 2.16 4.98 2.95 4.07 3.65 

NT2RP4000497 17.15 17.15 22.33 34.9 44.46 29.9 * 

MT2RP4000498 10.46 10.46 21.39 20.15 30.33 24.49 

30 NT2RP4000500 2.43 2.43 3.21 2.03 1.49 1.39 * 

MT2RP4000507 5.63 5.63 9.02 12.49 10.62 17.51 * 

MT2RP4000515 12.85 12.85 88.89 90.3 101.29 96.12 

3g MT2RP4000516 8.77 8.77 26.09 19.63 21.76 21.82 

MT2RP4000517 3.22 3.22 5.73 4.69 5.89 4.79 

MT2RP4000518 3.42 3.42 7.4 4.47 6.05 3.82 

NT2RP4000519 2.9 2.9 5.76 2.18 2.22 1.77 
40 NT2RP4000524 4.2 4.2 3.44 2.05 1.72 1.3 ** 

MT2RP4000528 3.67 3.67 3.06 3.01 3.27 8.01 

NT2RP4000537 35.4 35.4 62.6 36.23 3D. 93 44.52 

MT2RP4000541 2.04 2.04 2.45 3.34 4.33 3.09 * 

NT2RP4000543 2.93 2.93 8.94 7.96 9.72 8.75 

MT2RP4000545 4.03 4.03 6.38 4.99 6.43 4.78 

NT2RP400O546 3.34 3.34 5.93 5.53 4.9 6.03 

so NT2RP4000549 23.81 23.81 56.48 41.6 51.57 38.82 

NT2RP4000556 7.36 7.36 13.04 14.69 15.54 12.07 

NT2RP4000557 6.1 6.1 4.53 1.82 3.97 6.27 

MT2RP4000558 30.12 30.12 94.28 68.16 57.01 73.2 

NT2RP4000560 14.8 14.8 52.31 49.75 58.69 56.12 



55 



1272 



EP 1 074 617 A2 



10 



15 



20 



25 



NT2RP4000568 1.72 1,72 3.83 5.6 6.08 4.46 * 

NT2RP4000583 11.61 11.61 20.2 23.65 14.97 20.56 

NT2RP4000585 3.04 3.04 ~-4. 14 3.12 2.55 3.24 

NT2RP4000588 8.65 8.65 12.77 14.58 16.96 13.55 * 

NT2RP4000590 24.89 24.89 41.97 41.86 50.81 32.65 

NT2RP4000599 4.29 4.29 3.24 2.44 2.23 3.59 

NT2RP4000603 14.08 14.08 33.32 31.06 21.01 29.12 

NT2RP4000607 2.41 2.41 10.04 4.45 7.87 15.35 

NT2RP4000614 6.14 6.14 15.21 15.57 12.53 15.19 

NT2RP4000634 6.61 6.61 11 7.78 9.84 10.31 

NT2RP4000638 3.59 3.59 7.77 8.45 5.8 4.73 

NT2RP4000648 3.13 3.13 4. 26 2. 54 2. 69 2. 1 9 

NT2RP4000657 9.94 9.94 15.38 15.95 18.93 14.49 

NT2RP4000691 5.76 5.76 5.82 4.92 7.47 7.73 

NT2RP4000697 3.74 3.74 8.5 5.55 6.56 6.12 

NT2RP4000704 8.91 8.91 47.2 44.17 54.81 38.14 

NT2RP4000710 40.22 40.22 98.85 90.4 59.28 83.71 

NT2RP4000713 4.35 4.35 19.92 16.67 20.85 15.52 

NT2RP4000724 6.29 6.29 12.5 8.19 9.81 7.83 

NT2RP4000725 3.61 3.61 4 1.88 1.74 2.33 ** 

30 NT2RP4000728 10.13 10.13 41.12 43.53 66.46 39.83 

NT2RP4000737 4.07 4.07 2.15 3.63 3.09 3,28 

NT2RP4000739 5.07 5.07 7.71 4.61 3.63 5.84 

35 NT2RP4000749 2.4 2.4 5.29 2.59 3.97 1.68 

NT2RP4000769 4.93 4.93 10.12 4.67 6.27 6.2 

NT2RP4000774 3.34 3.34 8.87 5.12 6.63 4.27 

NT2RP4000781 2.15 2.15 5.12 2.06 2.26 1.55 

40 NT2RP4000783 6.81 6.81 15.16 13.48 15.44 12.67 

NT2RP4000787 1.45 1.45 2.27 0.31 0.51 0.54 * 

NT2RP4000788 3.58 3.58 23.26 16 18.3 18.73 

NT2RP4O00792 3.68 3.68 5.64 5.5 5.8 9.45 

NT2RP4000809 43.7 43.7 56.09 46.75 50.47 81.62 

NT2RP4000817 3.65 3.65 7.83 7.92 7.25 5.82 

NT2RP4000821 31.34 31.34 38.66 28.32 33.11 25.22 

so NT2RP4000822 2.46 2.46 5.91 4.29 6.19 2.6 

NT2RP4000823 697. 74 697. 741 127. 48 923. 16 1026. 8 947. 85 

NT2RP4000831 9.98 9.98 61.97 44.37 68.47 50.69 

NT2RP4000833 3.19 3.19 11.26 6.73 7.19 11.91 

NT2RP4000837 1.41 1.41 4.03 1.56 3.65 2.29 
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PLACE1001536 


0.61 


2.5 


1.52 


2.11 


3.2 


1.9 


PLACE1001545 


17. 97 


23.9 


38.46 


33.78 


45. 13 


66. 08 


PLACE1001551 


2. 55 


6. 26 


6.15 


4. 72 


6. 59 


6.71 


PLACE1001564 


1.37 


4. 87 


2. 88 


4. 01 


3. 57 


3.7 


PUCE1001570 


2. 62 


5. 95 


4.18 


2.19 


3. 82 


4. 32 


PLACE1001571 


2.04 


4. 51 


6.07 


5. 69 


6. 27 


5.81 


PLACE1001595 


4. 73 


4. 64 


10.04 


11.6 


8. 27 


5. 28 


PLACE1001602 


7. 23 


8. 39 


18. 65 


20. 38 


18. 68 


19. 71 


PLACE1001603 


2. 01 


3. 83 


5. 37 


6.86 


5.86 


4. 56 


PLACE1001608 


3.44 


7. 22 


5.9 


5.82 


7. 73 


8.7 


PLACE1001610 


3. 77 


8.4 


8. 22 


9. 26 


9. 49 


9.85 


PLACE1001611 


1.94 


7. 34 


3. 65 


2. 28 


3. 85 


1.88 
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PLACE1001629 


0. 78 


6. 77 


2. 24 




PLACE1001632 


1.66 


8. 26 


4. 04 ' 


5 


PLACEHJ01634 


7.4 


9. 92 


•39. 12 




PLACE1001637 


0. 84 


2. 16 


1. 25 




PLACE1001640 


1.33 


3. 27 


4. 66 


10 


PLACE1001655 


0. 83 


2. 93 


2. 06 


PLACE1001672 


1.84 


7.04 


4.01 




PLACE1001676 


1.38 


8. 49 


3. 54 




PLACE1001683 


12. 79 


23. 62 


24.61 


15 


PLACE1001691 


3. 41 


12. 29 


6. 72 




PLACE1001692 


1.47 


2. 96 


5. 25 

i 

9. 88 




PLACE1001705 


3. 02 


3. 75 


20 


PLACE1001716 


1.68 


3 


2. 61 


PLACE1001720 


1.49 


2. 62 


2.21 




PLACE1001728 


1.43 


6.19 


4. 24 




PLACE1001729 


2.12 


8.13 


4.44 


25 


PLACE1001739 


2.61 


9. 55 


4.04 




PLACE1001740 


0. 92 


5. 36 


2. 09 




PLACE1001745 


1.15 


0. 98 


3.22 




PLACE1001746 


1.04 


2. 25 


2.55 


30 


PLACE1001748 


4. 74 


7. 01 


8.18 




PLACE1O01753 


2.06 


3. 54 


3. 29 




PLACE1001756 


5.6 


11.31 


38. 07 


35 


PLACE1001760 


6. 54 


12. 23 


12. 85 


PLACE1001767 


11.26 


14. 98 


59. 72 




PLACE1001771 


1.96 


6. 64 


4. 03 




PLACE1001775 


2. 23 


2. 81 


6. 72 


40 


PLACE1001777 


83. 34 


145.9 


190. 82 




PLACE1001781 


1.9 


3. 86 


4. 91 




PLACE1001783 


0. 76 


3.21 


2. 06 


45 


PLACE1001786 


1.77 


6. 61 


2. 72 


PLACE1001788 


5.16 


9. 07 


7.14 




PLACE1001795 


1.92 


4.4 


4. 82 




PLACE1001799 


0. 69 


3. 62 


2.11 


50 


PLACE1001810 


0. 89 


1.52 


1.76 




PLACE1001817 


5.53 


6.12 


10. 88 




PLACE1001821 


4. 68 


6. 07 


7.11 




PLACE1001836 


0.91 


3.12 


2. 38 


55 


PLACE1001844 


1.55 


5. 1 


3.48 



3. 62 3. 36 3. 52 

4.3 4.14 4.37 

23.85 32.41 18.38 

1.41 2.4 1.1 
2. 68 4. 85 4. 49 
2.82 2.14 2.02 

3. 3 4. 41 4. 09 

4. 63 4. 77 3. 85 

25.33 30.22 27.13 

9. 03 8. 96 9. 83 

5.87 5.6 5.13 

10.06 9.21 8.32 

2. 24 3. 79 3. 58 

1.56 2.45 1.71 

1.96 2.04 2.51 

3.8 4.52 4.36 

4.95 7.24 6.16 

1.92 2.1 1.69 

1.87 2.48 2.31 

4. 64 3. 4 2. 82 

8.19 6.58 5.96 

7. 44 5. 57 5. 82 
31.78 44.99 35.99 

16.36 16.96 16.66 

45.37 61.46 45.39 

4. 32 5. 22 4. 54 
5.1 3.11 4.79 

142.92 71.27 59.69 

8. 72 3. 39 2. 3 
4.84 2.09 1.54 

3. 7 3. 32 2. 6 

10.52 8.74 9.32 

5. 42 4. 61 5. 42 
1.86 2.83 1.97 
2.73 3.91 1.73 

10.56 9.4 6.38 

8. 37 9. 92 4. 99 

2.69 4.12 2.63 

4. 42 4. 36 4. 09 
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15 



PLACE1001845 3.62 8.38 7.39 7.88 7.55 9.93 

PLACE1001858 2.56 6.58 3.52 5.26 7.48 6.05 

PLACE 1001 869 3.13 7.15 - 4. 85 6.09 6.46 5.66 

PLACE1001890 11.74 11.92 21.45 173.44 255.31 125.13 * + 

PLACE1001897 9.19 13.85 16.44 22.22 23.13 12.95 

PLACE1001902 10.13 12.6 21.53 22.74 27.67 12.77 

PLACE1001904 1.38 3.72 1.51 2.45 2.53 2.35 

PLACE1001907 3.36 6.76 5.71 7.67 5.67 5.59 

PLACE1001910 83.6 82.16 135.34 301.29 325.42 244.59 ** + 

PLACE1001912 1.53 6.6 3.36 5.54 5.48 4.85 

PLACE1001918 17.31 22.95 30.16 31.14 40.44 40.02 * + 

PLACE1001920 2.07 3.51 *5.43 11.97 13.8 11.4 ** + 

PLACE1001928 3.06 2.96 4.67 5.29 9.7 5.31 

20 PLACE1001930 1.17 3.92 2.2 2.9 4.73 3.22 

PLACE1001949 1.16 3.67 1.78 3.84 4.24 3.18 

PLACE1001959 1.36 4.7 3.16 2.63 3.17 2.26 

25 PLACE1001969 2.09 7.83 7.21 6.56 10.73 6.57 

PLACE1001974 7.39 11.98 11.87 11.43 16.09 16.06 

PLACE1001981 0.77 4.38 3.22 1.77 3.88 2.36 

PLACE1001983 3.81 4.12 5.32 5.92 6.16 5. 72 * + 

so PLACE1001989 2.34 4.15 5.02 4.37 5.91 3.72 

PLACE1002004 3.07 4.06 8.05 9.22 9.69 7.18 

PLACE1002008 8.4 11.76 17 23.36 22.19 22.42 * + 

PLACE1002015 26.96 30.92 67.62 105.75 88.42 94.15 * + 

PLACE1 002044 3.79 8.07 5.86 4.64 6.39 6.4 

PLACE1 002046 1.78 5.68 1.9 4.3 5.79 4.97 

PLACE1 002052 1.09 4.98 2.26 1.38 2.41 2.32 

PLACE1 002066 4.79 6.3 8.29 10.24 10.77 9.93 * + 

PLACE 1002072 2.55 3. 91 4. 86 6 5.48 6 * + 

PLACE1 002073 0.51 2.83 2.29 2.35 4.06 2.91 

PLACE1 002080 1.81 6.49 6.13 4.76 6.82 5.72 

PLACE1 002081 1.66 6.13 4.06 3.74 4.86 4.3 

PLACE1 002090 7.74 16.55 13.87 12.53 14.4 19.41 

PLACE1002095 2.97 6.22 8.45 10.01 10.18 11.32 * + 

PLACE1 002102 4.26 8.56 8.81 9.47 9.56 10.67 

PLACE1002109 2.57 5.08 3.81 4.66 6.17 6.32 

PLACE1002115 1.75 3.57 2.48 2.78 4.26 2.59 

PLACE1002119 15.65 15.3 35.78 37.28 32.59 38.23 

« PLACE1002140 5.25 8.45 14.05 19.93 17.14 17.19 * + 



35 



40 



45 



50 
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PLACE1002150 
PLACE1002153 
PLACE1-002157 
PLACE1002163 
PLACE1002168 
PLACE100217O 
PLACE10O2171 
PLACE1002180 
PLACE1002184 
PLACE1 002200 
PLACE1 002205 
PLACE1002213 
PLACE1002219 
PLACE1 002227 
PLACE1 002253 
PLACE1 002256 
PLACE1 002259 
PLACE1 002285 
PLACE1 002301 
PLACE1 002310 
PLACE1 002311 
PLACE1002319 
PLACE1 002329 
PLACE1 002333 
PLACE1 002342 
PLACE1 002343 
PLACE1 002355 
PLACE1 002358 
PLACE1 002359 
PLACE 1002374 
PLACE 1002376 
PLACE1 002379 
PLACE1 002386 
PLACE1 002395 
PLACE1 002399 
PLACE 1002407 
PLACE1 002433 
PLACE 1002437 
PLACE1 002438 



1.54 8.26 

1.6 5.75 

0. 87 2. 96 

2. 13 4. 67 

2. 39 4. 04 

2. 73 3. 53 

3.09 6.11 

3.16 6.23 

9.2 15.58 

1.35 5.67 

3. 3 6. 47 

2.2 4.16 

1.05 1.91 

0. 68 2. 65 

0. 32 2. 67 

1.16 4.78 

1.46 5.69 

1.16 10.74 

9.42 17.5 

4.28 10.16 

1.84 2.94 

2. 31 2. 64 
0. 56 2. 54 
1.34 3.1 
4.19 9.04 
0. 49 6. 98 
1.31 9.39 
1.15 7.94 
1.91 2.17 

29.69 28.18 

3. 58 5. 91 
6. 24 7. 66 
0. 86 5. 32 
3. 69 9. 97 
2.38 11.09 
1.09 5.22 
1.63 2.17 
0.79 1.4 
0. 74 2. 38 



4. 25 3. 23 

2. 58 3. 47 

4. 72 1.76 

4. 55 6. 21 

4. 42 4. 68 

7. 35 4. 89 

10.02 18.44 

6. 77 4. 63 

18.42 124.63 

2. 38 2. 97 

18.07 17.08 



4. 93 


5. 52 


2. 23 


3. 33 


1.7 


1.5 


1.28 


1.47 


3.31 


3.54 


4. 48 


3. 22 


2.29 


1.55 


14. 68 


12.7 


9. 86 


8. 82 


3.87 


2. 96 


2.94 


3. 21 


2.5 


4. 07 


1.96 


1.22 


9.44 


5.06 


2.94 


2.08 


2. 36 


3. 33 


3.3 


2.6 


3.47 


4.7 


54.19 


53.9 


7.86 


6. 23 


6. 63 


10.13 


1.35 


1.87 


17.13 


16.43 


3. 42 


5.31 


2. 31 


2.3 


2. 97 


2. 96 


1.47 


1.41 


1.96 


1.8 



5.36 4.12 

5. 76 4. 48 

3. 28 3. 73 

8. 81 6. 03 

6. 28 3. 22 

5. 33 3. 74 
14.63 13.93 

8. 54 8. 39 
250.27 333.14 

2. 89 2. 26 

18.38 14.61 

8. 03 6. 03 

3.53 1.96 

3.03 1.67 

0. 76 0. 43 

3. 01 4. 79 

2. 98 2. 31 

2.38 1.24 

10.48 11.7 

7. 87 9. 94 

2. 87 2. 03 
3. 23 3. 92 

3. 58 3. 07 
2.44 2 
8.52 8.17 

1.9 2.52 

4. 35 2. 63 
2.65 2.13 
3.91 3.42 

34.73 36.14 

6. 82 6. 56 

9. 68 10. 9 
2.05 1.51 

20.62 16.16 

10. 38 7. 39 

4. 01 3. 66 

4. 35 3. 66 

3.28 1.35 

2. 43 3. 38 
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PLAUtl UUZ4O0 


A A£ 


A AQ 
4. 05* 


0 0 

z. z 




PLACET 0024/4 


1 C1 

1 . 01 


O 0£t 
Z. ZO 


3. 23 


10 


PLACE1 002477 


11.11 


14. ol 


1*> OA 

ol. oM 




PLACE1 002493 


3. 39 


4. 1 


1 A 1 

10. 1 




PLACE 1002497 


0. 68 


2. 81 


0. 67 


15 


PLACE 1002499 


2. 12 


4. 73 


3 




PLACE 1002500 


2.61 


6. 52 


7. 36 

i 

4 A J 

1. 84 




PLACE1002514 


0. 3 


4. 49 




PLACE1002518 


2. 86 


7. 65 


6. 9 




PLACE1 002529 


1. 14 


1. 56 


2. 21 




PLACE1 002532 


1.31 


1. 82 


3. 18 




PLACE1 002536 


3. 59 


3. 75 


3. 44 


25 


PLACE1 002537 


1. 63 


4. 06 


2. 7 


PLACE1 002539 


1.86 


5. 68 


2. 75 




PLACE1 002547 


6. 09 


8.06 


7.3 




PLACE1 002571 


2. 84 


6. 85 


5. 19 


30 


PLACE1 002578 


3. 57 


8. 34 


8. 35 




PLACE1 002583 


1.33 


1.61 


2. 32 




PLACE1 002591 


0. 82 


1. 62 


2. 34 


35 


PLACE1 002598 


6. 56 


10. 95 


12. 39 


PLACE1 002604 


1. 73 


3. 57 


2. 69 




PLACE1002612 


2. 89 


8. 47 


5. 95 




PLACE1 002625 


1. 25 


4. 79 


3, 18 


40 


PLACE 1002638 


2. 94 


8. 01 


6. 66 




PLACE 1002655 


1. 39 


6. 51 


5. 57 




PLACE 1002665 


4. 57 


3. 88 


5. 4 




PLACE1 002685 


0. 58 


1.12 


1. 3 


45 


PLACE1 002692 


7. 42 


8. 56 


16. 7 




PLACE1002714 


1.8 


3 


2. 11 




PLACE1 002721 


2. 94 


4.37 


3. 88 


50 


PLACE1 002722 


0. 92 


5.42 


1.97 


PLACE1 002726 


1.6 


6. 24 


3. 66 




PLACE1 002756 


1.57 


4.5 


7. 04 




PLACE 1002768 


1.05 


3. 72 


2.16 


55 


PLACE1 002772 


0.54 


2.15 


1.32 



10.27 8.88 11.99 * 

3.92 3.14 4.32 

4.32 4.21 5.05 

3.51 2.99 3.13 

2. 69 4. 31 2. 24 

3.85 4.41 3.6 * 

44.06 41.42 26.68 

14.39 16.66 9.49 

1.45 0.93 0.99 

5.98 6.44 5.28 * 

7.58 10.45 7.25 

1.74 2.47 1.75 
5. 62 7. 55 4. 67 
3.19 3.4 1.44 

5.75 4.94 5.59 ** 
5. 84 6. 07 3. 85 

2. 69 4. 07 3. 08 

4. 53 5. 29 4. 78 

12.32 11.02 11.26 ** 

6. 84 8. 65 6. 23 

11.11 12.19 8.11 

3.18 4.02 2.46 
3.25 4.43 1.92 

11.93 9.04 7.74 

3. 75 5. 38 3. 51 

11.25 10.88 8.06 

2.7 3.25 1.82 

7. 78 6. 81 7. 29 

7.19 7.62 6.46 
7.47 12.16 10.75 * 
0. 67 2. 43 0. 98 

19.27 22.67 16.29 

2.43 3.14 2.24 

5. 88 7. 1 4. 28 

1.37 3.28 1.85 

4. 6 5. 7 5. 26 

5. 92 9. 63 7. 78 

2.1 2.34 1.71 

2. 49 2. 86 2. 3 
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PLACE1002775 4.33 4.71 9.15 7.05 7.08 8.67 

PLACE1 002780 185.63 218.72 325.36 272.21 244.38 305.38 

PLACE1002782 0.4 3.76 -1.1 1.62 1.69 1.14 

PLACE1002794 1.5 6.71 3.27 2.26 4.59 4.36 

PLACE1002795 1.92 6.45 0.81 2.37 3.63 2.77 

PLACE1002811 0.6 1.57 1.34 1.9 1.46 1.16 

PLACE1002815 6.39 7 10.49 7.24 3.16 9.21 

PLACE1002816 8.5 9.72 9.05 7.22 8.2 7.97 

PLACE1 002822 0.58 2.51 2.06 2.2 2.87 1.94 

15 PLACE1 002833 9.98 15.11 16.78 15.42 15.99 16.56 

PLACE1 002834 3.2 8.08 6.57 6.23 6.79 8.41 

PLACE1 002835 0.62 4.14 1.72 0.85 1.83 1.79 

PLACE1 002839 1.13 5.75 2.72 2.89 4.72 2.81 

20 PLACE1 002851 1.52 1.87 1.41 1.98 2.15 2.7 

PLACE1 002853 4.18 6.23 9.15 6.26 5.6 7 

PLACE1 002881 3,42 5.2 11.04 8.35 11.57 10.26 

25 PLACE1 002901 9. 66 12.66 20. 09 24. 14 25. 51 30. 67 

PLACE1 002904 0.89 7.35 1.41 1.98 1.95 3.09 

PLACE 1 002905 1 . 36 5. 46 3.26 4.04 4.46 3.4 

PLACE1002908 1.6 5.19 3.18 3.84 5.27 3.81 

30 PLACE1 002911 3.91 6.96 6.9 4.66 7.89 6.75 

PLACE1 002941 1.57 2.2 2.48 3.94 2.02 2.31 

PLACE1 002950 9.59 9.15 14.74 5.31 8.02 14.51 

PLACE1 002955 47.83 40.69 72.7 82.17 62.5 84.64 

PLACE1 002958 19.36 26.92 35.27 35.6 35.35 59.02 

PLACE 1002962 1.03 4.03 2.2 1.41 2.63 1.67 

PLACE1002967 1.34 4.83 3.19 4.37 3.52 2.81 

40 PLACE1002968 1.2 5.14 2.7 2.55 3.05 1.81 

PLACE1 002976 8.94 12.08 24.23 24.5 36.89 30.05 

PLACE1 002991 2.68 3.05 6.66 3.49 4.56 3.6 

PLACE1 002993 2.72 3.86 5.52 8.21 6.92 5.56 

45 PLACE1 002996 2.02 3.03 3.43 5.54 3.52 3.01 

PLACE1003010 1.91 3.69 4.27 4.31 3.86 3.32 

PLACE1 003025 2.85 7.01 6. 1 8.57 11.37 10.11 

50 PLACE1003027 5.02 13.08 9.31 8.55 12.45 12.76 

PLACE1003044 1.95 8.24 2.61 3.64 4.16 2.74 

PLACE1003045 1.41 7.75 1.77 1.88 2.64 1.01 

PLACE1003052 2.19 3.16 5.74 4.44 3.6 1.99 

55 PLACE1003083 1.59 3.04 3.23 3.06 1.61 2.25 
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PLACE1 003085 3.91 6.19 5.6 9.46 

PLACE1 003092 3.94 4.87 6.25 7 

PLACE1O0309-7 0.37 3.06- -1.44 2.12 

PLACE1003100 1.65 7.1 4.2 3.88 

PLACE1003108 1.26 10.37 2.91 3.32 

PLACE1003115 11.39 18.3 58.59 73.64 

PLACE1003120 3.1 3.08 9.71 11.34 

PLACE1003135 0.72 2.04 1.09 1.56 

PLACE1003136 3.95 5.82 6.05 9.03 

is PLACE1003141 2.04 2.97 2.1 1.97 

PLACE1003145 1.21 4.17 2.52 6.24 

PLACE1003147 2.87 7.85 *5.71 5.02 

PLACE1003153 0.54 7.63 2.14 1.66 

20 

PLACE1003163 6.09 13.55 8.19 8.39 

PLACE1003172 23.21 21.74 44.19 47.78 

PLACE1003174 2.31 2.49 3.75 4.3 

25 PLACE1003176 0.47 2 1.89 2.88 

PLACE1003181 1.72 4.19 2.72 2.5 

PLACE1003184 0.76 3.92 1.53 1.91 

PLACE1003190 2.39 9.81 8.67 10.73 

30 PLACE1 003200 0.29 4.48 1.84 0.72 

PLACE1 003205 3.94 7.07 9.68 6.82 

PLACE 1003209 1.43 2.18 2.62 2.28 

PLACE1003214 0.83 1.3 2 2.15 

35 

PLACE1 003229 2.08 2.78 2.9 2.78 

PLACE1 003238 0.46 2.34 1.24 1.35 

PLACE1 003249 1.87 5.04 4.7 7.33 

<o PLACE1 003256 3.47 7.69 7.94 8.82 

PLACE1 003258 1.03 3.81 3.48 2.42 

PLACE1 003279 3. 09 7.19 9. 02 11.15 

PLACE1 003294 0.95 1.54 1.59 1.57 

PLACE1 003296 1.49 2.6 2.45 2.59 

PLACE1 003297 7.52 10.15 31.88 23.01 

PLACE1 003302 3.92 5.16 6.99 5.8 

so PLACE1 003334 1.51 4.41 1.91 2.4 

PLACE1 003337 13.69 16.3 29.83 28.53 

PLACE1 003342 1.05 4.07 1.89 2.15 

PLACE1 003343 1.07 4.98 1.61 2.02 

55 PLACE1 003344 6.25 5.33 12.83 11.18 



5.89 


3. 33 


5.6 


6. 17 


1.88 


1.63 


4. 74 


4. 29 


4.44 


2.39 


99.24 


69. 1 


8. 32 


10. 19 


2.89 


1.08 


6. 55 


7. 34 


2.49 


1.8 


6. 88 


7. 67 


5. 25 


6. 28 


3.2 


1.82 


14.09 


12.26 


43.17 


39. 52 


3. 55 


1.68 


1.27 


1.46 


2.76 


2.36 


1.49 


2.06 


7.98 


10.34 


1.92 


1.16 


10.38 


7.2 


1.82 


2. 89 


2.44 


1.81 


3.35 


3.48 


2 


0. 75 


7. 56 


5. 89 


7. 68 


6.08 


2.19 


0. 87 


13. 56 


11.58 


1.25 


2. 64 


3.11 


2.4 


23.49 


19.3 


4. 72 


5. 47 


3. 59 


3.09 


34.27 


25. 76 


2. 35 


1.97 


2. 75 


2.12 


11.35 


11.98 
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PLACE1 003353 19.67 16.04 40.09 37.78 42.55 40.26 

PLACE1003361 1.82 3.64 3.72 5.85 5.31 4.6 

PLACEW03366 1.45 4. 3& -3. 63 3.22 3.33 2.97 

PLACE1003369 2.75 4.51 3.49 3.29 3.25 4.62 

PLACE1 003372 2.08 5.73 2.68 5.45 4.72 3.39 

PLACE1003373 2.85 7.37 6.62 8.8 11.81 9.89 

PLACE1003375 1.42 4.91 1.92 2.59 2.95 3.21 

PLACE1 003378 0.94 0.94 0.98 0.7 1.66 1.08 

PLACE1003383 0.87 1.55 2.33 1.59 3.15 1.57 

is PLACE1003394 10.55 12.49 24.08 11.75 22.99 17.27 

PLACE1003401 0.79 3.91 1.34 1.03 2.13 1.04 

PLACE1003405 1.5 3.97 *2.22 2.54 2.46 2.04 

PLACE1003407 2.39 6.06 5.16 3.96 6.3 4.02 

20 

PLACE1003420 3.26 7.69 6.19 6.8 10.92 8.7 

PLACE1 003428 0.63 3.3 2.62 2.07 2.94 1.96 

PLACE1003432 6.14 5.81 8.2 6.64 7.05 5.42 

PLACE1 003438 0.45 2.66 0.93 2.41 2.34 1.99 

PLACE1003452 1.87 5.02 5.08 4.53 3.43 3.84 

PLACE1 003454 2.49 5.59 7.34 7.31 6.95 5.61 

PLACE1 003455 2.58 4.26 2.35 2.97 3.01 3.17 

PLACE1 003456 3.22 7.74 8.62 6.9 7.2 7.79 

PLACE 1003460 6.39 13.35 14.87 13.02 16.76 12.86 

PLACE1 003478 1.15 1.71 0.86 2.33 2.07 1.24 

PLACE1003484 12.06 12.21 45.33 28.12 31.5 34.2 

PLACE1 003493 1 . 61 4. 72 4. 9 3. 84 5. 96 5. 08 

PLACE1 003503 85.45 87.35 107. 79 115. 17 1 11. 85 172.81 

PLACE1 003505 1.99 6.77 4.78 7.44 6.63 8.87 

PLACE1003516 0.86 6.78 2.7 2.8 3.95 2.39 

PLACE1003519 1 7.58 26.29 50.41 45.77 36.97 58.75 

PLACE1003520 14.18 25.48 35.96 25.73 31.4 32.19 

PLACE1003521 2.71 3.64 4.93 5.97 4.71 7.4 

PLACE1 003525 8.45 11.81 45.05 33.94 43.71 36.88 

PLACE1003528 39. 18 44. 68 136. 4 106. 04 122. 76 127. 22 

PLACE1 003529 1.46 4.26 3.29 2.4 3.94 3.83 

so PLACE1 003537 4.41 9.05 11.05 11.36 13.77 13.3 

PLACE1003549 1.1 5.02 4.59 5.61 6.01 5.93 

PLACE1 003553 1.6 5.89 3.88 4.02 4.17 4.23 



25 



30 



35 



55 



PLACE1003566 5.93 9.8 17.51 13.03 19.09 14.58 
PLACE1003568 3.01 2.71 5.76 5.69 4.43 4.04 
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PLACE1 003573 


0. 98 


2.43 


1. 19 


2. 16 


1.87 


1.48 


PLACE1 003575 


2.16 


3.09 


3.44 


3. 34 


3.5 


4. 15 


PLACE W03583 


0. 97 


3. 45- 


-3. 34 


2. 29 


4. 16 


2. 23 


PLACE1 003584 


1.23 


4.46 


4. 01 


3. 56 


3.8 


2. 65 


PLACE1 003592 


4.4 


8.48 


9.48 


7.11 


10.48 


9.53 


PLACE1 003593 


0.84 


5.55 


2.4 


2. 23 


3.02 


1.55 


PLACE1 003594 


4.24 


6. 76 


6. 01 


5.78 


6. 68 


7. 36 


PLACE1 003596 


13.77 


11.31 


22.53 


15. 68 


17. 69 


8. 25 


PLACE1 003598 


2. 83 


3. 63 


5.02 


4. 89 


3.7 


2. 95 


PLACE1 003602 


1.8 


4.24 


6. 36 


4. 37 


3.54 


2. 68 


PLACE1 003605 


17. 43 


21.72 


45. 86 


94. 65 


95.6 


91.55 


PLACE1 003611 


2. 34 


5.18 


'6. 07 


5. 65 


7.14 


6 


PLACE1003618 


0. 67 


7.39 


2. 09 


1.58 


2.4 


1.32 


PUCE1 003625 


1.78 


10.41 


2. 75 


3. 33 


5.48 


2.8 


PUCE1 003626 


8. 77 


15. 99 


17. 14 


10. 87 


14. 46 


13.19 


PLACE1 003630 


1.8 


2. 57 


5.8 


7.05 


4.67 


5.86 


PLACE1 003635 


2.15 


1.83 


3.19 


2. 96 


2.82 


2.44 


PLACE1 003638 


1.3 


2. 58 


3 


5. 21 


4.19 


3.13 


PLACE1 003644 


4. 01 


5.7 


7. 25 


7. 81 


9.13 


8. 76 


PLACE1 003654 


2. 56 


6.14 


4.04 


3.54 


6.96 


6.4 


PLACE1 003656 


2. 69 


7. 79 


6.12 


6. 54 


5.63 


4. 77 


PLACE1 003660 


0. 26 


9.54 


3.5 


3.08 


4. 92 


4.11 


PLACE1 003669 


2.43 


9. 05 


3.67 


2. 59 


4. 26 


3.08 


PLACE1 003670 


5. 37 


5.7 


9.44 


11.01 


8.26 


8. 76 


PLACE1 003671 


1.66 


1.22 


3. 57 


3.11 


2. 57 


1.57 


PLACE1 003697 


7. 27 


7. 99 


9.8 


8. 23 


6. 06 


6. 42 


PLACE1 003704 


3.12 


3.97 


5.17 


5. 96 


7. 25 


5. 97 


PLACE1 003709 


0. 89 


2. 63 


0.8 


1.19 


1.24 


2.44 


PLACE1 003711 


0.74 


5.48 


1.35 


1.87 


1.8 


1.39 


PUCE1 003723 


1.07 


6. 99 


4.7 


4.2 


5. 31 


4.16 


PLACE1 003724 


3. 31 


10. 74 


9.1 


9.11 


11.79 


10.49 


PLACE1 003737 


2.14 


2. 21 


4. 72 


3.35 


3.1 


3.29 


PLACE1 003738 


1.06 


1.94 


3.13 


3.96 


3. 92 


3.41 


PLACE1 003742 


2.25 


3.58 


5. 71 


6.81 


6.18 


2. 85 


PLACE1 003744 


6.13 


8.86 


14.6 


16.21 


17. 96 


19.13 


PLACE1 003758 


0.85 


4.55 


0. 96 


2 


1.46 


1.16 


PLACE1 003760 


13.44 


18.68 


27. 23 


31.82 


20. 52 


22. 79 


PLACE1 003762 


1.45 


4. 97 


3.7 


3. 77 


3. 78 


3.49 


PLACE1 003765 


1.18 


5. 23 


3.45 


2.01 


3.1 


2.11 



** 
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PLACE1 003768 


0. 36 


1 HA 

1. 14 


I. OD 


1 AC 

1 . 40 


2. 75 


1 A"7 
I. U/ 


PLACE1 003771 


1. 28' 


1.94 


O A*7 

2. 0/ 


1 OA 

l . 84 


3. 13 


1 A 1 

1. 43 


PLACE 1003772 


34. 15 


38. 1 9 


-97. 86 


CO >IO 

62. 42 


£ A AC 

64. 06 


CO jIO 

52. 43 


PLACE1 003783 


1. 48 


3.02 


2. 22 


18. 65 


•i A CO 

19. 53 


ID. 61 


PLACE1 003784 


0. 69 


3.92 


a m 

0. 87 


A AA 

2. 09 


A -1 A 

2. 19 


O CO 


PLACE1 003788 


0.4 


4. 92 


1. 06 


1. 85 


1. 71 


A OO 

0. 32 


PLACE1 003795 


1.01 


4. 1 


3. 57 


4. 73 


4. 38 


O C A 

3. 54 


PLACEl 003827 


13. 83 


20. 46 


20. 72 


22. 48 


30. 84 


25. 92 


PLACEl 003833 


0. 98 


1.49 


3. 9 


3. 65 


4. 33 


3. 31 


PLACEl 003839 


22. 55 


19.18 


52. 95 


50. 39 


56. 11 


43. 86 


PLACE1 003845 


6.09 


6. 88 


11. 72 


24. 98 


19. 99 


10.6 


PLACEl 003850 


3.16 


4. 84 


7.19 


5. 45 


5. 95 


6. 39 


PLACEl 003852 


0. 25 


3.36 


1.09 


0. 99 


1.58 


1.05 


PLACEl 003858 


1.34 


4. 42 


1.99 


2. 04 


1.85 


2. 92 


PLACEl 003861 


0. 95 


4.51 


1.63 


2. 98 


2. 78 


1.73 


PLACEl 003864 


0. 94 


5.5 


2. 74 


2. 88 


3.86 


2. 69 


PLACEl 003870 


3. 84 


3.4 


13.2 


10.71 


16. 12 


12. 03 


PLACEl 003885 


1.33 


1.42 


1.59 


3. 07 


3. 76 


2. 38 


PLACEl 003886 


4. 56 


6. 01 


5. 75 


9.27 


6. 87 


4.3 


PLACEl 003888 


0. 75 


3. 79 


1.96 


2. 87 


3.42 


2. 68 


PLACEl 003892 


4. 93 


6. 91 


20. 79 


17.21 


22. 33 


14. 87 


PLACEl 003900 


2. 27 


5. 92 


7.17 


6. 34 


9. 75 


6.6 


PLACE1 003902 


1.91 


7.39 


5. 25 


5. 43 


8.07 


6. 29 


PLACE1003903 


0. 42 


5.07 


2. 94 


2. 55 


3.5 


2. 59 


PLACE1003915 


8.15 


7.04 


10. 78 


8. 31 


9. 79 


9. 84 


PLACE1003918 


1.88 


2. 45 


4. 75 


3. 47 


6.26 


3. 75 


PLACE1 003923 


2.06 


3.73 


5.63 


2.7 


5. 54 


3. 32 


PLACE1 003932 


3. 99 


5.16 


5. 47 


4. 06 


7.58 


5. 09 


PLACEl 003936 


1.02 


3. 82 


2. 81 


3. 63 


2. 42 


2. 78 


PLACE1 003966 


3.11 


7.43 


7. 76 


4. 89 


7. 32 


4. 21 


PLACEl 003968 


1.68 


5. 68 


5. 94 


3. 33 


4. 26 


4- 57 


PLACEl 00401 8 


25. 49 


33. 73 


48. 16 


32. 56 


40. 53 


28. 62 


PLACE1004020 


8.91 


10. 18 


13. 26 


11.42 


18. 03 


24. 15 


PLACE1 004028 


0. 41 


2. 55 


1.3 


1.38 


1.23 


1.91 


PLACE1 004034 


3. 56 


4. 53 


5. 22 


8. 42 


9. 03 


13.04 


PLACE1 004042 


17. 25 


20.19 


68. 35 


79.51 


93. 32 


79.44 


PLACE1 004078 


1.14 


4.1 


3.3 


4. 95 


6.51 


4. 45 


PLACEl 0041 03 


5. 54 


10. 93 


13.98 


13.77 


15. 09 


14.14 


PLACEl 0041 04 


5. 94 


12. 29 


27. 78 


24.18 


34. 98 


29.71 



** 



* + 

* + 
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PLACE1004113 
PLACE1004114 
PLACE1-004U8 
PLACE1004128 
PLACE1004130 
PLACE1004149 
PLACE1004156 
PUCE1004160 
PLACE1004161 
PLACE1004166 
PLACE1004168 
PLACE1004170 
PLACE1004178 
PLACE1004183 
PLACE1004197 
PLACE1004199 
PLACE1 004203 
PLACE1 004242 
PLACE1004249 
PLACE1 004255 
PLACE 1004256 
PLACE1 004257 
PLACE 1004258 
PLACE1 004270 
PLACE1 004272 
PLACE1 004273 
PLACE1 004274 
PLACE1 004277 
PLACE1 004279 
PLACE1 004282 
PLACE1 004284 
PLACE1 004289 
PLACE1 004299 
PLACE1 004302 
PLACE1 004305 
PUCE1004316 
PLACE1 004322 
PLACET 004325 
PLACE1 004332 



1.37 3.7 3.28 

1.12 2.55 2.23 

1.58 3.52 -2. 09 
4. 4 6. 84 5. 66 

2. 25 4. 83 8. 35 

3. 59 7. 3 9. 86 
3.61 7.91 10.12 
5.45 9.54 14.36 

2. 2 4. 86 3. 54 

5. 61 5. 81 9. 91 

3. 35 4. 97 3. 73 

0.78 3.28 *1.93 

0. 83 5. 23 2. 37 

0. 89 7. 99 4. 41 

0.64 5.14 1.55 

1.66 4.52 4.09 

1.8 3.57 4.17 

3.8 5.64 11.04 

31.4 56.31 117.88 

0.79 2.65 1.26 

9.06 11.68 13.63 

2. 63 7. 95 6. 48 

1.87 5.21 3.13 

0. 72 3. 8 2. 5 

1.34 3.68 3.73 

92.91 89.59 212.62 

2. 09 3. 61 6. 51 

2. 3 4. 4 5. 76 

0. 54 3. 39 2. 23 

2. 43 8. 25 6. 62 

4.59 11.31 7.84 
1.28 7.85 2.46 
0.33 6.41 1.38 
1.01 2.98 3.27 
1.11 2.09 1.9 

2. 3 4. 48 5. 4 

2. 49 3. 41 5. 25 

2.43 6.38 3.84 

1.21 7.18 2.8 



2.75 3.27 1.29 

2. 84 2. 49 2. 93 
2. 74 3. 64 2. 5 
6.61 8.13 9.01 
6. 86 9. 26 6. 73 

10.23 13.29 10.12 

11.66 17.62 13.31 

13.1 19.65 14.53 

4. 85 5. 73 7. 48 

8.3 8.66 11.2 
4. 73 6. 65 6. 79 
2. 98 3. 42 2. 76 

2. 4 2. 59 2. 36 

3. 53 4. 32 4. 84 
1.73 3.54 1.65 
3.78 5.88 4.35 
2. 43 3. 62 2. 83 
8.55 8.14 8.64 

127.93 152.54 151.22 

2.59 2.15 1.93 

14.66 14.18 23.37 

7. 89 8. 8 8. 64 

4.59 3.15 3.11 

2.7 4.01 1.65 

3.86 5.38 6.15 
212.05 129.56 99.82 

6. 42 7. 14 6. 74 

6. 45 7. 7 6. 04 

3.16 2.64 2.02 

4. 22 5. 56 4. 49 

7.38 8.16 7.15 

3. 06 3. 63 2. 1 

1.54 2.67 1.83 
2.41 2.45 1.12 

1.9 1.82 1.78 

6. 06 3. 85 4. 52 

6.35 7.14 5.75 

3. 85 3. 66 4 

3. 72 3. 46 3. 01 
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PLACE 1004336 


2. 87 


9.6 


5. 36 


6. 88 


9.21 


6.71 


PLACE1 004346 


0. 47 


7. 22 


2. 58 


1.87 


2. 54 


1.69 


pi ACE100435S 


1 3 


2.41. 


,.2. 41 


2. 46 


2. 09 


2. 03 


PI AOF1 004376 


11 07 

1 1 « V f 


10. 15 


23. 35 


19.16 


17.04 


16. 46 


PI AOF 1004.384 


v. VO 


3 46 


1.46 


1.92 


2. 48 


2. 1 


pi apfiooaoqr 

rLnvC 1 UU*rOOO 


1 4 

1 • *r 




1. 69 


3. 52 


1.88 


2. 67 


Di ArnooAOftft 

rLAOt 1 UU40OO 


1 7Q 
i . / y 


5 73 


4. 27 


3. 44 


4. 87 


3.04 


rLAOtl 004400 


9 1 A 

Z. I 0 


O OQ 
0. 0*7 


4 42 


13. 36 


14.48 


16. 74 


DI AAClAAiMA7 

rLAOt 1 0044U / 


e; A5 
0. uo 


10 19 

1 O. 1 £ 


13 37 


11.2 


16. 24 


11.85 


DI AAdAAilAOA 

PLAOtl 0044Z4 


A 07 
U. 0/ 


5 7ft 
o. /o 


0 85 

U. OO 


i 7 
i . / 


1. 81 


1.58 


DI A AC1 f\f\AA0tZ 

rLAOtl 0044zo 


1 1 A 
1.14 


1 OA 

I. 5J4 


o. 57 


3 28 


3 27 


3 44 


DI AAC1 AAVM07 

PLAOtl 0044Z/ 


1 Oft 

i . yo 


0 01 
0. 0 I 


1 4 5fi 

*T. OO 


4 67 


4 22 


3. 24 


DI A/^F1 AA/MOQ 

PLAOt I 0044Z0 


A AQ 
U. oo 


0 A5 
z. UO 


9 17 


2. 66 


2. 08 


2. 62 


DI AAFIAA^MOO 

rLAOt 1 0044oo 


5 7 
0. / 


ft 0 
o. o 


10 ft9 

1 U. Oc 


12 94 

1 Am.* sit 


15. 67 


12. 05 


PLACtl0044oo 


A 71 

0. 11 


4. I / 


1 AO 
I. 40 


1 QR 
i . yo 


1 0 
i . y 


2 15 


Ol AAC1 AAililOl 

PLACcl 00443 7 


A AC 

4. 00 


/. Oo 


1A 9 
1 4. Z 


1 1 f!7 


10, 01 


19 37 

1 z. o / 


Dt A f\f\A A At 

PLACcl 004441 


7 QO 
/. OZ 


11 Aft 


OA HA 
04. UO 


0.A 7R 

OU. IV 


40, 10 
ho. i y 


96 41 

£>\*. *t 1 


PLACcl 004446 


1 c 
I. 0 


A OA 

4. oo 


A Q 

u. y 


1 AO 
1 • UO 


1 oe 

1 . Oi? 


1 39 

1 » vv 


PLAGtl0044oO 


A OO 
0. OO 


1 AA 
1 . 40 


1 OA 
1 . 04 


9 57 

Z. Of 


1 71 
i . / i 


0 7 


PLACtl 00440 l 


A C1 
0. Ol 


1 >f £ 
1 . 40 


9 1 A 
Z. 1 4 


1 ftO 
i . oy 


9 AO 
z* uy 


0. 88 


PLACE 1 004456 


o oo 
8. 22 


O. 7 
9. / 


1A Q7 

IO, 57/ 


1A Aft 
1 0. 00 


10 A 
IU. 4 


A 1ft 
*f . 1 o 


PLACE! 004458 


O OA 

3. 39 


4. ol 


0 AA 
0. 00 


7 77 


7 05 
/ . UO 


ft 94 


DI A AC 1 t\t\A A ttf\ 

rLAOtl 004400 


A QA 

0. o4 


A CO 
4. 0O 


9 1 

Z. 1 


9 01 
y i 


9 AO 
£■ oy 


1 75 


DI A AC1 AAJ AGH 

PLACcl 00440/ 


C 01 

o. ol 


ft Q1 

0. ol 


1A ££ 

1 u. oo 


7 A7 


10 1A 

1 U. 1 


10 48 

1 V/. nu 


DI AAC1 AAilJll 

PLACcl 0044/1 


o cc 
Z. 00 


C OO 

o. yo 


A AA 
O. 0*r 


A 70 
o. /y 


7 OA 


6 14 


PLAOtl 0044 /d 


1 1 ft 
1 . 1 O 


>l ftft 
4. 00 


0 5 
0. O 


1 1ft 
O. I o 


0. 90 

o. zo 


3 21 

%Jm Am 1 


DI AAC1AAVM7K 

rLAOtl 0044/0 


1A AO 
1 4. Oo 
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10. 41 
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0,1 00 
o i . uy 
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OZ. O 1 
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DI AAdAAvlAQO 
rLAOt 1 0044oz 
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O. / 
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iu. / y 
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y. /u 
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DI AAF1AAAAG1 
PLAOt 1 0044V 1 


A 00 

u. oy 


0 51 
Z. 0 1 


1 40 
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9 Aft 
oo 


1.3 


DI AAF1AAAA09 
r LAOL I U044»z 


ftl 59 

0 1 . oz 


74. ft 
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190 99 


127 64 


123. 82 


Dt Af*F1 OOA50A 
rLAOt I UU40U0 


1A 71 
I u. / 1 


1A 05 

1 *T. Oil 


14 4 
it. *t 


8. 45 


11.13 


10. 03 


di apfiaaa507 

rLAOC I UU40U / 


9 Q 

z. y 


7 0,7 
/ . o / 


5 no 

o. uy 
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6. 87 


6. 18 


DI AAF1AAAK1A 
rLAOt I 0040 1 u 
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Z. 0 1 


A 00 
0. zo 


fi 00 
o. oo 


A 50 
o. oy 


7 8 


8. 16 


ni A AC -i A A AC 1 c 
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0. 98 
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0. /o 
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PLACE1004518 
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1.78 


3.03 


2.41 
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2. 83 


PLACE1004519 


0.17 


0. 82 
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1.43 


2. 79 


1.51 


PLACE1 004520 


6. 08 
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10. 06 


7.44 


9.11 


2. 52 


PLACE1 004530 


33.19 


43. 86 


68.13 


41.86 


27. 72 


38. 09 


PLACE 1004545 


1.13 


3.83 


2.12 


3.03 


3.31 
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PLACE1 004547 
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7. 61 




PLACE1 004548 


1.69 


6. 73 
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PLACE 1004550 


2. 27 


6. 24 




PLACE1 004551 
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2. 16 




PLACE1 004559 
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PLACE1 004562 


8. 67 
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PLACE1 004564 


1.84 


5.19 




PLACE1 004604 


1.69 
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PLACE1004611 
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PLACE 1004629 


9. 42 


15. 75 




PLACE1 004630 
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20. 82 




PLACE1 004637 


5. 03 


8. 82 




PLACE1 004645 
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39. 28 


20 


PLACE1 004646 


1.07 


2.91 




PLACE1 004648 
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3.42 
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5. 19 


C AC 

0. 2o 


0. 01 


0. Do 




SKNMC1 000020 


0. 95 


4. 03 


A AC 

3. 46 


0. 0 


4. Do 


4. OO 


SKNMC1 000046 


2 


3. 17 


3. 48 


O AC 

3. 95 


0 OC 

0. ZD 


9 EC 
Z. 00 


SKNMC1 000050 


4. 99 


8. 04 


10. 32 


C A 

5. 4 


^ AO 

6. 28 


C 19 
O. 1Z 


SKNMC1 000062 


9. 79 


12. 6 


20. 18 


19. 2 


15. 42 


1 O 70 

18. IS 


SKNMC1 000075 


1.45 


4. 3 


2.01 


1. 98 


1. 89 


0 no 
2. 92 


SKNMC1 000082 


1. 12 


4. 39 


2. 13 


1. 85 


1. 78 


O OA 

2. 39 


SKNMC1 000091 


4. 54 


7.52 


7. 95 


11. 74 


12. 86 


4 S% -7-7 

12. 77 


SKNMC1 000099 


0. 33 


4. 29 


1. 98 


1. 32 


0. 65 


1. 18 


SKNMC1000104 


1. 13 


4. 24 


3.45 


1.47 


3. 14 


2. 43 


SKNMC1000113 


0. 97 


1.83 


1.2 


1.74 


2. 63 


0. 89 


SKNMC1000119 


1. 73 


2. 64 


5. 07 


4. 48 


5.34 


4. 67 


SKNMC1000142 


0. 04 


2. 87 


0. 99 


1.27 


0. 75 


1 


SKNMC1000170 


0.91 


4. 75 


2.34 


1. 71 


1. 49 


1.11 


SKNMC1000178 


3. 02 


8. 39 


7. 08 


5. 77 


9. 65 


9. 02 


SKNMC1000194 


0. 63 


9. 82 


1.51 


0. 61 


1. 73 


1.3 


SKNMC1000198 


1.35 


11.01 


3.33 


2. 65 


2. 1 


2. 88 


SKNMC1 000225 


1.35 


6.44 


2. 97 


2. 39 


3.4 


3. 26 


SKNMC1 000249 


0. 49 


2. 14 


0. 75 


0.57 


0. 51 


0. 52 


SPLEN1 000007 


0. 74 


2. 15 


2.11 


1. 7 


2. 26 


1. 99 


SPLEN1000012 


0. 39 


1.9 


1.72 


1.19 


0.8 


0. 84 


SPLEN1000014 


1.78 


4.4 


4.9 


5. 75 


4. 33 


3. 99 


SPLEN 1000036 


4. 95 


11. 64 


24. 32 


20. 56 


27. 73 


21. 68 


SPLEN1 000059 


0.04 


6. 69 


1. 06 


0.91 


1.79 


1.47 


SPLEN1 000068 


1.68 


10. 81 


5. 71 


5. 79 


5. 17 


5. 64 


SPLEM1 000072 


1 


8.5 


4. 7 


2. 82 


3 


2. 21 


SPLEN1000101 


20. 01 


18. 4 


45. 64 


29. 93 


25. 24 


12. 63 


SPLEN1000108 


0. 56 


1. 54 


0. 98 


0. 75 


1.11 


0. 76 


SPLEN1000113 


1. 33 


2. 27 


3. 04 


2. 72 


4. 13 


3. 04 


SPLEN1000114 


2. 97 


4. 19 


6. 03 


3. 59 


4. 76 


6. 32 


SPLEM1000132 


0. 85 


4 


1.72 


2. 25 


2. 67 


1.99 


SPLEN1000135 


3.13 


8. 76 


14. 93 


11.12 


15.28 


10. 52 


SPLEN1000136 


12. 41 


21.47 


15.14 


20. 24 


27. 48 


21.8 


SPLEN1 000141 


2. 26 


7. 07 


10. 79 


4. 03 


5. 41 


4. 51 


SPLEN1000164 


2.49 


3. 79 


8. 58 


3.98 


5.88 


7.61 



1345 



EP1 074 617 A2 



SPLEN1000166 


0.4 


2.9 


2. 96 


1.67 


1. 19 


1.68 


SPLEN1000175 


2. 16 


4. 48 


6. 1 


5. 65 


4.12 


4. 15 


SPLENtOOO.182 


0. 98 


2. 66 


..0. 23 


0. 83 


0.6 


0. 67 


SPLEN1000185 


3. 41 


8.49 


8.54 


11.38 


10.43 


11.95 


THYMU1 000004 


10. 22 


14. 07 


20.43 


22.34 


22. 76 


23.6 


THYMU1 000009 


9. 48 


10.13 


14.9 


13.48 


23.86 


22.1 


THYMU1000015 


8. 87 


10.42 


16.18 


19.25 


22. 21 


20.8 


THYMU1000016 


6. 24 


5. 96 


13.03 


10.3 


8.45 


9.38 


THYMU1 000023 


0. 77 


1.86 


3.6 


5. 22 


3. 68 


3.6 


THYMU1 000034 


0.16 


1.77 


1.8 


0. 79 


0. 88 


0.14 


THYMU1 000035 


0. 62 


2.8 


0. 97 


1.17 


0. 95 


1.31 


THYMU1 000037 


1.53 


4.15 


'2.11 


2. 06 


2.81 


1.45 


THYMU1 000042 


5. 97 


10.24 


12. 23 


12. 03 


13.98 


13.28 


THYMU1 000047 


2. 72 


6.03 


6. 72 


6.04 


7. 77 


7.23 ' 


THYMU1 000080 


0. 56 


4.31 


2.6 


3. 26 


1.85 


2. 11 


THYMU1 000094 


2. 77 


3. 47 


7. 91 


9. 17 


• 8.35 


4. 55 


THYMU1000109 


17. 28 


14. 34 


111.37 


98.05 


142. 29 


93.04 


THYMU1000127 


2. 75 


5. 95 


10. 76 


8.18 


9. 98 


6.74 


THYMU1000130 


2.5 


4.4 


4. 55 


6.69 


6. 07 


4.94 


THYMU1000137 


3. 53 


7.18 


10. 26 


12. 67 


18. 55 


13. 05 


THYMU1000146 


4.37 


8. 38 


6. 52 


8. 29 


7.46 


7.74 


THYMU1000159 


5. 43 


9.51 


16. 37 


12.4 


15.15 


13.27 


THYMU1000163 


5. 85 


12. 26 


37. 58 


45. 53 


58. 37 


36.93 


THYMU1000167 


2. 39 


3. 02 


4.73 


4. 89 


6.79 


3. 97 


THYMU1000186 


0. 69 


1.05 


1.45 


1.31 


2.45 


0. 66 


THYR01000017 


0. 94 


3. 45 


2. 54 


2. 02 


3. 54 


2.11 


THYR01 000026 


1.56 


5. 63 


4. 02 


3. 96 


4. 82 


3. 36 


THYR01 000034 


0. 49 


4.16 


1.59 


1.99 


2 


1.82 


THYR01 000035 


0. 86 


4.84 


1.34 


2. 29 


2.48 


2.11 


THYR01 000036 


0. 93 


8. 32 


4 


3.08 


4. 36 


5. 59 


THYR01 000040 


2. 58 


7. 02 


4. 76 


4. 66 


4.83 


4. 93 


THYR01 000061 


2. 01 


1.91 


3. 07 


3.53 


3.8 


2. 61 


THYR01 000067 


1.98 


2.8 


5.12 


3. 37 


4. 14 


3.3 


THYR01 000070 


1.26 


2. 09 


3. 59 


2. 65 


3.85 


3.45 


THYR01 000072 


1.33 


3.37 


4. 22 


2.54 


4. 08 


2. 06 


THYR01 000084 


8. 07 


12. 69 


22. 39 


2.99 


5. 61 


4. 42 


THYR01 000085 


1.44 


5. 66 


3. 99 


2.42 


3.86 


2.85 


THYR01 000086 


-0. 05 


5. 46 


1.74 


0. 89 


1.18 


1.15 


THYR01 000087 


0. 72 


3. 86 


1.01 


0 


0. 58 


0. 17 
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THYR01 000092 
THYR01 000093 
THYR01000099 
THYR01000107 
THYR01000111 
THYR01000121 
THYR01000124 
THYRO1000129 
THYR01000130 
THYR01000132 
THYR01000134 
THYR01000144 
THYR0100O1S5 
THYR01000156 
THYR01000163 
THYR01000173 
THYR01000186 
THYR01000187 
THYR01000190 
THYR01000196 
THYR01000197 
THYR01000199 
THYR01 000206 
THYR01 000221 
THYR01 000222 
THYR01 000228 
THYR01 000241 
THYR01 000242 
THYR01 000246 
THYR01 000253 
THYR01 000270 
THYR01 000279 
THYR01 000285 
THYR01 000288 
THYR01 000296 
THYR01 000320 
THYR01 000322 
THYR01 000327 
THYR01 000343 



2. 32 5. 1 4. 66 
0. 35 3. 24 0. 83 
0.45 2.53. ..2.73 

0. 5 2. 95 2. 7 

0.85 4.58 1.78 

1.33 5.72 2.52 
0. 27 5. 55 0. 64 
0.36 2.1 0.11 
1.82 3.11 3.13 

2. 4 3. 62 9. 43 

1.5 4.07 3.22 
1.72 4.78 *3. 15 

1.6 4.1 1.45 
1.13 6.53 3.62 
3. 62 8. 42 5. 28 
1.19 4.45 2.26 
1.98 3.24 7.86 

2. 7 3. 58 5. 3 

1.12 3.32 2.94 

0. 3 5. 28 0. 81 

2. 05 7. 28 4. 69 

0.76 6.28 4.13 

8. 47 6. 92 9. 25 

1.9 3.17 4.42 

3. 65 4. 26 4. 23 

0. 81 3. 67 2. 85 

1.76 3.7 6.29 

0.63 4.16 4.46 

1.61 5.5 3.9 

1.07 4.05 1.73 

1.15 5.12 1.39 

0. 42 2. 84 0. 25 

2. 75 4. 65 7. 31 

7.76 7.59 11.77 

4.18 6.04 6.22 

1.54 5.83 4.97 

1.1 5.48 2.48 

1.75 7.69 4.77 

2.5 6.12 5.35 



3. 75 4. 43 4. 5 

1.54 1.27 0.95 

2.8 1.67 2.39 

2. 86 3. 22 2 

1.4 2.06 2.36 

1.94 2.4 2.95 

0. 86 0. 89 0. 64 

0.94 1.11 0.92 

3. 85 3. 01 2. 39 
11.14 6.99 6.26 

4. 06 3. 65 3. 73 

7. 87 7. 09 2. 33 

1.77 1.9 2.23 

2. 45 4. 29 2. 58 

4. 76 6. 63 2. 24 

3.33 1.36 2.75 

6. 91 6. 84 6. 35 

4. 92 6. 24 ' 5. 22 
3. 73 4. 55 2. 71 
0.66 1.21 0.52 
4. 08 6. 24 3. 89 
1.93 2.08 1.98 
8.44 11.6 7.5 

4. 02 5. 87 4. 54 
4. 68 4. 96 4. 93 
2. 24 3. 04 2. 94 
4. 62 5. 54 4. 01 
2. 49 2. 56 2. 62 
3. 43 4. 7 3. 91 
1.99 3.35 2.31 
1.22 2.5 1.26 
0.65 1.01 0.58 

7. 03 7. 75 4. 88 

5. 68 5. 07 7. 22 
7.4 11.24 8.96 

3. 65 4. 45 3. 34 

1.76 3.93 1.76 

6. 21 5. 23 4. 41 

5.06 5.04 6.13 
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10 



15 



20 



25 



30 
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THYR01 000345 


1.36 


7. 34 


11. 92 


7. 82 


5. 84 


9. 49 


THYR01 000358 


1. 82 


3. 39 


3. 08 


I. 92 


2. 32 


1. 54 


THYR0100036S 


0. 76 


2. 39 


- -2. 73 


1. 43 


2. 82 


0. 58 


THYR01 000375 


3.2 


7. 03 


4. 79 


7. 38 


6. 09 


9. 77 


THYR01 000381 


0. 92 


2. 88 


2. 19 


3. 87 


3. 11 


2. 74 


THYR01 000387 


0. 98 


6. 66 


3. 22 


2. 53 


3. 56 


2. 51 


THYR01 000394 


1.31 


9. 88 


4. 59 


4. 29 


5. 19 


2. 61 


THYR01 000395 


0.8 


10. 44 


2.26 


1. 97 


2. 07 


2. 02 


THYR01 000400 


0. 57 


8. 1 


2. 82 


2. 35 


2. 96 


2. 52 


THYR01 000401 


0. 86 


1.94 


2.5 


1.87 


1.16 


1.57 


THYR01 000407 


1.97 


2.3 


1.36 


1.37 


1.58 


0. 55 


THYR01 000420 


1.8 


2. 67 


i 

4. 46 


3. 52 


3.53 


3. 39 


THYR01 000438 


1.78 


4. 37 


3. 26 


2. 94 


3. 33 


3. 15 


THYR01 000452 


2. 62 


7. 99 


6.45 


3.71 


5. 75 


4. 38 


THYR01 000455 


0. 32 


6. 67 


2.31 


0. 25 


0. 97 


0. 87 


THYR01 000471 


0. 99 


8. 03 


2.05 


1.11 


* 2.08 


1.02 


THYR01 000481 


1.33 


6. 23 


4. 68 


3. 79 


3. 45 


4. 55 


THYR01 000484 


1.2 


1.42 


2.41 


2. 35 


3 


2.21 


THYR01 000488 


1.18 


2. 64 


2.44 


1.49 


2. 02 


1. 7 


THYR01 000501 


1.12 


4.01 


2. 78 


3 


1.92 


1.82 


THYR01 000502 


0. 34 


3.7 


1.69 


1.79 


1.44 


1.2 


THYR01 000505 


0.13 


4. 64 


1.19 


1.14 


1.02 


0.6 


THYR01 000535 


11.1 


20. 54 


39. 24 


54.13 


69.59 


62. 96 


THYR01 000556 


1.89 


6. 36 


4.13 


3. 77 


5.17 


3. 69 


THYR01 000558 


0. 25 


2. 82 


1.12 


1.16 


0. 81 


0.61 


THYR01 000569 


2. 88 


4.12 


6. 05 


5. 78 


4. 46 


4. 88 


THYR01 000570 


2.31 


3. 28 


8. 46 


8. 53 


6.04 


3. 49 


THYR01 000572 


0.43 


2.04 


1.11 


0.17 


0. 97 


-0. 42 


THYR01 000573 


0. 69 


4. 02 


1.73 


2. 02 


2.2 


1.78 


THYR01000577 


1.06 


5 


1.34 


0. 96 


1.22 


0.71 


THYR01 000580 


0. 79 


3. 72 


3.01 


2.82 


2.2 


1.79 


THYR01 000584 


2.18 


6. 88 


8.8 


7. 57 


6. 61 


7. 58 


THYR01 000585 


4. 83 


9. 37 


9. 83 


5. 76 


6. 27 


9.52 


THYR01 000596 


0. 22 


0. 93 


1.19 


0.44 


1.36 


0.21 


THYR01 000602 


2. 08 


2. 95 


4.01 


4. 05 


4. 65 


4.97 


THYR01 000605 


0. 37 


3.01 


0. 98 


2.13 


2. 14 


1.56 


THYR01000615 


1.02 


3. 62 


1.24 


1.55 


1.36 


1.29 


THYR01 000625 


0.71 


5.48 


2. 28 


2. 46 


2.9 


1.78 


THYR01 000636 


3. 67 


5. 65 


6.9 


6. 53 


7.84 


6.67 
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THYR01 000637 
THYR01 000641 
THYRQ100065-7 
THYR01 000658 
THYR01 000662 
THYR01 000666 
THYR01 000676 
THYR01 000678 
THYR01 000684 
THYR01 000694 
THYR01 000699 
THYR01000712 
THYR0100O715 
THYR01000716 
THYR01000717 
THYR01 000723 
THYR01 000734 
THYR01 000748 
THYR01 000755 
THYR01 000756 
THYR01 000776 
THYR01 000777 
THYR01 000779 
THYR01 000782 
THYR01 000783 
THYR01 000786 
THYR01 000787 
THYR01 000792 
THYR01 000793 
THYR01 000795 
THYR01 000796 
THYR01 000798 
THYR01 000800 
THYR01 000805 
THYR01000815 
THYR01 000829 
THYR01 000835 
THYR01 000843 
THYR01 000846 



0.91 3.96 1.71 

0.38 4.19 2.49 

2. 99 3. 69. - -5. 42 

2. 68 3. 62 5. 39 

1.1 3.19 2.09 

0.57 3.19 2.28 

1.37 4.53 2.01 

0. 52 5. 86 0. 99 

0. 95 4. 98 2. 94 

2. 08 6. 64 4. 65 
2.98 2.14 5.55 

1.88 4.25 ' 5.9 
5.74 5.67 27.37 
0. 92 3. 26 3. 2 
1.58 5 4.36 

0.6 4.54 1.6 

-0.01 4.81 1.89 

0. 98 5. 51 5. 23 

1.74 3.26 4.32 

2. 79 4. 24 3. 24 

0.48 2.17 3.02 

1.81 3.39 4.54 

1.45 3.55 0.88 

3.92 10.13 12.52 

0.12 5.51 1.2 

6.65 9.54 19.71 

0.23 1.88 1.67 

1.51 3.13 2.29 

0.11 3.13 0.84 

1.23 6.03 3.54 

0. 6 7. 73 2. 44 

1.89 5.82 2.51 
9.26 17.2 24.74 
0.49 3.04 1.08 
2. 54 3. 49 9. 48 
5.55 7.83 10.57 
0.96 3.2 1.93 

1.09 11.48 3.56 
0.76 5.71 1.32 



1.18 2.03 1.54 

1.36 1.67 1.64 

7.67 12.28 3.86 

5. 4 5. 55 6. 09 

2.42 2.69 1.66 

1.63 1.48 1.43 

1.75 1.83 1.56 
1.29 1.4 0.53 
1.92 2.65 1.47 

2. 8 2. 48 3. 59 

4.86 7.08 7.12 

6. 25 6. 75 7. 78 
21.74 28.63 16.99 

1.88 1.78 1.35 

2.98 4.63 1.91 

0.55 1.06 0.85 

1.49 1.73 1.07 

2.35 3.85 3.18 
4. 33 3. 47 4. 38 

3. 46 4. 2 3. 41 

3.36 3.99 3.34^ 

4. 99 2. 05 2. 37 
0.18 1.01 -0.26 

10.76 15.05 14.05 

1.11 1.41 0.92 

15.74 7.92 13.7 

1.31 1.54 0.78 

3.09 3.13 2.11 

1.51 1.86 1.16 

2. 76 3. 1 3. 05 

2.26 2.95 1.66 
2. 59 3. 57 3. 53 

17.74 20.68 21.06 

0.72 2.66 1.38 

7. 61 5. 47 7. 87 

3. 78 8. 32 10. 01 

1.07 2.36 1.8 

3. 69 4. 41 3. 62 

2.67 1.62 1.26 
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THYR01 000852 1.59 6.02 5.63 2.8 4.7 3.32 

THYR01000855 3.14 5.02 6.63 9.03 15.1 10.07 * + 

5 THYR01000865 1.86 4. a 11.97 10.01 11.47 8.95 

THYR01 000866 7.47 6.29 12.66 4.49 7.87 6.01 

THYR01000881 5.62 7.3 10.93 15.65 26.64 29.58 * + 

THYR01 000894 0.33 3.95 1.36 1.75 1.48 1 

10 THYR01 000895 0.58 4.43 1.42 1.62 1.46 0.82 

THYRO1000916 1.22 5.49 3.43 2.43 3.13 2.29 

THYR01000917 16.19 25.26 34.11 30.37 37.42 35.89 

, 5 THYR01 000926 0.78 3.13 1.27 1.76 1.57 0.82 

THYR01 000934 0.08 3.1 1.34 0.43 1.38 1.46 

THYR01000951 0.52 2.46 ' 1.26 2.33 2.11 1.9 

THYR01 000952 2.25 3.81 6.01 2.38 2.53 2.24 

20 THYR01000956 0.06 2.55 1.81 1.16 1.5 0.87 

THYR01 000960 0.5 6.72 2.89 1.85 2.79 1.48 

THYR01 000961 1.67 7.77 3.56 4.73 5.26 4.64 

2S THYR01000964 0.42 11.59 0.76 1 1.27 1.06 

THYR01000971 1.82 9.9 3.56 3.29 3.33' 2.19 

THYR01000974 2.87 8.83 7.53 9.87 11.79 8.71 

THYR01000975 1.5 2.19 3.8 4.02 3.68 3.68 

so THYR01000983 6.42 8.31 11.63 12.67 8.49 7.12 

THYR01 000984 2.4 2.83 3.03 3.29 2.98 3.26 

THYR01 000988 1.36 4.14 3.23 3.48 3.68 2.67 

THYR01 000991 1.22 4.71 2.05 1.76 2.22 3.2 

THYR01 000999 0.87 9.64 3.26 1.96 3.14 2.26 

THYR01001003 2.97 8.43 4.42 3.1 4.52 3.56 

THYR01001015 0.6 6.29 2.04 2.22 1.79 1-66 

40 THYR01001016 1.73 2.26 3.34 2.06 1.85 1.24 

THYR01001022 0.9 1.86 0.86 1.68 1.25 1.41 

THYR01001031 4.65 3.97 4.55 5.03 7.03 6.16 

THYR01001033 1.18 3.34 2.46 2.86 3.45 2.02 

45 THYR01001062 1.21 5.4 4.14 2.9 4.31 2.62 

THYR01001063 0.5 8.74 2.38 2.37 2.09 2.84 

THYR01001071 0.12 7.45 0.88 1.33 0.68 0.76 

THYR01001080 2.56 6.75 5.11 4.96 4.31 4.78 

50 

THYRO1O01093 0.77 1.63 3.24 5.11 1.74 1.5 

THYR01001100 0.52 1.89 2.05 1.89 1.21 0.78 

THYR01001102 2.61 3.6 5.7 4.4 4.95 6.93 

55 THYR01001104 3.67 6.54 6.55 8.77 8.01 11.18 
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THYR01001109 


1. 81 


6. 02 


2. 68 


3. 06 


2. 58 


1.99 


THYR01001113 


11. 41 


17. 42 


OA 

32 


21. 81 


26. 65 


18. 72 


THYROW0U2O 


1. 65 


6. 22 


- -5. 27 


4. 78 


5. 8 


3. 72 


THYR01001121 


1. 57 


4.28 


4. 19 


3. 92 


2. 72 


3 


THYR01001128 


1.64 


2. 77 


5. 86 


3. 52 


3. 19 
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THYR01001401 1.76 5.33 4.89 5.39 7.86 6.29 

THYR01001403 1.26 5.15 3.22 3.22 4.42 3.94 

5 THYR01001405 6.99 12. & 40.86 6.69 8.56 10.63 

THYR01001406 15.73 14.87 27.69 21.36 22.77 21.36 

THYR01001411 4.49 5.46 10.08 8.93 12.44 8.12 

THYR01001420 11.55 15.25 47.52 42.01 44.49 49.87 

10 THYR01001426 3.42 5.56 8.83 9.32 12.77 11.18 

THYR01001430 6.97 6.54 10.84 11.13 11.7 13.81 

THYR01001434 0.68 5.19 2.11 2.08 4.23 1.73 

n THYR01001456 1.74 6.05 2.63 2.89 2.66 2.4 

THYR01001457 1.71 4.72 2.04 2.95 4.7 2.67 

THYR01001458 0.95 5.44 * 6. 11 6.13 9.17 7.23 

THYR01001459 4.54 5.07 9.42 7.18 9.87 14.21 

20 THYR01001471 0.91 2.07 1.93 2.36 2.91 1.64 

THYR01001478 0.58 3.09 1.34 0.95 2.61 2.75 

THYR01001480 5.4 10.53 13.62 14.79 15.94 15.57 

THYR01 001481 2.95 8.64 7.24 4.91 7.76 7.13 

THYR01001487 1.36 5.51 3.52 4.1 2.67 3.48 

THYR01001495 2.06 5.57 5.43 5.06 9.4 7.55 

THYR01001498 5.39 8.08 13.42 11.59 16.38 19.6 

30 THYR01001510 1.67 2.88 1.59 1.65 2.57 3.35 

THYR01001512 26.7 26.97 110.28 56.03 90.95 68.54 

THYR01001519 5.92 7.77 11.05 8.91 5.75 10.38 

THYR01001522 2.02 4.7 5.79 4.15 4.69 5.51 

35 THYR01001523 1.83 4.92 3.73 4.38 4.07 4.26 

THYR01001526 26.21 28.22 44.73 34.28 47.64 46.52 

THYR01001529 1.64 5.27 2.8 2.32 2.42 2.98 

40 THYR01001534 1.41 4.01 4.96 5.1 5.9 4.54 

THYR01001537 7.4 5.17 12.33 5.97 7.42 7.23 

THYR01001541 2.14 3.88 8.27 7.76 8.7 6.73 

THYR01001545 1.26 3.84 2.9 4.95 3.57 3.16 

45 THYR01001559 4.52 6.34 8.04 9.06 10.5 10.54 * + 

THYR01001563 9.49 14.06 15.89 10 15.49 22.09 

THYR01001570 2.01 8.2 3.85 4.25 5.17 3.41 

THYR01001573 1.15 5.77 2.22 1.47 2.87 2.67 

THYR01001584 2.47 8.54 8.38 5.14 7.81 7.29 

THYR01001593 4.27 5.67 11.17 9.5 10.93 9.52 

THYR01001595 3.14 4.53 7.06 5.97 6.35 7.29 

55 THYR01001596 4.71 5.48 7.44 6.45 5.86 2.51 
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0.83 


3.69 


1.34 


1.95 


2. 21 
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2. 18 


5. 29 


5. 38 


5.91 


5.73 


5.5 


Y79AA10O0013 
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2. 47 
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2. 87 
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5.83 
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1.38 
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4. 49 






Y79AA1 000041 


1.05 
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4. 73 
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2.06 






Y79AA1 000059 


1.69 
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2. 82 






Y79AA1 000065 


24. 06 


28. 99 
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82.48 


101.48 


98. 73 


** 


+ 


Y79AA1 000081 


39.47 


49. 78 


73. 62 


113.19 


114. 49 


98. 22 


** 


+ 


Y79AA1000127 


4. 08 


4. 21 


5.8 


8. 42 


10.03 


7. 39 


* 


+ 


Y79AA10O0130 


2. 24 


2.48 


5. 76 


6.61 


8.1 


8.03 


* 


+ 


Y79AA1000131 


507. 64 


569. 21 


946. 04 


769. 75 


725. 35 


342. 07 






Y79AA1000134 


1.99 


4. 93 


4. 21 


5. 63 


4. 75 


5. 38 






Y79AA1000143 


3. 58 


8. 79 


*4. 83 


9.98 


10. 98 


11.04 


* 


+ 


Y79AA1000144 


4. 63 


10. 79 


10. 59 


11.02 


11.62 


11 






Y79AA1000150 


18. 39 


22.18 


84. 69 


93.5 


117. 62 


78. 89 






Y79AA1000153 


183. 67 


191.4 


436.64 


423. 46 


442. 52 


386. 45 






Y79AA1000166 


2.13 


2. 25 


4.15 


3.52 


4. 97 


3.6 






Y79AA1000179 


2. 58 


3. 76 


4.2 


6. 85 


7. 58 


3. 89 






Y79AA1000181 


1.96 


3. 92 


4.2 


4. 82 


5. 66 


3. 79 






Y79AA1 000202 


22. 93 


24.47 


55. 57 


91.68 


86. 86 


83. 22 


** 


+ 


Y79AA1 000207 


5. 22 


.7. 51 


9.82 


14. 95 


16. 24 


12. 62 


* 


+ 


Y79AA1 000214 


14. 94 


22. 18 


33. 76 


50.43 


60. 78 


41.96 


* 


+ 


Y79AA1 000222 


11.8 


14.89 


21.69 


49. 21 


58. 01 


68. 86 


** 


+ 


Y79AA1 000226 


11.04 


14.94 


34. 41 


22.86 


33.54 


30. 03 






Y79AA1 000227 


5. 95 


4.52 


7. 25 


8. 98 


9.51 


9. 62 


* 


+ 


Y79AA1 000230 


1.09 


1.49 


2. 02 


2. 07 


2.88 


2. 59 






Y79AA1 000231 


5.99 


9.04 


15. 81 


14. 63 


23.77 


17.1 






Y79AA1 000239 


15. 47 


20. 55 


25. 65 


18. 95 


24. 01 


22. 11 
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2. 64 


5.17 


6.72 


5. 87 


4. 95 


5.84 






Y79AA1 000268 


2. 65 


5.48 


5.09 


4. 33 


5. 76 


4. 01 
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4. 32 


7. 88 


7.86 


8 


6. 86 


8. 24 
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5. 28 


8. 35 


11.58 


13. 17 


17. 58 


16. 23 


* 


+ 
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1.74 


4. 17 


4.9 


5.29 


3.1 


5.27 
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3.44 


4. 21 


5.91 
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6.86 


5. 22 
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0. 75 


3. 06 


4. 85 


4. 32 


4. 23 


4.45 






Y79AA1 000307 


2. 88 


3. 91 


5.06 


9.35 


7.58 


11.25 


* 


+ 


Y79AA1000313 


3.11 


9.02 


9. 85 


10. 61 


12.84 


13. 36 






Y79AA1000314 


4. 23 


10. 74 


9.19 


6. 93 


6.53 


7.51 






Y79AA1 000328 


4. 65 


10.05 


2.64 


7. 73 


9.28 


8. 68 






Y79AA1 000334 


1.43 


4. 22 


3. 55 


2. 68 


2.81 


3.46 
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Y79AA1 000342 


10. 65 


10.05 


Y79AA1 000346 


7.61 


8.17 


Y79AAWO0347 


6. 94 


7. 96- 


Y79AA1 000349 


6. 93 


9. 63 
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3.17 


8. 28 


Y79AA1 000368 


5. 24 


8.39 


Y79AA1 000388 


22.9 


32. 66 


Y79AA1 000392 


3.02 


6. 81 


Y79AA1 000405 


3.98 


5. 97 


Y79AA1 000410 


6. 01 


7. 87 


Y79AA1 000420 


1.54 


4. 78 


Y79AA1 000423 


1.38 


7. 08 


Y79AA1 000426 


3.61 


9.44 


Y79AA1 000432 


0.8 


4. 79 


Y79AA1 000453 


23.94 


30.67 


Y79AA1 000465 


4. 12 


6.02 


Y79AA1 000469 


11.59 


9. 61 


Y79AA1 000480 


1.24 


4. 37 


Y79AA1 000502 


5. 31 


7.97 


Y79AA1 000521 


1.24 


4.4 


Y79AA1 000534 


3.22 


8.13 


Y79AA1 000538 


3. 58 


6. 95 


Y79AA1 000539 


12. 76 


14. 96 


Y79AA1 000540 


1.32 


3. 59 


Y79AA1 000560 


160.46 


140. 99 


Y79AA1 000574 


1 


2. 92 


Y79AA1 000584 


2. 07 


4. 55 


Y79AA1 000589 


10. 74 


13. 67 


Y79AA1 000598 


1.43 


7.64 


Y79AA1 000600 


2.7 


10.02 


Y79AA1 000609 


1. 18 


5.16 


Y79AA1000618 


1.85 


10. 59 


Y79AA1 000627 


1.91 


3. 93 


Y79AA1 000636 


5.16 


5.7 


Y79AA1 000649 


9.46 


10. 97 


Y79AA1 000656 


15. 32 


20. 21 


Y79AA1 000673 


1.02 


5. 86 


Y79AA1 000674 


11.88 


21.96 


Y79AA1 000678 


2.48 


8.91 



26.47 23.7 19.13 28.35 

7.9 20.1 22.06 20.18 

42.42 18.78 16.47 18.48 
12.67 12.31 11.96 14.75 

8.94 8.84 13.55 8.77 

24.43 22.48 35.67 22.55 
62.37 94.17 128.35 109.08 

3.76 3.42 2.73 3.78 

8.25 7.14 8.17 9.32 

15.72 13.79 17.05 14.95 
3.13 3.32 3.95 5.1 

*5.59 5.22 6.04 10.27 

8.66 4.24 4.43 5.22 

2.16 1.91 2.01 2.34 
47.79 39.74 50.65 58,24 

6.65 4.77 '4.14 7.69 

18.04 13.82 16.21 17.18 

2.78 3.33 3.57 2.79 
12.58 10.49 11.35 15.26 

4.13 2.51 3.61 2.7 

8.92 11.97 14.41 13.46 

8.79 9.52 12.12 8.41 
53.11 42.61 68.56 50.97 

1.61 2.54 2.97 3.21 

339.33 380.8 313.21 220.43 

1.65 1.98 2.04 1.59 

4.97 4.62 5.39 4.04 

81.43 59.09 95.35 68.5 

2.17 1.85 3.88 3.18 

7.93 13.64 15.64 12.84 
1.44 2.28 2.77 1.55 
5.76 7.4 9.5 9.37 
4.57 3.27 3.02 2.43 

9.9 15.57 11.52 5.38 

12.73 18.7 11.56 20.54 
96.75 80.17 115.97 82.61 

2.14 1.39 3.13 2.4 
78.28 59.4 98.22 62.67 

3.88 3.01 4.15 2.45 
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Y79AA1O01179 6.81 8.66 16.73 22.82 22.64 20.07 * + 

Y79AA1001185 1.33 5.3 4.55 3.65 4.49 5.8 

Y79AA1-001201 5.69 11.3 46.13 14.57 15.21 19.38 

Y79AA1001205 1.87 3.28 2.85 5.87 4.85 4. 09 * + 

Y79AA1001211 1.64 4.75 6.93 4.83 4.36 4.15 

Y79AA1001212 3.55 6.93 15.91 13.74 15 11.65 

Y79AA1001216 52.59 51.46 93.73 76.52 97.53 109.55 

Y79AA1001228 6.1 11.21 9.34 8.99 12.19 10.24 

Y79AA1001233 0.68 11.46 2.39 0.92 1.66 1.09 

Y79AA1001236 4.46 12.86 9.25 11.4 10.66 13.08 

Y79AA1001239 4.62 13.93 9.94 11.53 12.15 12.94 

Y79AA1001240 8.74 8.6 13.75 9.13 6.68 3.01 

Y79AA1001255 10.37 12.22 22.61 12.47 7.51 6.57 

20 Y79AA1001264 3.63 5.15 4.49 7.73 8.59 8.75 ** + 

Y79AA1001272 10.81 13.63 17.47 21.56 20.67 21.32 * + 

Y79AA1 001281 0. 45 4. 95 1 . 89 1 . 42 1 . 81 0. 95 

Y79AA1001299 2.49 11.34 9.06 9.9 9.26 9.81 

Y79AA1001312 2.49 10.36 5.17 2.15 4.77 4.14 

Y79AA1001319 3.34 11.88 5.27 7.23 6.05 7.15 

Y79AA1001323 1.22 1.16 2.09 1.11 1.55 0.89 

so Y79AA1001328 2.04 3.18 3.62 4.66 4.48 4. 05 * + 

Y79AA1001343 154.19 151.55 345.05 304.88 394.54 265.65 

Y79AA1001351 0.81 2.77 1.67 0.03 1.26 0.96 

Y79AA1001364 1.65 6.07 4.03 3.39 4.43 3.6 

Y79AA1001367 2.16 7.41 2.93 3.09 5.34 3.19 

Y79AA1001384 0.5 5.14 1.98 0.73 1.15 0.94 

Y79AA1001391 0.59 3.73 2.88 1.35 1.65 1.2 

Y79AA1001394 3.12 4.66 12.92 10.94 9.56 10.94 

Y79AA1 001402 2.77 3.7 5.95 5.65 5.09 4.14 

Y79AA1001410 0.82 2.78 2.33 2.06 2.31 2.25 

Y79AA1001414 2.76 7.5 7.59 11.08 10.73 10.06 * + 

45 Y79AA1001426 0.61 4.36 2.61 1.5 1.43 1.82 

Y79AA1001427 14.22 13.44 86.36 59.92 88.36 63.53 

Y79AA1001430 11.28 16.98 20.98 29.04 34.03 34.38 ** + 

Y79AA1001439 16.22 21.53 33.42 45.02 43.74 43. 1 * + 

Y79AA1001485 1.65 2.51 4.38 4.85 3.88 3.57 

Y79AA1001493 1.29 2.3 3.43 2.43 2.35 2.46 

Y79AA1001511 4.79 8.57 11.05 9.39 9.11 6.47 

55 Y79AA1001523 2.64 6.57 5.08 8.74 7.37 6.1 



35 



40 



50 
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Y79AA1001530 7.46 11.69 22 41.43 36.37 36.07 

Y79AA1001532 5.12 7.35 6.69 10.49 14.82 12.9 

Y79AA1001633 1.84 4. 89 2. 53 4.15 4 4.19 

Y79AA1001541 2.82 5.89 7.54 7.23 5.08 7.34 

Y79AA1001548 4.25 4.84 9.82 10.46 7.37 7.1 

Y79AA1001555 2 2.55 3.65 4.7 5.28 4.25 

Y79AA1001562 7.76 10.11 17.15 14.07 16.16 10.83 

Y79AA1001581 2 5.05 4.47 5.1 7.01 3.54 

Y79AA1001585 3.18 7.38 10.96 9.72 10.93 8.05 

Y79AA1001592 2.61 7.38 5.97 8.15 8 7.02 

Y79AA1001594 0.76 4.73 3.85 1.96 3.24 1.73 

Y79AA1001603 56.74 70.81 153.14 131.56 112.16 107.66 

Y79AA1001613 3.74 3.52 14.81 13.12 15.36 10.66 

Y79AA1001630 0.71 2.36 1.73 1.14 2.64 0.67 

Y79AA1001647 1.96 3.57 2.47 4.14 4.32 2.65 

Y79AA1001664 4.67 8.39 11.43 8.96 10.01 8.73 

Y79AA1001665 1.39 6.4 3.73 4.67 4.71 3.75 

Y79AA1001679 8.92 15.94 20.71 20.53 26.67 25.35 

Y79AA1001692 1.87 5.55 3.95 3.99 3.95 3.51 

Y79AA1001696 1.97 6.49 2.77 1.83 2.63 2.55 

Y79AA1001705 6.09 6.44 10.39 7.62 7.92 7.85 

Y79AA1001711 16.17 12.34 29.74 13.73 23.83 21 

Y79AA1001717 0.72 2.99 1.29 1.68 3.13 1.14 

Y79AA1001719 2.5 5.79 6.44 6.15 6.07 6.43 

Y79AA1001727 6.87 12.13 14.99 8.73 14.71 8.77 

Y79AA1001750 10.21 13.63 21.67 21.92 32.29 24.33 

Y79AA1001760 25.24 27.31 122.97 113.56 155.17 83.24 

Y79AA1001777 1.17 3.59 1.6 2.49 1.75 1.28 

Y79AA1001781 0.31 2.3 0.42 1.62 1-84 1.42 

Y79AA1001787 1 3.94 3.54 5.51 5.18 5.15 

Y79AA1001793 16.23 15.19 91.7 60.44 87.21 75.35 

Y79AA1001795 1.23 3.84 2.24 2.05 2.45 2.8 

Y79AA1001799 4.9 8.35 6.99 10.7 10.72 11.26 

Y79AA1001800 2.25 8.3 10.1 8.49 10.51 9.9 

Y79AA1001801 1.77 6.44 4.87 7.67 5.91 7.33 

Y79AA1001803 0.74 2.15 1.72 1.85 1.68 1.17 

Y79AA1001805 6.05 6.88 12.15 10.21 8.32 11.15 

Y79AA1001807 3.37 6.33 12.56 11.76 17.8 16.79 

Y79AA1001827 1.7 4.41 3.12 3.43 3.6 2.52 
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15 



Y79AA1001846 1.82 6.52 5.51 6.52 5.09 5,07 

Y79AA1001848 0.86 5.57 2.75 5.98 4.78 5.14 

5 Y79AMO01853 1.38 6.16- - 2.76 3.24 4.56 3.63 

Y79AA1001863 0.86 5 2.53 2.93 3.83 3.85 

Y79AA1001866 2.29 3.2 5.81 3.53 3.98 3.46 

Y79AA1001874 0.12 2.18 -0.21 1.17 0.75 0.51 

10 Y79AA1001875 9.33 12.67 13.09 11.05 17.79 18.63 

Y79AA1001907 68.02 70.94 96.4 118.34 86.75 104.86 

Y79AA1001908 0.64 8.4 2.29 1.92 2.59 2.31 

Y79AA1001923 1.61 6.64 3.03 3.86 3.76 3.35 

Y79AA1001927 19.1 22.05 36.94 42.46 45.29 48.81 

Y79AA1001930 4.07 6.65 *8.07 7.92 12.42 12.21 

Y79AA1001932 2.84 4.41 8.47 11.51 9.1 8.57 

20 Y79AA1001933 2.14 3.27 3.' 69 4.34 7.99 6.65 

Y79AA1001942 1.58 3.45 2.69 2,94 2.13 2.41 

Y79AA1001963 9.6 9.37 46.06 38.48 49,64 47.27 

Y79AA1001968 18.61 27.73 37.44 42.93 44.16 55.23 

Y79AA1001983 1.81 6.35 4.28 3.97 5.86 4.47 

Y79AA1 002000 2.55 5.35 4.55 4.42 3.21 2.83 

Y79AA1 002004 13.1 18.87 27.47 23.72 29.45 40.93 

Y79AA1 002008 2.51 3.73 3.79 4.54 2.19 2.85 

Y79AA1002012 1.37 3.22 2.81 3.22 2.29 2.87 

Y79AA1002017 1.34 2.53 2.46 3.51 3.07 2.82 

Y79AA1002022 2.99 4.94 5.93 7.32 7.51 6.01 

Y79AA1 002027 2.02 6.33 2.67 2.69 4.03 4.09 

Y79AA1 002050 2.53 8.12 4.22 6.68 6.91 5.11 

Y79AA1002058 13.69 21.8 70.12 59.07 70.89 55.33 

Y79AA1 002060 6.38 13.17 20.54 17.14 21.12 24.23 

Y79AA1 002062 4.33 5.18 8.15 8.54 6.66 5.51 

Y79AA1 002065 33.54 39.97 72.6 49.46 30.04 41.81 

Y79AA1 002067 10.11 11.64 17.24 16.25 9.42 8.13 

45 Y79AA1 002069 0.97 1.79 0.54 1.55 1.44 0.66 

Y79AA1002070 10.16 33.47 44.36 52.16 71.15 73.35 

Y79AA1002074 38.55 74.38 179.6 165.55 282.48 224.96 

Y79AA1 002076 0.48 9.71 2.89 2.86 3.34 1.91 

50 

Y79AA1002083 1.2 7.48 2.03 2.73 1.75 2.06 

Y79AA1002084 1.79 2.59 4.54 3.73 3.73 2.98 

Y79AA1 002086 0.96 1.78 1.71 2.77 1.88 1.43 

55 Y79AA1002087 11.18 14.9 27.67 33.34 30.01 23.08 



30 



35 



40 
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10 



15 



25 



35 



40 



50 



Y79AA1 002089 1.18 3.46 2.13 1.46 2.92 3.26 

Y79AA1 002093 2.19 5.48 5.25 5.28 5.68 6.17 

Y79AAV0021O1 1.11 8.58 -2. 98 6. 54 5. 58 6. 6 

Y79AA1002103 1.47 10.22 3.39 4.43 6.49 4.7 

Y79AA1002115 4.34 9.78 7.37 7.45 7.03 6.95 

Y79AA1002121 1.55 2.16 2.18 1.67 2.55 2.31 

Y79AA1002125 6.67 7.08 9.29 8.81 6.4 7.6 

Y79AA1002129 1.64 6.23 7.84 5.41 2.2 4.93 

Y79AA1002131 0.9 3.25 0.78 0.77 1.29 1.15 

Y79AA1002139 0.69 5.02 1.04 1.83 1.53 1.34 

Y79AA1002144 25.99 29.62 51.01 42.61 51.16 43.17 



Y79AA1002177 1.72 5.97 4.33 4.79 3.09 4.73 

Y79AA1002183 10.44 13.89 17.69 27.61 29.67 28.92 ** + 

20 Y79AA1 002202 3.97 7.15 8.34 18.27 10.12 17.85 * * + 

Y79AA1 002204 0.53 0.99 1.56 1.7 2.2 1.54 

Y79AA1 002206 2. 63 5. 36 7. 28 4. 35 2. 95 1 . 49 

Y79AA1 002208 4.26 6.54 3.94 6.88 6.3 3.96 

Y79AA1 002209 1.8 6.34 2.88 4.38 3.74 4.57 

Y79AA1 002210 0.41 4.14 2.09 1.8 2.24 1.65 

Y79AA1 002211 2.25 5.39 3.85 5.71 5.3 4.5 

so Y79AA1002213 1.15 4.13 6.53 7.38 7.54 7.43 

Y79AA1002215 18.7 18.69 26.61 17.72 15.59 9,62 

Y79AA1 002220 3.78 3.38 2.87 4.89 4.19 4.14 * + 

Y79AA1 002226 8.54 8.9 9.75 13.06 14.2 4.41 

Y79AA1002229 1.35 3.88 3.38 2.95 2.79 2.67 

Y79AA10O2234 3.24 6.82 3.94 4.29 7.74 6.88 

Y79AA1 002235 5.6 7.55 6.43 8.78 9.74 9.47 * + 

Y79AA1 002246 0.59 5.06 2.41 3.94 2.54 4.27 

Y79AA1 002258 0.72 7.26 2.92 3.99 4.19 2.7 

Y79AA1002279 17.79 19.12 27.8 16.52 19.13 11.5 

Y79AA1 002292 1.68 2.1 3.22 2.96 3.91 2.73 

45 Y79AA1 002298 0.76 2.52 1.32 2.03 2.77 1.06 

Y79AA1002307 1.05 4.35 1.79 0.76 1.05 1.2 

Y79AA1 002309 1.15 4.19 2.3 2.21 1.78 2.55 

Y79AA1002311 2.84 7.35 3.43 5.71 6.04 5.45 

Y79AA1 002334 1.72 6.54 2.95 4.77 4.19 3.35 

Y79AA1 002351 1.27 5.5 2.89 3.5 3.38 3.06 

Y79AA1002355 12.83 12.25 28.96 22.94 22.07 21.02 

55 Y79AA1 002361 2.22 2.27 3.26 2.47 4.54 1.55 
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Y79AA1 002365 
Y79AA1 002373 
Y79AA1O02376 
Y79AA1 002378 
Y79AA1 002381 
Y79AA1 002388 
Y79AA1 002399 
Y79AA1 002407 
Y79AA1002413 
Y79AA1002416 
Y79AA1 002429 
Y79AA1 002431 
Y79AA1 002433 
Y79AA1 002445 
Y79AA1 002461 
Y79AA1 002466 
Y79AA1 002471 
Y79AA1 002472 
Y79AA1 002474 
Y79AA1 002482 
Y79AA1 002487 
Y79AA1 002490 
Y79AA1 002493 
ZRV6C1 006278 



0. 66 2. 04 

1.17 3.93 

110.81 135.82- 
1.9 4.8 

8.65 14.11 

7. 05 9. 99 

1.79 4.25 

3.05 4.16 

3. 21 6. 78 
1.46 5 

5.5 8.15 

0. 92 4. 43 
1.27 5.9 

4. 01 5. 34 

0. 63 2. 45 

39.02 70.71 

4. 44 6. 67 
2.41 6.16 
1.93 8.27 
3. 52 6. 66 
1.38 4.12 

10.37 9.91 

1.96 4.07 

0. 61 4. 08 



2.26 1.97 
2.42 " 1.59 

-249.8 205.99 

4. 91 2. 2 
19.19 18.84 
18.24 15.88 
• 3. 74 4. 62 

3. 13 4. 66 
8. 05 6. 46 

2. 74 2. 49 

7.27 8 
0. 48 0. 79 

3. 24 4. 8 

5. 76 3. 1 
1.79 1.19 
94.5 91.12 
6. 08 7. 43 
5. 99 6. 8 

4. 31 4. 89 
10. 37 9. 02 

2.46 1.96 

16.35 11.11 

6. 14 6. 5 
2.22 1.81 



3. 51 2. 25 
1.97 1.43 

213.25 191.69 

3.6 3 

21.52 17.97 

21.51 19.99 

4. 08 3. 47 

5.77 4.5 * + 
8. 32 6. 87 

3. 44 3. 55 

11.11 8.01 

1.78 0.89 
3. 84 5. 58 
4. 89 5. 41 
2.71 1.41 

82. 27 94. 71 

8.06 10.49 

8. 39 4. 06 

6.52 7.13 
11.81 8.69 

3. 01 2. 56 

12.88 16.86 

8. 9 4. 1 

1.58 2. 11 
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Table 353 

Expression of each cDNA in skin-derived fibroblast cells exposed and unexposed to 
ultraviolet light (the table also includes clones that are not described in Examples) 

In the table, UV J)h represents skin-derived fibroblast cells without ultraviolet irradiation; 
UV_4h and UV_24h represent skin-derived fibroblast cells 4 and 24 hours, respectively, after the 
irradiation. The assay was performed in triplicate (n=3) and each result is shown in the column 
of Expl, Exp2, or Exp3. n t-test 0/4" and "t-test 0/24" represent the results of the test for 
significant difference between the unexposed cells and the cells 4 hours after the irradiation, and 
between the unexposed cells and the cells 24 hours after the irradiation, respectively. The table 
also includes the information on an increase (+) or decrease (-) in the expression level of the 
gene in the exposed cells 4 hours or 24 hours after the ultraviolet light irradiation. The results of 
the test for significant difference are shown in the columns of *p<0.05 and **p<0.01. 
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Clone 



UV_flh ~ 

ExpJ gxPij Exps_3- 



UV_4h 
Exp. 1 Exp. 2 Exp. 3 



UV g4h ~ 

Exp, 1 Exp. 2 Exp- 3 



t test 
0/4 0/24 



TITER 



GAPDH(Crl) 
flactin(Cr2) 



ADRGL1 000005 
ADRGL1000007 
ADRGL1 000009 
ADRGL1000011 
ADRGL1 000027 
ADRGL1 000058 
ADRGL1 000069 
ADRGL 1000077 
ADRGL 1000092 
A0RGL1 000099 
ADRGL1O00136 
ADRGL1O00147 
ADRGL1000159 
ADRGU000160 
AORGL1000171 
AORGL1000181 
BGGI 11000015 
BGGI 11000016 
BGGI 11000017 
BGGI 11000022 
BGGI 11000031 
BGGI 11 000042 
BGGI 11000046 
BNGH41 000025 
BNGH4 1000026 
BNG141 000027 
BNGH41 000035 
BNGH41000037 
BNGH41 000042 153. 
BNGH41000048 115 
BNGH41O00O56 
BNGH41 000087 
BNGH4 1000091 
BNCH41000157 
BNGH41000169 
BNGH41000181 
BHGH41000198 
BNGH41000219 
BNGH41000229 
BNGH41 000237 
BNGH41000238 
BMGH41 000243 
BKGH4 1000270 
BRAWH1 000004 
BRAIH1000018 
BRAIH1000021 
BRAWH1000027 
BRANH 1000029 
BRAIH1000040 
BRAIH1000050 
BRAIH100OO5 
BRAIH1000060 
BRAIH100O07S 
BRAM1000081 
BRAIH1000084 
BRAIH1000095 



0 1.29 0.1 
256.82 283.53 414.29 



TOT 
31.62 
2.45 
13.26 
1.68 
29.04 
6.31 
5.99 
38. 57 
33.01 
43.6 
6.78 
7.31 
12.89 
4.72 
12.6 
21.03 
55.25 
6.51 
14.45 
9.32 
92.28 
59.17 
58. 36 
10.35 
26.15 
95.4 
6.43 
222. 69 
80.94 
7.33 
4.78 
4.66 
9.57 
2.7 
14.16 
7.17 
63.96 
41.07 
28. 92 
6.92 
22.23 
2.74 
12.1 
18.04 
12.07 
4.82 
4.85 
33.58 
63.26 
3.15 
87.24 
6.63 
12.71 
140.27 
5.04 



TOT 

85.7 
8.72 
21.8 
5.6 
76.55 
10.67 
6.34 
55.77 
48.6 
70.27 
11. 64* 
7. 55 
8.28 
5.01 
18. 02 
22.91 
74. 82 
11.46 
15.11 
14. 45 
77.71 
43.06 
71.87 
11.92 
57.91 
103.3 
18.43 
94.88 
131.08 
32.46 
6.77 
7.21 
39.58 
8.76 
15.82 
13.44 
42.98 
32.45 
29. 88 
11.13 
38.12 
13. 66 
22. 36 
23 
18. 61 
5.71 
5. 05 
27.15 
107. 91 
8. 62 
102. 14 
15 
28. 79 
3.27 
6.84 



0.9 0.06 1.18 1.49 0.47 



388.36 117.29 329.8 



41.54 
6.06 
18. 36 
4.02 
95.27 
3.58 
5.76 
73.06 
56.04 
58. 84 
6.52 
10.23 
9. 39 
4.83 
18.65 
10. 68 
18.05 
3.65 
7.84 
9.12 
51.19 
30. 88 
11.96 
5.79 
21.21 
77. 48 
4.88 
128.41 
158.03 
17.81 
6.26 
3.92 
15. 95 
3.03 
9.14 
2.81 
30. 63 
12. 86 
23.95 
3.1 
21.69 
5. 03 
14.77 
10.35 
14. 58 
4.63 
4.67 
16.04 
121.47 
2.34 
122.05 
3. 29 
20.72 
8.21 
7.47 



189. 18 



190. 26 
" J. 66 
14. 77 
1.8 
6.5 
0.81 
22.31 
1.14 
2 

18.9 
18.08 
21.07 
2. 59 
4. 68 
5.18 

I. 77 
11.18 

15.5 
40.65 
4.69 
8.92 
10.28 
16.53 
15.29 
15.56 
3.65 
28.53 
91.4 
3.88 
26.75 
58.67 
4.36 
3.11 
1.95 
12.43 
1.85 
5.48 
2.63 
4.75 
29.5 

II. 39 
2. 99 

13.04 
1.06 
9.28 
6.81 
8. 59 
2.04 
2.18 
5.99 

45. 55 
1.14 

59.07 
2.95 
9.85 

121.2 
0.91 



157.87 



15TT 
47.47 
3. 97 
21.55 
2.4 
84.24 
7.61 
4. 08 
41.45 
43.57 
52.22 
6.66 
7.28 
11.62 
4.47 
9.73 
25.13 
63.98 
8.13 
12.98 
13.67 
78.81 
59.14 
34.23 
8.61 
36.04 
71.93 
11.37 
L 34 
13 
6.81 
7. 57 
5.88 
24.78 
4.77 
15.03 
5.23 
55. 36 
41.48 
30. 57 
12.97 
37.29 
7.24 
26.05 
16.02 
13.77 
4.8 
7.2 
20.85 
66.78 
3.25 
103. 56 
6.97 
23.41 
219. 94 
6. 67 



6.44 
41.35 
2.65 
12.63 
2. 48 
68. 98 
5.86 
3.87 
40.91 
29. 24 
40. 95 
5. 38 
10.38 
13.77 
6.43 
11.48 
12. 73 
36. 94 
5. 27 
9.62 
13.53 
53.47 
42.51 
22.6 
4.65 
34. 28 
91.38 
12.04 
120.85 
99. 22 
11.49 
6. 74 
3.81 
28. 36 
4. 07 
8. 43 
5. 92 
34. 86 
20. 86 
17.14 
5. 96 
20. 76 
4.81 
13.7 
11.87 
14. 48 
4. 59 
2.83 
13.44 
88. 32 
1.27 
99. 97 
4.01 
20. 86 
5. 55 
5. 22 



TO? 
40.62 
3.32 
13.95 
2.04 
72.58 
4.59 
4.68 
54. 59 
45.47 
44.91 
7 

9.89 
23.6 
4.19 
13.93 
20.09 
6. 26 
5.54 
8.77 
12.58 
19.5 
35. 11 
19. 45 
4.41 
46. 33 
82.2 
10.79 
102. 56 
95. 02 
11.22 
6.12 

2. 29 
14. 05 

2.47 
9.02 
4 

27.19 
15. 06 
16.36 

5.05 
22. 29 

3.91 
15. 56 
13.62 
10.65 

5.52 

2.65 
12.14 
92.39 

1.81 
107.12 

3. 69 
22.65 

1.75 
4.62 



6 

31.64 
3.72 

15.62 
3.18 

39. 84 
2.92 
4.23 

24. 67 

24. 87 

35.09 
5. 38 
7.3 
7. 39 
3. 69 
9. 96 

10. 32 

17. 67 
2.72 
7. 97 
6.75 

23.41 
16 

12.51 
2.7 

28.86 
85.4 
4.26 

66.52 

70. 52 
6.84 
2.23 
2.51 

14. 96 
2.48 
9. 57 
2. 64 

11.04 

12.11 
7.62 
3.21 

17.48 
2.55 

10.21 
8.4 

13.45 
2.19 
2.93 
8. 98 

77.36 
2.29 

58.34 
3.52 
19.13 

106.89 
3.81 



5 

31.5 
2.91 

14. 45 
3.55 

39.98 
2.62 
3.08 

27.36 

20.27 

29. 76 
5.89 
8.62 
9.59 
4.29 
7. 77 
18.5 

37. 24 
3.8 

10. 08 
15.5 

22.63 
7.23 

19.08 
4.11 

19.37 

89.21 
5.78 

52.39 

62.66 
5. 34 
5.45 
5.23 
25.4 
2.4 
4.7 
2.78 
5.11 
42.2 
18.2 
4.83 
12 
3.15 
9.3 
8.26 

11.48 
7.42 
1.97 
6.77 
64.9 
1.52 

66.98 
3. 34 

15. 04 

155.45 
1.79 



t 



I 

* t 
* 

tt tt 

* tt 
tt 

t t 
tt tt 



tt tt 



t 

tt 
t 
t 



t tt 



t 

t tt 



tt 
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Table 354 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



BRA VH1 000096 
BRAHHI000097 
BRAIH1000TOO 
BRAIH10O0101 
BRAW1000104 
BRAW1000107 
BRA1H1000110 
BRAWH1000111 
BRAIH1000135 
BRAIH10O0190 
HDBA1000005 
HEHBA 1000006 
HDBA 100001 1 
HEIBA1000020 
HEHBA1000030 
HEMBA1OO0034 
HEHBA1000042 
HEHBA 100004 5 
HEMBA 1000046 
HEMBA1 000047 
HBBA1 000048 
HBBA1000050 
HEIBA1Q00053 
KIBA1000060 



KIBA1000072 530, 



HEMBAI000073 
HEMBA1OO0O76 
HEHBA10Q0084 
HEHBA 1000087 
HEHBA 1 000088 
HE1BA1000091 
HEIBA1O0O111 
IBBA1000121 
HEHBA1000128 
t@fiA1000129 
HQBA1000141 
HEHBA1000146 
HEM8A1000150 
HEM8A1000154 717. 
HEHBA1000156 
HEIBA1000158 
1OBA1000168 
KBBA1000180 
HBBA1000185 
KNBA1000168 
mBA10OO193 
HEHBA1Q00194 
KBBA1000201 
HEMBA1000213 
HEHBA1000216 
HEJBA1000227 
HEHBA1000231 
KEM8A1 000237 
HBBA1 000243 
HEMBA 1 000244 
JOBA1000251 
HBBA1000254 
HEMBA1000264 
JSCAJ000269 
HBBA1 000275 
HQBA1 000280 
HEWA1000282 
HEUA1000287 
HQBA1000288 



5. 38 
32,73 
3.44 



6.14 
35.25 
3.77 



151.17 188.03 



3.11 

4.13 
63.35 
17.89 

7.97 
13.15 
35. 95 

9. 78 
142.4 
190.7 
20.38 
15.22 
22.23 
12.71 
10.19 

4.05 
10.63 

3.15 

5. 98 
10. 62 



5.16 
9.11 
48.25 
14. 24 
7.93 
11.52 
34. 82 
9.8 
148.44 
248.05 
15. 29 
17. 47 
17.73 
14. 02 
13.7 
7.12 
14.86 
3.21 
3.98 
11.2 



32 492.25 
26.51 17.12 



30.89 
46.03 
2.35 
3.05 
38.82 
21.39 
18. IS 
6.74 
6. 94 
12.4 
6. 55 
28.41 
61 
10.8 
18. 74 
6.01 
3.02 
19.4 
6. 28 
7.66 
31.21 
13.81 
2. 97 
7.62 
2.73 
24.52 
76.81 
13.82 
9 

4.62 
10.09 
5.1 
4. 34 
22.4 
6.51 
18.71 
10.5 
14.15 



23.42 
48. 38 
3.13 
3.73 
23.63 
20.11 
14.06 
4.73 
5.68 
7.44 
7.84 
41.35 
696. 56 
18.5 
13.45 
6.75 
3. 26 
18.46 
5.61 
7.79 
25.82 
8.63 
4.59 
8.45 
4. 56 
27.31 
74.32 
10.47 
7.04 
4.41 
13.73 
3.56 
6.24 
40.99 
8.26 
16.98 
12.84 
21.12 



9. 95 
38.91 

£3F 
182.43 
13 
10. 29 
85.05 
19.42 
10.18 
18.33 
38. 35 
11.36 
163. 52 

252 
27.68 
15.15 
35. 18, 

2.46 
20.59 
13.48 
15.51 

10.5 

9.78 
18.18 
767.01 
39.76 
46.09 
54.47 

9.77 
12.72 
75.02 
44.78 
45.72 
14.38 
13.44 

22.8 
15.71 
48.05 
881.96 
21 
14.16 

7.08 

4. 77 
23.05 

7.48 
11.97 

29.1 
14.31 

8.02 
11.73 
8.5 
24. 37 
83.86 
25.88 

9.2S 

5.87 
13.57 
11.16 

5.63 
22.83 
15.12 
38.85 

12, 

36.73 



5.23 
16.1 

I. 33 
124.31 

2.27 
5.6 
53.28 
6.38 
6.35 

II. 13 
20.64 

1.4 
136.28 
200.63 
14.24 
7. 36 
17.22 
0.7 
6.92 
2.54 
2.18 
2.13 
8. 93 
10.13 
366.98 
19.17 
20. 74 
61.64 
1.66 
2.97 
58.3 
24.89 
26.38 
8.16 
7.51 
8.83 
4.62 
22.83 
454. 74 
9.98 
7.7 
5.88 
4.2 
27.72 
5.62 
13.74 
20. 52 
11.15 
5.36 
6.7 
4.18 
15. 72 
66.84 
21.77 
7.59 
4.22 
7.22 
4.22 
3.94 
21.15 
7. 28 
19. 86 
3.76 
13.92 



5.99 
26.45 

I. 79 
137.07 

6.18 
8.93 
34.71 
13.57 
4.55 
9.11 
26.11 
5. 53 
167.18 
259.1 
16.3 
10.81 
20.39 
7.88 
10.64 
4.15 
6.64 
3.59 
5.91 
8.71 
521.7 
28.84 
16.14 
67.48 
2.08 
3.67 
74.93 
20.7 
18.11 
5.93 
6.89 
6.54 
7.62 
16.47 
531.19 
4.23 
2.81 
4.99 
2.93 
15.45 
6.91 
5.68 
12.15 
8.36 
2.78 
6.96 
3.58 
17.43 
69.97 

II. 3 
2.86 
1.63 
5.82 
2.15 
4.73 

22.57 
7. 37 

12.71 
7.11 

11.11 



6.41 
25.46 
1.51 
112.48 
12. 04 
4.46 
42.03 
14. 32 
3.75 
7.4 
18. 05 
2.46 
112. 45 
183. 87 
11.52 
14.4 
12. 68 

I. 39 
7.67 
2. 97 
3.23 
2.35 
6.46 

II. 8 
354.83 

19.97 
16.31 
73. 34 
0.86 
2. 66 
71.96 
26.97 
19.11 
6.25 
6. 55 
5.23 
7.46 
23.82 
670.47 
6.43 
4.64 
5.86 
2.73 
13.55 
3.78 
7.85 
13.24 
7.64 
4.45 
6.62 
2.64 
21.38 
42. 93 
17.41 
4.81 
3.25 
7.35 
2.47 
5.35 
23. 36 
8.84 
13.67 
6.81 
18. 



5. 29 
34. 97 
2. 06 
156. 93 
5.42 
6.91 
42. 56 
11.88 
5.18 
12.15 
30.81 
3.8 
92.75 
166.01 
9. 94 
7.69 
19.66 
4. 27 
13.72 
2-37 
4.43 
2.36 
2.35 
7. 34 
288.04 
20.8 
22.31 
43. 23 
1.69 
4.68 
24.1 
20.62 
16.09 
3.31 
4.13 
5.19 
5.3 
28.66 
527.79 
3.69 
5. 39 
6.83 
2.69 
13.51 
3.34 
5. 99 
9 

5.43 
3.2 
6.13 
3. 35 
21.29 
44.61 
12.09 
3.47 
2.37 
8.91 
2.98 
3.13 
10.3 
7.59 
18.74 
3.4 
14.48 



2.17 
22. 26 
0.88 
114.91 
9.52 

I. 75 
51.83 
11.36 

4.92 
9.59 
17.47 
1.71 
76.02 
114.55 
9.08 
4.87 
13.46 
2.85 
12.92 
0.81 
0. 94 
0.05 
1.65 
2. 99 
399.85 
18.82 
20.51 
26.25 
0.8 
0. 94 
16. 38 
12.93 
9.88 

I. 93 
5.51 
3.51 
2.57 

15. 99 
542.09 
3.2 
2.06 
2.42 
1.65 
10.97 
2.85 
5.1 

II. 15 
4.05 
1.24 
4.35 
1.71 
12.5 

22.46 
8.84 
4.91 
2.22 
6. 98 
1.73 
1.23 
5.45 
2.9 

14. 02 
8.14 

II. 79 



4.29 
21.98 
1.83 
72.6 
5.16 

I. 45 
49. 06 

7. 34 
2.5 
8.37 
24.15 
7.12 
85.25 
161.9 
14.21 
8.91 
21.05 
2.17 
11.87 
3. 55 
3.67 
2.24 
5. 68 
9.16 
194.47 
12.3 
20. 54 
43.33 
1.37 
2.56 
30.08 
18.49 
11.04 
2. 79 
3.96 
3.66 
3. 09 
24.53 
612.33 
3.36 
3.26 
4.44 

3. 39 
19.3 

4. 56 
6. 65 

12.72 
4. 24 
3.2 
5.56 
2.27 
20.49 
38.37 

II. 38 
3.18 
2. 32 

9.5 
5.35 
3.19 

12.41 
7.78 
21.9 
8.93 

19.51 
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KEHBA1000290 
HEMBA1000296 
HEMBA1 000300 
HEMBA1000302 
HEM8A1CQ0303 
HEKBA1000304 
HEMBA1000307 
HEMBA10OO312 
WHBA1000318 
HEHBA1000327 
HEMBA1000333 
HEM8A1000336 
HEMBA1 000343 
1€IBA1 000349 
HOBA1000351 
HEM8A100035S 
HEIBA1000356 
HEMBA1000357 
HEHBA1 000366 
HEMBA1000369 
HEMBA 1000370 
HEM8A1000376 
FBCA1000387 
HEMBA1000389 
HEMBA 1000390 
HBBA10Q0392 
HEMBA1 000396 
HEXBA1000411 
HEMBA1000418 
HEM8A1 000422 
HEMBA1000426 
tOBAI000434 
HEM8A1000442 
HEIBA1000443 
KMBA1000446 
>£MBA1 000456 
HEM8A10004S9 
HEMBA1000460 
t£ttA1000462 
*MBA1000464 
FOBA100C468 
HEMBA10Q0469 
HBBA1 000477 
HEM8A1 000481 
HEMBA1000468 
HEIBA1000490 
f€MA1000491 
HEMBA1000498 
HEMBA1000501 
HEMBA 1000504 
HEIBA1000505 
HEMBA 1 000507 
HEMBA1000508 
KEMBA1000518 
HEMBA10O0519 
FOBA1000520 
HEMBA1000523 
HEMBA 1000531 
^CHBA1000S34 
HEMBA 1000 538 
HEMBA1000540 
HE1BA1000542 
HEMBA1000S45 
HOBA1000547 



5. 54 
9.5 
35.72 

3.92 

7.68 
20. 77 

7. S7 
26.83 
14.81 

16.1 
4.8 
14.85 

9.76 

7.48 
16.95 
11.99 
34.47 
16.16 
10. 73 
10.72 
9 

90. 99 
26.37 
16.44 
10 
7.7 
9.8 
4.32 
10.46 
9. 96 
8.49 
6.78 
3.73 
6.03 
56.88 
14.88 
15.34 
23.55 
25.82 
7.56 
3 

22.54 
17.38 
63.47 
14.11 
9 

5.32 
14.5 
7.87 
12.54 
6.92 
0.45 
26.91 
3.76 
85.07 
6.49 
11.85 
8.26 
28.94 
14.97 
18.41 
68.21 
10.72 
16.09 



5.24 
13.84 
34. 39 
5.7 
7.6 
16.02 
8.03 
27.01 
10.63 
19. 56 
4. 82 
18.8 
12.6 
9. 48 
12.69 
7.36 
36.59 
16.75 
7.46 
11.69 
13.55 
73. 26 
30.02 
15.64 
6.3 
8.4 
6.67 
4.84 
14.65 
6.26 
7.69 
3.73 
3.34 
7.17 
47.2 
20.85 
18.32 
16.11 
7.48 
4.51 
4 

28.03 
15.06 
80.18 
13. 36 
6.13 
6.61 
18.25 
9.11 
5. 58 
6.54 
1.56 
34.97 
3.26 
91.86 
7. 75 
6.14 
6. 64 
37.16 
19.18 
10.82 
65.66 
9.72 
12.61 



10.06 
20.76 
45.53 
9.9 
13.76 
19.73 

6.72 
36.09 
16. 92 
31.73 
8.3 

25.1 
14.72 

16.3 
26.79 

8.03 
32. 24 
30. 37 
15. 42 
16.34 
13.78 

0.51 

2.06 
23. 44 
9.6 
14.19 

9.18 
13.72 
17.48 
0 

1.25 
4.63 
8.65 
14.31 
7.47 
28.05 
27.74 
28. 93 
2.26 
6.06 
6. 33 
34.83 
7. 59 
49.05 
8.09 
11.44 
17.42 
24.06 
2.74 
11.75 
7.08 
8.28 
50.59 
6.48 
141.09 
13.06 
1.44 
16 
55.86 
30.49 
26.42 
96 

19. 53 
26.19 



5.33 
5.15 
27 
1.71 
3.6 
12.6 
5.49 

21.32 
6.25 

13.19 
2.23 
10 
7.21 
4. 37 
18.1 
7. 48 

39.62 

11.91 
5.17 
4. 55 
4.72 
1.99 
0.67 
8.78 
4.59 
5.19 
1.73 
2.13 
5.45 
0.69 



25 
97 
11 
08 
38 
5. 95 
11 

19.24 
1.21 
3.68 
1.85 

17.42 
1.07 
5.51 
0.4 
3.85 
8.34 

10.95 
0.21 
3.41 
0 
0 

22.03 
5.32 

42.18 
6. 32 
0 

4.73 
24.81 
12.11 
7.05 
105.13 
13.15 
11.54 



I. 73 
12.54 
31.39 

5.14 
4.76 

11.48 
4.16 

17.54 
7.77 

19.56 
3.1 

13.67 

10.87 
4. 58 

17. 55 
3.22 

29.15 

12. 99 
5.07 
5.5 
8.24 
5.8 

28. 79 

10.05 
5.15 
4.42 
1.25 
3.17 
8.2 
0.58 
8. 33 
2.1 
3.23 
6.26 
1.35 

15.86 

17.98 

20.63 
3.05 
3.64 
2. 29 

17.27 
12.5 
28 
9.3 
4.12 
8. 06 

15.11 
2.74 
4.13 
1.28 
1.2 

32.11 
4.44 

50.11 
6.26 
1.42 
9.37 

22.76 

14.95 
8.02 

126.6 
9.91 

II. 54 



3.05 
6.86 
25.7 
2. 38 
4.02 

11.65 
4.06 

18.68 
8. 66 
35.1 
2.42 

12.74 
8.74 
5.11 

14.44 
2.44 

32.82 

11.46 
3.55 
4.39 
7.37 
2. 22 
0 

15.24 
2. 55 
2.87 
0. 34 
1.91 
5.71 
0. 28 
0 

1.84 
1.05 
3.05 
0.83 
10.1 
14.9 
19.37 
10.25 
2. 38 
0. 39 
14.02 
0.35 
7.01 
4.86 
5.04 
9.74 
14.4 
4.51 
2.59 
0.84 
0.18 
27.29 
6.01 
71.14 
4.22 
0.29 
11.46 
20.48 
11.04 
12.43 
107.62 
10.84 
13.04 



3.54 
5.85 
26.91 
3.51 
4.64 
12.2 

I. 61 
18.71 

2.82 
16.48 
2.41 
13.23 
6.58 
3.79 
11.22 
1.27 
22.27 
14. 62 
5.42 
6.76 
5. 92 
56.72 
22.74 
16.41 
7.47 
4.91 
3.88 
T.36 
4.56 
3.62 
5.22 
5.95 
2.87 
8.49 
46. 56 
10.12 
11.74 
10.12 
13.12 
3.55 
1.45 
27.65 
11.11 
17.9 
6. 34 
6.84 
6.93 
16.82 
6.04 
2.67 
5.6 
0.77 
38. 18 
3.59 
47.46 
5.77 
4.15 
9.54 
41.37 
13.25 

II. 49 
49.4 
7.59 
5.83 



2.47 
5.2 

18.61 
1.14 
2.88 

13.31 
1.51 

13.82 
1.83 

11.24 
0.71 

10.79 
5.91 
2.9 
7.92 
2.39 

24.67 
9.28 
3.22 
3.13 
3.13 

52.09 

18.21 
8.42 
3.11 
3.87 
1.99 
1.45 
2.35 
3.45 
5.3 
1.48 
2.62 
4.27 
24.3 
2.72 
7.37 
7.72 
8.17 
1.26 
0.17 

14.61 
7.11 
5.67 
1.81 
2.63 
4.26 

10.93 
4.62 
4.18 
2.13 
0 

21.05 
1.86 
35.9 
4.5 
3.58 
4.57 

29.08 
9.03 
5. 58 
38.5 
4.75 
5.77 



2.22 
3.4 

28.62 
3. 24 
3.92 

13.14 
3.67 

23.54 
3.66 

13.77 
1.87 

10.59 
8.76 

11.15 
17.2 
3.56 

20.29 

12.57 
6. 53 
5.67 
3.05 

77.09 

26. 75 
9.96 
6. 96 
4.75 
4.11 
2.17 



3.71 
7. 58 
9.15 
3.75 
6. 58 
7.22 

38.67 
7.69 

11.06 

17.35 
7.37 
2. 53 
1.64 

18.23 
9.19 
5. 55 
3.54 
7. 56 
9. 22 

14.38 
6.97 
4.58 
4.7 
0.38 

20.98 
3.38 

57.59 
4.14 
2. 35 
6.14 

32.84 

10.27 
4.88 
50.6 
4.2 
5.14 



1368 



EP1 074 617 A2 



Table 356 



KEMBA1000551 31.43 29. 13 74.52 

HEM8A10Q0S55 23.07 51.65 28.63 

HEMBA1000S57 20.2 22.07 26.421 

HEMBA1000561 6.79 6.3 13.7 

HEMBA1000563 5.71 6.02 9.65 

HEMBA1000567 2.91 1.55 3.34 

HEM6A1000568 8.19 5.62 14.34 

KEMBA1000569 2.57 3.31 7.06 

HEMBA100O575 24.44 15.32 39.5 

HEMBA1000583 7.1 5.81 6.91 

KM8A1000S90 5.23 6.06 5.7 

HEMBA1000591 24.12 22.46 26.56 

HEMBA1000592 30.95 41.43 24.53 

HEMBA 1000594 5. 11 7.29 6.57 

HBIBA1000604 21.62 17.48 22.7 

HEMBA1000607 59.03 59 91.06 

HEMBA1000608 9.41 4.42 6.41 

HEMBA1000622 7.92 7.76 16. l4 

HEM8A1000634 52.78 74.71 70.68 

HEMBA 1000636 27.22 28.11 25.27 

HEMBA1 000637 8.86 11.75 7.97 

HEM8A1000655 30.73 31.69 54.9 

HEMBA 1 000657 14.06 9.28 10.28 

HEMBA1000S62 6.27 5.79 10.27 

HEMBA10C0664 6.29 6.77 9.71 

HEMBA1000671 30.41 19.43 27.86 

HBIBA100O673 24. 11 24.74 28.83 

HEMBA1000675 11.22 13.93 16.24 

HBIBA 10006 78 5.24 8. 15 11.3 

HBIBA1000682 34.57 35. 39 53. 17 

HBTOA1000686 21.71 40. 16 35.85 

HBCA1000702 10.64 17.35 25.73 

HEMBA1000705 4.6 3.75 8.97 

HEM8A1000713 10.43 11 19.66 

HBffiA10007l8 27.65 31.72 34.47 

HBOA1000719 21.36 28.6 18.8 

KB0A1OOO722 10.72 14.07 15.25 

HOBA1000726 32. 15 32.06 69.89 

HEM8A1000727 16.97 26.82 19.68 

HBOA1000732 8. 15 9.73 16.83 

HEMBA1000736 9.38 7.92 11.45 

HBBA100O743 6.76 5.78 11.72 

HEMBA1000745 7.61 6.54 13.68 

HBffiAl 000747 5.32 4.72 12.62 

HEMBA 1000748 7.08 6.97 13.44 

KEMBA1000749 18.03 20. 17 33.28 

HEMBA10007S2 9.61 11.01 10.43 

HEMBA1000753 14.73 8.44 14.96 

HEMBA1 000757 11.82 6.81 16.04 

HEMBA 1 000760 13.51 13.09 20.98 

HQBA1000769 7.76 13.89 13.94 

HEMBA1000773 3.65 4.13 15.13 

HEMBA 1000774 21.34 27.53 42.71 

HEMBA 1 000780 6. 15 5. 35 9.22 

HEMBA 1 000783 8.54 7.55 8.23 

HEMBA 1000791 29.92 28.02 44.77 

KEMBA1000793 30.39 19.19 19.38 

HEMBA 1000602 4.74 2.72 8.7 

HQBA1000813 46.62 47.69 50.56 

HEMBA1000817 12.5$ 12.98 16.93 

HEMBA 100082 2 6.54 19.54 13.74 

HEMBA 1000827 13.88 14.S4 26.11 

HEMBA1000833 12.7 15.8 16.64 

HEMBA 1000835 110. 36 117.03 136.17 



42.08 
16.75 
16.84 
3.18 
3.7 
2.35 
8. 57 
4.64 
24.17 
7.39 
5. 36 
10. 74 
10. 67 
8. 37 
28. 09 
71.67 
8.42 
9.11 
39.86 
25.4 
5.21 
27. 54 
5. 96 
3.02 
5.57 
31.58 
18.72 
11.01 
5.35 
14.17 
10.91 
7. 39 
3.21 
5.79 
19.34 
18.63 
12.4 
34. 36 
5.88 
6.74 
7.38 
5.12 
4.04 
2.69 
6.2 
13. 55 
7 

4.76 
4.91 
7.09 
4.47 
0.99 

22.13 
6.03 
4.94 

28.48 
8.64 
3. 43 
27.4 
6.72 
4.86 

13.31 
5.65 
175.69 



38.34 
19.18 
15.85 
1.89 
5.59 
0.99 
7.03 
2.77 
18.92 
8.88 
6.93 
18. 87 
31.41 
4.71 
18.45 
51.82 
5.12 
9.27 
65.62 
22.95 
9.26 
16.27 
7.53 
6.27 
5.25 
22.01 
18.93 
14. 94 
7. 05 
19.8 
16.11 
11.25 

I. 09 
9.41 

17.98 
23.29 

II. 9 
26.18 
11.41 

7.08 
12.77 
7.77 
5.82 
5.68 
9.91 
12.82 
5. 98 
5.04 
5.14 
10.48 
6.26 
5. 68 
28.3 
4.9 
5.39 
22.57 
16.27 
2.84 
35; 01 
11.22 
7.54 
20. 08 
5.56 
117.43 



36.48 
84. 47 
18. 08 
4.15 
3.42 
3. 67 
7.81 
3.17 
19.53 
8.85 
6.66 
21.61 
23.82 
6.68 
20. 99 
56. 83 
4. 07 
13.89 
64.7 
20.49 
6.88 
22. 75 
6.3 
5.29 
9. 62 
24.63 
18. 52 
12. 36 
6.17 
19. 96 
14. 54 
13.13 
3.11 
8.35 
21.82 
31.74 
8. 36 
30. 36 
11.31 
9. 59 
8.49 
27. 92 
4.46 
3. 35 
9.41 
15.47 
6.12 
11.61 
4.63 
10. 58 
7.04 
8.11 
22. 38 
4. 38 
5. 68 
21.5 
16.1 
2.21 
30.28 
3. 95 
6.86 
16. 37 
4.66 
151.33 



27.97 
21.47 
21.6 
4.27 
4. 89 
2.89 
7.88 
2.3 
17.36 
8.33 
4.07 
11.03 
10.57 
5. 32 
13.92 
60.28 
7.92 
9. 94 
32.15 
9.12 
4.93 
21.5 
3.93 
2.93 
2.22 
20.58 
21.96 
It. 46 
5.02 
13.73 
4.3 
7. 56 
3.08 
11.72 
22.89 
21.77 
7. 24 
36.32 
4.45 
5.57 
9.33 
5.16 
4. 98 
3.8$ 
8.23 
12.43 
4.8 
5.39 
2.56 
5.68 
9.68 
2.71 
30. 47 
2.5 
3. 76 
32.85 
13.32 
2.09 
30.89 
2. 79 
4.29 
7. 68 
3.19 
112.03 



18.18 
21.24 
11.99 
2.09 
1.86 
1.41 
3.61 
1.18 
14 
2.25 
2.31 
5.76 
11.36 
3.27 
9.43 
42.6 
3.99 
3.81 
24.17 
9.28 
3. 34 
18.39 
16. 82 
4.16 
2.8 
14. 98 
17.14 
6.91 
1.55 
23.76 
11.52 
7.08 
4.72 
6.95 
15. 55 
16.83 
4.41 
22.04 
8.11 
4.8 
6.94 
3.39 
2.87 
2.1 
3.96 
12. $9 
4.54 
6. 3$ 
3.42 
4.5 
6.14 
1.47 
15.88 
2.74 
3.66 
19.21 
16.07 
1.11 
15.81 
1.89 
1.48 
5.83 
1.79 
74.79 



17.63 
16. 53 
15. 53 
3.68 
4.27 
2.17 
9.31 
2.24 
17.06 
5.9 
4.39 
13.01 
12.37 
3.89 
17.25 
51.42 
8. 94 
11.14 
25. 34 
12.36 
3.68 
24.41 
5.24 
3. 38 
4.62 
15. 56 
28.31 
7.33 
1.87 
33.18 
5.8 
9.42 
3.61 
13.37 
26.61 
13.89 
3.46 
41.04 
7.29 

5. 38 
12. 57 

8.47 
5.45 
3.4 

6. 55 
18.76 

8.58 
8.17 
2.64 
6.77 
7.78 
3.38 

17.88 
2.78 
3.46 

32.35 

12.64 
2.74 

34. 56 
3. 94 
3. 36 

12.73 
1.87 
83.7 



* 
t* 
t 



tt 
t 



** 



* 

* * 



tt 

t* 

t t* 



tt * 

* 
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HEHBA1 000843 
KMBA10008S1 
K£»A1 000852 
HEHBA 1000867 
HEH8A1 000869 
HEHBA 1000870 
HOBA1 000872 
HEHBA 100087S 
HEHBA100Q876 
HEHBA 1 000907 
HEHBA1 000908 
HEHBA1000910 
HEHBA1000918 
HEH8A10OQ919 
HEHBA10O0934 
HBBA1000935 
HEHBA1000940 
HEHBA1000942 
HEHBA1000943 
HEHBA1000946 
HEHBA 1000960 
HEHBA 1 000962 
HEHBA 1 000968 
HEMBA10OQ971 
HEHBA 1000972 
HEHBA10O0974 
HEHBA10OO975 
HEHBA 1 000979 
HEHBA 1 000981 
HEHBA1000983 
KEHBA 1000985 
mm 1000986 
HEMBA1 000991 
teHBAI 001007 
HEHBA10010O8 
HEH8A1001009 
HEMA1001014 
HEHBA1001017 
HEHBA1001019 
HEHBA1QO1O20 
HBBA1001021 
HEMBA1001022 
HEUA1001024 
HEHBA1001026 
HEHBA1001043 
HQCA1001051 
HEHBA10O10S2 
HEMBA1001059 
HEIBA1001060 
HE1BA1001064 
HEMBA1001071 
HEHBA10O1077 
HEMBA1001078 
HEM8A1001080 
HBBA1001084 
HBfflA1001085 
HEHBA 100 1088 
HEHBA1001093 
HEHBA1001094 
HEHBA1001099 
HBBA1 001104 
HEHBA1001109 
HEMBA1001114)10! 
HEMBA1001121 7 



12. 5$ 
7. 99 
16.57 
6.41 
6.66 
16.63 
19 
7. 38 
12.29 
4. 99 
7.89 
4.91 
21.04 
4.44 
4.04 
4.4 
8. 69 
12.0$ 
2.61 
$.48 
30.15 
10.91 
9.18 
12.8 
8.17 
17. 96 
8.54 
12.0$ 
31.09 
16.01 
7.28 
13.51 
15.73 
6.2 
5.26 
2.98 
36.78 
7.14 
6. 35 
9.13 
4.2 
10.5 
1.82 
3. 74 
6.37 
120. 57 
6.69 
56.7 
22.93 
7.94 
2. 97 
6. 95 
13.55 
16. 26 
10.12 
12. 67 
3.47 
5.99 
3.87 
4.27 
3.23 
55.09 
03 
8.11 



15.69 
8.88 
13.81 
40.09 
6. 92 
14.8 
16.2 
6.41 
12.13 
12.04 
3.64 
8.0S 
31.68 
2.5 
4. 57 
5.61 
8. 39 
15. 91 
3.51 
9. 79 
53. 34 
13.68 
5. 88 
9. 28 
5.02 
18.06 
6.18 
14. 89 
24.3$ 
16.07 
3.6$ 
10.48 
13.96 
4.4 
4.15 
2. 47 
43.69 
5.71 
3.7 
7.41 
4.32 
4.41 
2.83 
3.71 
5. 28 
138.21 
6.44 
56.44 
14.44 
$.9 
5. 22 
10.47 
16.29 
14. 99 
12.02 
14.13 
2.77 
7.48 
3.67 
4.88 
5. 58 
49.61 
160.97 
7.04 



27.26 
11.08 

- 23 
21.59 
14.84 
15.74 
19. 95 
11.16 
19.01 
11.83 
11.79 
12.14 
45 
5.8 
5.7 

6.39 
12.11 
20.05 ! 

9.04 
16.74 
82.32 
14. 99 
12.53 
22. 24 
15.62 
33.14 
15.36 
32. 47 
60.14 
24.38 

6. 98 
26.88 

24.7 

10.1 
10.22 

7.99 
57. 32 

12.9 

5.48 
10. 99 

9.05 
10. 29 

5.27 
5.2 

6.61 
211.05 
5.$ 
76.92 
26.88 
11.63 

8.3$ 

5.65 
18.17 
25.65 
19.64 
17.46 

6.21 
12.08 
7.3 
10.87 
9.6 
96.04 
118.61 

9.73 



12.49 
3.31 
7.9 
7.82 
4.94 
6.74 

12.25 
2.07 
9.58 
5.83 
2.7 
3.81 

25.17 
3. 35 
3.99 
3.11 
6.4$ 
9. 92 
0.06 
3.82 

44.07 
4.87 
7,34 
4.73 
6. 78 
22.9 
5.78 

11.86 

12.11 
8.83 
4.91 
15.8 

13.36 
3.64 
2. 9$ 
2.44 

33.0$ 
9.32 
7.22 
8.19 
3.87 
9.91 
3.68 
2.99 
4. 42 
111.88 
6.1$ 
98.6 

16.88 
5.61 
8.63 

10.99 
15.7 

14.28 

11.43 

10. 37 
3.04 
5.52 
1.83 
6.66 
7.66 

54. 26 

64.42 
5.44 



12.36 
3.7$ 

10.22 

12.17 
6. $8 
7.2$ 
11.2 
4.19 

10.69 
7.88 

10.96 
$.91 

23. $2 
2.86 
3.21 
4. 92 
$. 94 

11.92 
1.63 

4. $1 
41. $8 

9.87 
$. 67 
7.24 

5. $8 
19.86 

4.48 
10.02 
16.96 
12.27 
4.64 
12.5 
13.44 
3.96 
3.18 
3.53 
32.39 
5.72 
3.14 
4.18 
3. 59 
9. 22 
2.95 
4.11 
$.68 
82.79 
$.41 
52.77 
16.28 
6.84 
6.39 
11.81 
24.22 
9.2 
8.23 
7.16 
2.22 



21.55 
41.61 



9.92 
3.94 
6. 68 

12.73 
4.87 
8.9 
8. 26 
4. 92 
6. 67 

10.61 
1.89 
4. 56 

19.82 
3.17 
2.4$ 
2.1 
4.28 
6.31 
0. 43 
6.06 

37. 38 
8.1$ 
5.$ 
3.99 
5.96 

19.01 
4.06 

10. 56 

23.49 
20.3 
4.99 

15.39 
8. 96 
2.18 
4.11 
2.07 

34.29 
6.57 
5.53 
5. 07 
5.86 

14.59 
3.77 
4.69 
7.08 

99.92 
3.95 
73 

14.69 
7.38 
5.39 

13.69 

16.62 
7.86 
10.4 
7. 36 
2.64 
4.26 
1.32 
4. 18 

10.79 

45.47 
99.5 
4.32 



12.67 
6. 33 

11.13 

16.16 
5.66 
6.35 
7. 42 
3.96 

12.67 
8.24 
2.83 
6.84 

25.88 
3.08 
2.55 
3.77 
6.33 

14. 27 
1.65 
3.38 

55.19 
6 

4. 92 
4. 56 
5. 46 
13.64 
6.6 
16.5 
26.22 
15. 26 
4.05 
12.22 
12.92 
2.52 
4. 27 
2.05 
37.95 
4.21 
3.87 
8.01 
6.3 
10.15 
2. 92 
3.01 
4.73 
82.72 
3.07 
36.68 
14.87 
5.01 
3.26 
3.82 
14. 25 
14.01 
8. 52 
9.72 
4.71 
4.75 
1.79 
3.44 
5.83 
44.91 
43.15 
4.43 



6.01 
2.77 
8.47 
8.86 
1.59 
3.09 
4.77 

2.9 
6.89 
2.82 
0.62 

3.7 
9.86 
0.43 
1.54 
2.49 
4.56 

9.3 
0.02 
0.73 
30.36 
5.38 
3.16 
3.74 
4.31 
8.08 
5 

7.76 
14.59 
9.78 
3.11 
6.19 
7.37 
1.4$ 
1.48 
0.9 
15.24 
2.97 
2.27 
5.07 
1.95 
4.7 
1.3 
1.9 
0.86 
68.42 
3.5$ 
40.32 
11.27 
1.85 
1.85 
3.2 
7.88 
11.12 



91 
19 
47 
73 
1.61 
1.48 
1.68 
34.62 
10$. 03 
2.6 



13.01 
2.83 
9. 44 
$.82 
2.82 
4.05 
5.4 
2.7 
9.73 
6.62 
3.13 
4.74 

18.68 
2. 37 
2.64 
2.7S 
4.22 
8.99 
0.8$ 
4.11 

32.98 
7.85 
5. 55 
2.56 
5.77 

13.41 
4.55 

11.37 

14.47 

16.85 
1.91 
7.06 
7.9 
2.54 
2.86 
2.84 

32.56 
4.79 
2.61 
4.27 
6.15 
6.8 
2.29 
3.66 
3.01 

94.95 
4.05 

41.94 

12.22 
2.88 
3.81 
5.87 
7.1 

10.13 
8.47 
7.2 
2.67 
5.78 
3.04 
3.72 
4.13 

57.09 

85.05 
4.72 



1370 



EP1 074 617 A2 



Table 358 



HBBA1001122 
HEMBA1001123 
HEUBAIOMm 
HEMBA1001137 
HEMBA1001140 
HEMBA1001144 
HEMBA1001 145 
HEMBA1001 1S8 
HEMBA1001172 
HEMBA1001174 
HEMBA1001175 
HBRA1Q01182 
KENBA1001184 
HEMBA1001192 
HBBA1001196 
HEWA1001197 
HENBA1001208 
HBBA10Q1213 
HEHBA1001214 
HEMBA1001221 
HOBA1001225 
HQBA1001226 
HEIBA1001228 
HBIBA10Q1229 171 
HEHEA1001235 
HBBA1Q01238 
HBBA1001242 
HE1BA1001247 
HEM8A1001253 
HEMBA1001257 
HEMBA100126! 
HBBA1O01262 
HEIBA1O012S5 
HENBA1001266 
KEMBA1 001269 
HEWA1001272 
HEKA1001279 
t£MBA1001281 
HBfiA1001286 
HBfiA1001289 
H8KA1001291 
HQBA1001294 
HEMBA1001296 
HEM5A1001297 
HBBA1001299 
HEIBA1001302 
HEUA1O01303 
HOBAI001306 
HOBA1001306 
^MBAlOOUtO 
HOBA1001312 

refiAiooi3i9 

KBSA1001322 
HBBA1001323 
►BBA1001326 
HOBA1001327 
HB6A1001330 
HBAA1001346 
HEMBA10013SO 
HBBA1001351 
I&BA1001352 
HQBA1001353 
HBBA1001358 
HBBA1001361 



9.39 
17.13 
8. 92 
6.57 
9.64 
75.62 
228.88 
11.25 
13.23 
4. 77 
25. 64 
253.75 
2.72 
7.71 
20.51 
377.82 
6.77 
162.45 
10.4 
12.82 
4.23 
43.15 
5.8 
43 
51.44 
19.14 
153. 09 
33.3 
159.45 
10.7 
6. 83 
12 
15.44 
22.75 
62.54 
5. 33 
26.1 
43. 22 
42.89 
4. 71 
36.57 
8. 41 
7. 97 
10.62 
34. 22 
25. 32 
10.97 
14. 82 
44.73 
8.14 
42. 22 
3.83 
10.16 
41.14 
38. 26 
22.04 
29.76 
8.77 
11.78 
31.73 
16.11 
239. 33 
74.35 
9.19 



9. 29 
17.37 

6.97 

7.37 

11.4 
79.41 
419.26 
10. 45 
15.14 

4. 96 
49.85 
199.19 

5.66 

9.61 
33.03 
621.74 

4.91 
150.13 
15.18 
12.25 

4.43 
51.42 

4. 52 
141.71 

62.4 
19.72 
161.43 
29.15 

91.8 
11.57 

4.18 

7.56 
18.41 
26.99 
134.76 

4. 56 
31.13 
55.66 
33.78 

4.83 
24.72 
15.41 
20. 06 
19.22 
39. 68 
40.78 

a. 86 

11.94 
35. 49 

6.04 
39. 35 

6.75 
10.91 
36.93 
32.16 

9.71 
31.78 

6.35 
12.52 
33.01 
10. 31 
87.11 

56.7 

10.7 



17.71 
24.47 
12.93 
12.88 
16.66 
130.35 
297.93 
12.32 
21.25 
13.93 
37.18 
217.61 
6.46 
13.89 
45 
482.95 
9.09 
151. Bi 
16.46 
13.21 
8.6 
64.65 
8.07 
227.65 
68.51 
19.8 
160. 67 
48.14 
142.61 
12.78 
8.42 
5.09 
25 
30.66 
5. 56 
13.33 
42.25 
55. 89 
59.69 
5. 28 
38. 55 
16.09 
12.99 
19.19 
53.21 
38. 96 
13.92 
17. 26 
88. 39 
8.8 
44.87 
12.77 
17. 38 
47.79 
36.43 
15.11 
64.11 
12.87 
19.81 
83.64 
24. 58 
196. 31 
93 
19.27 



6. 58 

15.29 
3.69 
4. 24 

10.87 
64.7 

34.88 
5.71 
10.8 
3. 36 
5. 53 
213.83 
2. 92 
5.11 

22.81 
613.89 
4.11 
224.78 
6.51 
2.1 
1.43 

33.28 
5.69 
215.79 

46.01 

10.86 
152.69 

21.32 
116.02 
5.67 
7.74 
4.62 
9.71 

16.84 
0.22 
2.87 

28.49 

31.39 

41.46 
3.13 

19. 37 
9.8 
5.33 
4.41 

25.14 

17.94 
4.53 
5.51 

29.14 
2.67 

10.33 
3 

3. 57 
17.38 
4.89 
7.86 
34.57 
5.62 
3.72 
16.41 
3.9 
30.75 
21.23 
11.26 



5.73 
11.78 
4.11 
4.79 
12. 26 
57.88 
83.53 
7.87 
9.67 
4.72 
36.99 
179.06 
7.84 
4. 84 
18.19 
355.35 
4.25 
129.48 
7. 45 
6.95 
2.73 
48.87 
4.51 
153.09 
34.3 
15.88 
145.07 
32.34 
138. 28 
10.33 
2.14 
4.49 
6.97 
17.03 
1.58 
3.94 
33.02 
34.2 
36. 64 
4.27 
18. 57 
8.09 
6. 56 
7.4 
29.23 
26.15 
5.04 
7.45 
49.52 
3.61 
40.14 
5.03 
7.15 
18.24 
17.62 
12. 59 
26.99 
7.19 
3.89 
14.04 
5.27 
66. 77 
34.67 
10.32 



6.53 
13.71 
4. 57 
2.86 
10.82 
71,91 
106.81 
10.11 
9.91 
5.71 
18.9 
196.11 
3.84 
2.98 
24.13 
492.48 
4.69 
188.61 
6.56 
5.45 
4.08 
38.83 
3.32 
225.88 
36.55 
9.5 
151.85 
22.26 
127.87 
4.37 
4.76 
6.27 
12.14 
12.35 
0.07 
3.83 
28.73 
26.87 
48.02 
3.23 
13.13 
6.28 
3.52 
5.61 
20.66 
22.11 
4.42 
6.38 
28 
3.08 
18.42 
13.5 
4.09 
15.31 
29.01 
16.77 
26.81 
5.23 
6.89 
17.67 
4.13 
70.17 
61.64 
15.03 



2. 46 
12.33 
3. 05 
4.1 
8.45 
43.23 
28.23 
6.5 
10.54 
5. 53 
6.53 
166.5 
2. 54 
2.49 
7.47 
223.5 
3.47 
135.18 
4. 99 
2.31 
2.02 
29.67 
3.32 
105.81 
26.86 
15.04 
99.19 
34.27 
95.67 
9.19 
3.41 
3.32 
13.41 
18. 86 
24. 28 
3.1 
22.53 
21.06 
50.11 
3. 56 
19.39 
18.25 
5.19 
6.49 
39.68 
18.04 
4.71 
3. 83 
40.25 
5.37 
38.61 
4.72 
5. 93 
13.85 
7. 49 
4.84 
34.76 
5.41 
7.45 
14. 45 
8.46 
148. 92 
20.12 
5.68 



3.1 
9.75 
2.9 
2.06 
8.07 
38.45 
79.02 
4.55 
8.89 
3.53 
8.52 
128.3 
1.64 
2.97 
12. 08 
509. 73 
2.44 
97.08 
3.77 
0.75 
0.94 
18.32 
1.37 
85.9 
20.23 
10.36 
75. 76 
20. 52 
74.41 
6.06 
1.78 
1.44 
14.3 
10.28 
23. 59 
1.67 
17.36 
11.24 
34.66 
1.6 
15. 96 
5.05 
2.03 
1.83 
22.66 
11.91 
4.03 
5. 28 
28.31 
3.64 
18. 56 
0. 95 
2.59 
10.42 
3.64 
4.12 
20.01 
4. 95 
5.17 
12. 86 
3.75 
56.46 
9. 88 
3.47 



3.26 
10.61 
3.3 
3.69 
5.63 
52.04 
93.39 
5.45 
11.23 
3.57 
5.43 
113.47 
3. 55 
4.44 
16.7 
494.09 
4. 54 
115.8 
6. 34 
2.8 
2. 52 
24. 38 
1.24 
109.68 
22.59 
16.33 
86.89 
27.05 
74.86 
4.62 
5.45 
4.7 
11.72 
14.84 
16.64 
1.95 
24.84 
15.62 
41.6 
3.12 
11.69 
15.73 
4.63 
3.17 
32.79 
7.95 
7.45 
4.41 
36 
2. 99 
13.38 
4.62 
3.36 
3.9 
9.8 
2.75 
20.9 
2.78 
4.66 
6.51 
2.44 
39.11 
14.9 
4.41 
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Table 359 



HEMBA1001364 
*€iBA1001375 
HEMBA10013T7 
HEHBA10013S3 
HEMBA1001387 
HEIBA10013S8 
HEMBA100139Q 
HBBA10O1391 
HEMBA1001398 
HEHBA100140S 
HEMBA1001406 
KEMBA1001407 
HBBA1001411 
HEH8A1001413 
HEIBA1001414 
HEKBA100141S 
HEHBA1001416 
HEHBA1001432 
HEMBA1001433 
HEM8A1001435 448 
HBIBA1001442 
HEWA1DQ1446 
HEHBA1 001450 
KOBA10014S4 
HEMBA1001455 
HE1CA1001459 
HBBA1001461 
HEIBA1001462 
HEMBA1001463 
HEM8A1001469 
HEMBA1Q01473 
HEIBA1001477 
HEMBA1001478 
HEHBA1001480 
HEIBA1001483 
HEU8A1 001490 
KBBA1001495 
HEK8A1 001497 
HQBA1001510 
KEM8A1001515 
HEMBA1001517 
HEMBA 1001 522 
H£»A 100 1526 
HEHBA1001533 
HEKA1001547 
HBBA1001552 
HEMBA1001553 
Hfl»A1001557 
HBBA1001563 
HEHBA1001566 
HQBA1001569 
tEJBA100157Q 
I0BA1OO1579 
t€KA1001581 
h€MBA1001582 
(BBA1001585 
HEHBA1001S89 
HBBA1001595 152 
1SBA1001604 
HBBA1001608 
HEHBA1001615 
HEKSA100162Q 
HBBA1001621 
HEHBA1001635I 



5.59 
10*82 
30.09 
3.91 
4.6 
3. 38 
IS. 62 
2.64 
7.95 
12. 88 

I. 07 
26.07 
12.19 

3. 96 
10. 32 
108.07 
5. 94 
3.3 
5.11 
.61 
5.84 
3,77 
87. 92 
32.58 
4.27 
13.66 
30.98 
9.43 
1.15 
23.94 

7. 37 
143.72 

3. 38 
12.29 
20.97 
14.01 
29.87 
50. 34 
6.77 
4. 96 

8. 97 
12. 78 

8.05 
10. 67 
5.91 
2.97 

II. 17 
7. 49 

6.6 
4.27 
9.15 
10.89 
95.92 
4.11 
12.19 
6.81 
7.95 
72 
23.66 
43.55 
5.42 
30. 69 
8.82 
3.29 



5.71 
8.04 
30. 45 
6.12 
4.17 
12.99 
20. 96 
5.63 
9 

15.37 
1.48 
42.46 
10.95 
7.52 
10. 99 
112.24 
4.6 
3.49 
5.55 
559.24 
10.08 
5.34 
103.44 
33.13 
6.3 
26.28 
26.68 
9.05 
4.7 
42.87 
9.89 
139. 98 
2.99 
13.63 
27.37 
20.37 
31.18 
63.13 
7.43 
2.98 
7.98 
16.29 
10. 86 
13.52 
8.31 
4. 72 
10.19 
2.45 
2.01 
3.01 
15.35 
22.06 
121.26 
4.25 
16.67 
4.99 
8.96 
179.08 
24.89 
20. 96 
4.63 
48.66 
12.26 
3.32 



8.25 
9.96 
47:44 
10.35 
9.82 
10.77 
41.58 
6. 55 
20.79 
29.38 
6.07 
69.39 
23.76 
13.68 
22.49 
218.31 
7.89 
7.34 
7,48 
661.15 
7.28 
6.49 
150.5 
59.47 
7.42 
34.13 
43.29 
11.54 
4.74 
64.76 
11.35 
283.29 
11.83 
23. 93 
23.32 
28.13 
55. 68 
114. 17 
13.73 
9 

15.08 
21.22 
20.31 
23.12 
10.54 

5.75 
22.05 
11.09 
15.37 

8.62 
27.87 
19.57 
222.36 

7.71 
20.04 

13 

19.02 
178.84 
37.02 
66.71 

6.98 
53.49 
20. 39 

8.82 



5. 34 
6.56 
34.01 
4.08 
4.35 
8.84 
20.9 
6.35 
14.55 
17.27 
4.64 
34.3 
12.34 
7.68 
13.09 
263.58 
5.06 
4.93 
5.92 
777.73 
7.83 
8.2 
232.41 
19.79 
3.13 
12.19 
63.45 
4.2 
4. 99 
64.17 
4. 59 
91.65 
2.63 
4.88 
22.22 
15. 26 
75. 62 
128.19 
8.69 
1.95 
6.1 
10.39 
6.19 
12.09 
8.17 
6.36 
10. 98 
3.83 
5. 55 
2.13 
11.41 
12.99 
134. 48 
3.25 
15.87 
7.76 
7.86 
145.86 
23. 72 
67.7 
6.61 
25.04 
18.14 
2.2 



8.32 
6.52 
31.38 
4.49 
3.61 
13.96 
20.32 
4.1 
10.11 
15.08 
2.23 
28.94 
12.91 
4.74 
11.95 
139.52 
3. 57 
5.95 
7.1 
679.52 
12.04 
4.64 
124.8 
12.7 
5.27 
9.69 
32.06 
7.04 
6.6 
33.38 
3.3 
145.02 
2.55 
9.2 
18. 94 
17.45 
52.85 
117.69 
8.1 
4 

6.94 
13.01 
10. 35 
16.84 
5. 66 
5. 56 
12. 27 
4.84 
6.29 
3.6 
11.78 
13.03 
102.06 
2.45 
10.82 
5 

6.17 
142.24 
21.32 
43.63 

4. 72 
17.81 
12.47 

2.68 



6.23 
8.55 
34.79 
3.29 
5.27 
11.27 
29. 35 
4. 57 
10.1 
16.39 
2.45 
28.07 
16.6 
6.7 
9.01 
200.62 
4.15 
7. 57 
6. 22 
650.29 
8. 46 
4.7 
175. 34 
25. 66 
4.96 
14.19 
36.73 
5.63 
4.02 
52. 34 
4.44 
139. 05 
3.35 
12.63 
28.05 
15.48 
69.44 
137.5 
7.82 
3.02 
5. 43 
11 
7.24 
9. SS 
9. 57 
2.49 
11.05 
5. 27 
6.53 
3.87 
14. 08 
16. 53 
70.96 
2.33 
11.89 
7.16 

141.98 
19. 26 
57. 55 

4.09 
22.67 
10.32 

3.13 



4.19 
3.93 
26.34 
3.04 
5 

14.15 
22.75 
3.4 
9.09 
13.42 
3.84 
26.15 
13.01 
4.77 
7.42 
94.4 
3.74 
4. 22 
4.04 
640.12 
5.85 
3.45 
89.47 
18. 88 
6.16 
9.18 
26.62 
4.19 
4.68 
14.36 
2.71 
125.85 
2.27 
3.97 
14.33 
22. 44 
21.73 
43. 07 
5.34 
1.96 
7.39 
10.54 
6.93 
9.42 



23 
68 
91 
14 
15 
2.2 
8.02 
9.14 
25.6 
0.91 
13.98 
4.04 
7.81 
126.66 
15. 97 
24.58 
3.11 
7.35 
10. 67 
2.05 



2.87 
8.03 

19. 08 
1.16 
2.3 
2.79 
17.7 
1.38 
3.86 
7.68 
0. S3 

15.14 
4.8 
2. 46 
9. 57 

74. 64 
1.73 
3.23 
2.29 
377.73 
1.96 
2.22 

74. 72 
24.9 
1.51 

11.22 

18.12 
2.77 
1.57 

18. 57 
5.14 
114.31 
2.13 
2. 72 

10.01 

13.02 
15.8 
37.4 
3.9 
0. 89 
S.25 
9. 25 
4.75 
6.16 
2.5 
1 

7. 82 
6.97 
2 

1.62 
5.27 
4.13 
43. 38 
1.64 
8.69 
1.85 
5.42 
83.83 
14. 33 
18.07 
2.02 
9.47 
8. 68 
0.94 



3.41 
4.02 
22.43 
2.13 
4. 29 
4. 79 
27.56 
3.14 
9. 96 
15.76 
2.8 
21.95 
11.91 
3.91 
11.87 
97.27 
3.21 
2.6 
5. 52 
669.06 
2.4 
3.65 
92.31 
33.22 
6.95 
13.6 
23.29 
3.22 
3.46 
20.01 
2.51 
63.92 
2.08 
4.12 
19.51 
12.6 
24.63 
51.44 
10.87 
7.49 
8.47 
10. 66 
7.32 
11.58 
7. 38 
5.09 
10.66 
8.01 
6.53 
3.88 
11.03 
3.81 
73.16 
3.55 
21.33 
5.57 
8.45 
110.77 
15.78 
23.43 
10.18 
10.42 
14.11 
1.44 
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Table 360 



HEMBA100I83B 

HBBA1001640 

KEMBA100T647 

HEMBA1001651 

HEHBA1001655 

HEHBA1001658 

HBBA1001661 

HBBA1001665 

KOBA1001670 

KBBA1001672 

HQBA1001673 

HEMBA100I675 

KEHBA1001676 

HEMBA1001678 

HEMEA1001680 

HEMBA1 001681 

HOBA1001684 

HEUBA1001695 

HEWA10017O2 

HEMBA1001709 

HEWA1001711 

HBBA1001712 

HEK8A1001714 

HEHBA1001717 

HBBA100I718 

HEHBA1001723 

HEH8A1001731 

HEMBA1 001734 

HEM8A100173S 

HEMBA1001741 

HEHBA1001744 

HEHBA1001745 

HEHBA1001746 

HBBA1001761 

HEMBA1001762 

HEMBA1001781 

HEMBA1001784 

HBBA1001791 

HEMBA1001794 

KHBA1001800 

HEMBA1O01BO3 

HEMBA1001804 

HEMBA1O01808 

HB&A1001809 

HEMBA1001811 

>OBA1001815 

HEMBA1001816 

raBA1001819 

HBBA10OI82O 

HEIIBA1001822 

HBffiAl 001824 

HEM0A1OO1835 

HBBA1001844 

HEUBA1001847 

HBBA1001849 

HEIBA1Q01850 

HBBA1001861 

HBBA1001862 

HDBA1001864 

KEHBA1001866 

HEMBA1O01869 

HEMBA1Q01871 

HBIBA1001876 



Ha©A1001878l 



3.01 
29.8 
5.45 
40.26 
10.17 
5.48 
1.92 
5. 27 
14.59 
5.67 
57.5 
11.65 
5.94 
408.84 
17.81 
4.07 
9.98 
6.3 
4.21 
2.14 
4.46 
17.3 
5. 44 
12.02 
6.01 
4.38 
2.72 
3.48 
7.38 
15.06 
3.63 
6.61 
10 
4.09 
12.27 
15.21 
7.14 
5.49 
20.29 
3.21 
13.17 
10.28 
1.39 
10.03 
4.85 
12.35 
15.52 
6.04 
1.8 
10 
5.2 
9. 56 
8.02 
5.48 
6.93 
16.31 
2.36 
13.85 
2.79 
5.87 
12.96 
3.56 
4.6 
8.8 



3.66 
43.06 
3.94 
49.2 
9.88 
21.34 
2.27 
5.54 
18.93 
6.19 
83.13 
14.39 
6.55 
460.84 
21.9 
7.09 
10.79 
10.78 
4.98 
4.26 
2.9 
21.73 
5.05 
13.24 
7.09 
5.84 
5.88 
4.86 
10.86 
22.96 
4.77 
5. 99 
14.3 
4.47 
16.22 
11.25 
8.4 
5.04 
19.03 
4.6 
17 
12.82 
1.46 
14.07 
4.27 
11.27 
16.02 
14.01 
2.22 
12.84 
8.63 
9.62 
10.52 
6.03 
9.14 
17.09 
3.42 
31.74 
3.87 
7.28 
19.53 
6.35 
3.93 
14.72 



7.63 
50.77 
16.28 
70.61 
20.1 
12.68 
3. 66 
9. 55 

22.5 
14.07 
100.8 
26.02 
16.33 
545.99 
34.13 

7.63 
18. 78 
12.26 
12.28 
13.24 

7.77 
24.38 
12.26 
20.14 
16.45 
13.91 
12.37 
15.18 
24.38 
34.81 

7.03 
11.87 
20.05 
15.81 
31.71 
22.91 
14.02 
11.37 
24.02 

6.87 

29 
16.21 

0. 57 
29.16 

3.18 
24.93 
31.22 
18.63 

6.75 
23.21 

7.51 
14.11 
19.05 

7.01 
14.78 
25.61 

4.47 

17 

7.65 
17.71 
27.66 
6.61 
8.22 
27.92 



2.63 
23.27 
4. 05 
64. 68 
6.79 
3.21 
1.72 
3.17 
10.01 
4. 38 
79, 52 
11.92 
9.03 



2.16 
24.57 
6.97 
55.68 
14. 34 
27.79 
2.22 
2.96 
11.18 
5.16 
76.6 
12. 54 
9.2 



212.4 385. 11 
4.77 16.15 



4.19 
5. 52 
4. 59 
2.87 
2. 55 
4.6S 
4. 68 
3.87 
10.04 
6.91 
3. 89 
2. 09 
4.34 
12. 76 
18. 57 
5.75 
4.17 
11.55 
2. 95 
11.79 
6.13 
11.89 
7. 91 
20.07 
7. 34 
25. 23 
18. 52 
2.77 
27.06 
10.29 
14. 76 
15.84 
8.04 
3.5 
14. 57 
6.46 
4. 64 
12.42 
5.38 
5.03 
18.6 
4.07 
16.22 
5.32 
11.53 
23.68 
4.54 
5.16 
7.18 



6.03 
7.17 
5.86 
3.73 
2.4 
. 5.15 
4.43 
6.98 
12. 58 
7.4 
3.74 
2. 33 
3.76 
10.32 
17.99 
5.45 
5. 23 
8. 04 
5.47 
12.77 
9.86 
8.86 
5.03 
12. 65 
5.09 
15.99 
13. 37 
3.18 
14. 98 
3.53 
10. 57 
13.09 
9.05 
2.81 
16.12 
8.51 
5. 39 
10.73 
4.93 
7.86 
20.16 
3.37 
16.82 
5.64 
8. 34 
16.72 
2.2 
4.46 
13.52 



1.96 
21.36 
2.61 
51.2 
13.87 
21.94 

I. 93 
2.46 
7.78 
2. 99 

62.66 
11.44 
9.7 
245. 37 
9.85 
3.9$ 
3.85 
5.01 
2.48 
2.49 
6.37 
7.93 
3.98 
8.86 
6.4 
3.51 
1.98 
3.13 
13.2 
31.53 
4.88 
3.45 

II. 63 
4. 97 
9.07 
7.74 

32.45 
6.87 

17.58 
5.03 

17.41 
6.76 
1.86 
19.9 
4.31 

16.04 

17.05 

17.69 
3.45 

12.64 
5.78 
6.11 
9.57 
4.88 
7.21 

20.58 
3.99 

16.11 
4.4 
6.62 

23. 14 
3.49 
4. 33 

10.62 



2 

34.37 
5.21 

30.59 
15 

17.32 
.2.04 
2.94 

13.23 
5.11 

79.54 
8. 96 
5.97 
243.82 
5.24 
5.56 
8.63 
6.15 
2.67 
3 

2.22 
6.13 
4.35 
8.97 
6.45 
3.62 
2.59 
175 
4. 98 
19.64 
3.08 
2.53 
7.31 
4.55 
10.3 
12.65 
4.84 
4. 96 
18.71 
5.14 
14 
5.06 
0. 98 
10. 22 
3.6 
11.75 
15.48 
7.85 
1.98 
12. 36 
4.67 
3.44 
5.22 
3.96 
7.8 
11.51 
2 

10.11 
3. 29 
3. 42 
5.91 
3.21 
3.76 
6.43 



2.43 
24.57 
2.15 
17.33 
5.01 
4.91 
0.71 
1.87 
9.01 
2.78 
46.76 
6.24 
3.49 
358.42 
7.39 
3.95 

7.5 
3.07 

0.5 

0.8 
1.03 
3.94 
1.76 
5.33 
5.23 
2.36 
1.24 
1.03 

2.9 
14. 22 
0.38 

2.9 
4.66 



1.64 



9.49 
3.75 
1.2 
6.76 
2.84 
6.51 

10.68 
3.75 
0.63 
6. 85 
0. 98 
4.66 
6.54 
3.19 
8.87 
7.47 
1.11 
2.6 
2.25 
4.81 

10.06 
1.17 
4.15 
4.37 



2.09 
21.57 
4.19 
15.12 
12.4 
4.48 
3.46 
2.02 
14.55 
4. 53 
80.49 
12.74 
7.17 
324. 52 
4.29 
9.27 
7.69 
8. 56 
1.76 
2.49 
3.22 
7.49 
2.27 
8.75 
4.35 
1.25 

I. 73 
2.79 
5. 27 

21.03 
1.67 
1.77 

10. 54 
3.77 
7.64 

10. 68 
5. 94 
6.54 

12.87 
4.39 

14.18 
9. 33 
0.86 

12.88 
5. 25 

II. 06 
15.2 
9.93 
2.02 

15.78 
4.7 
3.04 
4.99 
3.69 

10.07 

10.97 
3.64 

10.67 
6.43 
5.52 

12.62 
2.75 
6.11 
4.82 
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Table 361 



HEMBA1001879 
HEMBA1001884 
HBBAI001886 
HOQA1001886 
HEMBA1001890 
HEMBA1 001896 
HEMBA1001899 
KEMBA1001904 
HEMBAI001910 
HEHBA1001911 
HEMBA1001912 
HEMBA1001913 
HEMBA1001915 
HEM&A1O01913 
HEMBA1O01921 
HEMBA1001931 
HEHBA1001939 
HEMBA1001940 
HEMBA1001942 
HEMBA1001944 
HEMBA1Q01945 
HEMBA 1001 950 
HEMBA1O01951 
HEM8A1001958 
HEMBA1001960 
HEMBA1001962 
HEMBA1001964 
HEMBA1001967 
HBBA1001979 
HEMBA1001987 
HEMBA10Q1991 
HEMBA1O02003 
HEHBA1002005 
HBBA1002008 
HEMBA1002016 
HEMBA1Q02022 
HEMBA1002029 
HEMBA1002030 
HEM&A1002035 
NEMBA 1002037 
HEMBA1002038 
HEMBA1002039 
HEN&A1002042 
HEUA1002043 
HEMBA10D2048 
HEMBA1002049 431 
HEMBA1002053 
HBIBA1002055 
HEM8A1002056 
HEMBA 100206 1 
HEMBA 1002080 
HEMBA 1002084 
HEMBA 1002085 
HEMBA 1002092 
HEMBA 1002098 
HEMBA1002100 
HBWA1002101 
KEMBA1002102 
HBBA1002105 
HBBAI002107 
HEMBA1002113 
HEMBA1002119 
HBfiA1002125 
HEMBA1002131 



23.8 
22.79 
2.49 
5.93 
12.55 
8.62 
9.63 
17.69 
13.84 
84.18 
8.8 
63.5 
9.95 
5.57 
8.68 
9.24 
3.59 
11.2 
22. 25 
14. 23 
8. 53 
35. 24 
39.37 
3.68 
11.92 
10.82 
11.99 
33.16 
6.77 
6.84 
4.14 
3.19 
21.43 
15.2 
4. 58 
29.07 
19.99 
11.06 
3.07 
95.17 
11.96 
6.42 
3.25 
13.24 
25.65 
22 
66.35 
19.16 
5.26 
3.02 
2.59 
7.01 
3.68 
18.94 
6.74 
13.69 
12.62 
4.16 
5.07 
7.22 
5.14 
24.1 
4.31 
2612 



24. 57 
25.41 
3.21 
5.79 
17.2 
13.4 
9. 32 
9.43 
17.03 
136.96 
18.15 
67.85 
12. 39 
6.46 
9.91 
10. 47 
7. 32 
9. 93 
36.8 
17.39 
9. 04 
36.06 
38.17 
3.88 
13.79 
11.31 
14.1 
31.11 
6.74 
5. 64 
2.8 
3.64 
25. 67 
19.08 
11.59 
36.45 
24.25 
12.69 
17.04 
141.19 
19.11 
7.41 
8.61 
16. 56 
31.58 
564.03 
61.58 
20. 77 
6.55 
4.19 
6. 96 
3.85 
5.88 
17.76 
16. 29 
10.18 
14.09 
7.54 
7.15 
7.4 
7.17 
26.96 
5. 62 
1876.5 



36.17 
39. 57 
10.85 
13.13 
16.26 
18. 92 
14.65 
25.81 
18.88 
104. 54 

15.1 
178.77 
24.42 

12. 
12.62 
21.38 
15.17 
21.45* 
27. 34 
30.07 
18.07 
25.81 
52.67 

9.13 
24.84 
28.75 
28.18 
63.39 

6.61 
7.7 
6 

8.31 
43.64 

39.6 
12.53 
75.11 
30. 34 
19.22 

7.87 
140.82 
18. 49 
13.49 
11.52 
22.47 
36.46 
858.02 
114.43 
33.11 
10. 96 

9.86 
20.11 
10.52 
10.92 
38.17 

15.2 
19.02 
31.93 
13.28 
15.22 
21.27 
14.68 
60 

9.66 
3959.7 



27.25 
18.36 
4.21 
6.79 
7.93 
9. 94 
9.07 
8.49 
10.76 
60.48 
11.38 
91.97 
17. 53 
8.11 
8.57 
7.16 
1.25 
9.87 
8.22 
21.25 
9. 58 
22.39 
44.58 
1.87 
7.91 
9.3 
9.47 
22.3 
3.38 
5.03 
1.78 
2.58 
22.86 
14.05 
3.51 
52.83 
10.7 
8.24 
2.25 
59.83 
6.44 
2. 37 
6.6 
5.13 
5.14 
234.02 
104.42 
22.38 
2.52 
2.45 
3.27 
5.96 
2.9 
14.49 
3. 59 
11.56 
14.79 
4.1 
5.77 
9. 53 
10.73 
38.03 
11.65 
1306.5 



30.71 
21.7 
4.2 
5.21 
7.84 
9.97 
9.12 
15.82 
16.22 
92. 99 
13.1 
76.48 
14.5 
6.81 
8.25 
7. 58 
16.55 
12.2 
35.32 
14.66 
9. 66 
20. 56 
33. 39 
2.36 
13. 38 
13. 76 
13.95 
13.19 
4.61 
3. 79 
2.7 
2.51 
20.88 
18.61 
5. 86 
42. 93 
17. 32 
7.3 
5.11 
84.82 
9.02 
5.91 
6.65 
6.87 
12. 63 
525.06 
98.85 
16.6 
2.93 
3.45 
8. 34 
3.47 
5.24 
14.47 
8.82 
6.49 
12.75 
4.71 
3,71 
10.18 
7.63 
31.14 
3.83 
2879.6 



21.12 
20.15 
3.06 
8.71 
9.91 
13.19 
9.82 
16.23 
11 
36.62 
11.76 
71.89 
13 
8.09 
7.86 
6.86 
5.08 
10.55 
31.27 
13.47 
6.81 
21.76 
34.05 
1.66 
11.06 
9.37 
12. 22 
20.77 
6.79 
3.32 
1.18 
1.13 
16.44 
13.62 
20.49 
48.33 
16.65 
5.76 
2.16 
73.74 
6.74 
2.48 
6.S8 
6.08 
17.17 

482.28 

104.79 
17.16 
4.72 
0.92 
5.7 
4. 97 
7.31 
17.01 
8.02 
4. 52 
11.05 
4. 56 
9.62 
12.18 
8.56 

26.41 
5.15 

1519.6 



18. 92 
24. 74 
3. 99 
5. 32 
5. 34 
7.37 
4. 74 
7. 42 
15. 72 
38. 97 
6. 02 
38.1 
8.17 
4.3 
5. 26 
8.41 
4. 84 
7. 02 
17. 26 
4. 56 
6.7 
31.55 
41.69 
2.36 
7. 97 
10. 95 
12.21 
fr.29 
4.27 
4.73 
2.19 
4.14 
24. 76 
20. 77 
4.43 
30.25 
10. 55 
8 

4.64 

61.45 
4.63 
3.27 
7.97 
5.01 

11.27 
304.41 
56.5 

15.07 
5.3 
2.37 
6.09 
2.69 
3.65 

14.19 
9.31 
8. 34 

16.17 
3. 77 
4.21 
2.67 
6.5 

31.91 
2.02 
1255 



12.59 
18.16 
2.94 
6.52 
7.04 
7.12 
3.78 
3.21 
11.44 
44.93 
5.45 
40.9 
4. 57 
2.18 
3.66 
6.87 
5.03 
5. 09 
9.8 
8. 32 
4.7 
22.6 
23.81 
1.43 
3.56 
7. 24 
4. 77 
10.21 
2.37 
5.25 
1.73 
2.93 
11.27 
11.96 
1.81 
25.12 
13.15 
6.82 
3.69 
42.2 
2.27 

I. 37 
0.75 
5.72 

12. 56 
585.23 
40.65 

II. 5 
2.16 

0 

2.76 
1.31 
1.95 
7. 25 
14.32 
7.69 
8. 68 
3.14 
1.98 
2. 93 
2.3S 
16.47 
2.4 
1936.4 



21.51 
27.02 

2.81 
7.9 

9.79 
11.57 

7.78 

11. 
16.51 
6.48 
79.58 
10.88 
7.19 
4.78 
7.96 
14.82 
7.03 
12.44 
14. 97 
10.21 
14.77 
45.03 
3.59 
9.09 
13.69 
10.5 
24.27 
4.75 
2.63 
1.57 
2.53 
20. 55 
21.03 
2.74 
55.78 
11.59 
6.24 
6.06 
28.14 
2. 59 
3.16 
4.67 
8.43 
24.5 
233.29 
69.44 
16.77 
5.03 
1.62 
4.82 
2.02 
5 

10.23 
5.63 
7.11 

13.96 
3.09 
2.79 
5.58 
7.99 

21.72 
2.97 
1651.4 
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HEMBA 1002 133 
HEMBA 1002 139 
HEWAY002141 
HEWA1002144 
HEMBA1002147 
HEMBA1002150 
HEMBA1O02151 
HEMBA1002153 
HENBA1002156 
HEMBA 1002160 
HEMBA10021S1 
HEMBA1002162 
HEMBA1002163 
HEIBA1002164 
HEMBA1002166 
HEMBA10Q2167 
HEMBA1002173 
HEMBA1002177 
HEMBAI002178 
HEMBA1002179 
HEMBA1002185 
HEMBA1O02188 
HEMBA1002189 
HEMBA1002191 
HEMBA1002192 
KEHBA100219S 
HEMBA1D02196 
HEMBA1002199 
HE1BA1002204 
HBBA1 002208 
HBBA1002212 
HEMBA1002215 
HEIBA1002217 
HBBA1 002220 
HEMBA1 002226 
HEMBA 1 002227 
KEMBA1002229 
HQIBA1002237 
HEMBA1002239 
HEMBA1002241 
HEMBA1002253 
HEMBA1002257 
HEMBA1 002259 
HEMBA1Q02262 
HEMBA1 002265 
HHBA1002267 
HEMBA10O2270 
HEMBA 1 002286 
HEMBA 1 002290 
HEMBA 1002302 
HEMBA10023O4 
HEMBA1002307 
KEMBA1002316 
«JBA1002319 
HEMBA 1 002320 
KEMBA1002321 
HOBA1002328 
HEMBA 1 002333 
HBSA1002337 
IEMBA1002339 
HBBA1002341 
KMBA1002348 
HEMBA1002349 



29.03 35.39 76.13 

11.59 23.7 52.84 

3.72 5.77 lO.SSf 

2.85 4.6 6.42 

10.27 15.44 23.81 

1.33 1.23 3.53 

6.03 4.63 11.41 

0.77 2.83 4.03 

2.06 3.91 4.83 

56.44 32.19 84.15 

44.7 21.27 41.93 

89.86 103.46 226.68 

40.99 33.35 79.59 

8.38 13.54 

15.38 25.99 

16. 13 23.3 

4.74 7.01 

7.92 6 

3.14 5.24 

4.72 9.91 

32.27 51.89 

6.14 7.11 



HEMBA1 002353 16.84 



5.75 
15.02 
11.24 
2.74 
3.19 
3.07 
4.9 
24.67 
5.88 
69.59 
4.08 
5.95 
4.46 
11.48 
17.19 
12. 36 
4.42 
6. 54 
3.77 
3.21 
40.07 
3.86 
29.2 
33.53 
5. 24 
4.63 
106. 58 
12.22 
7. 54 
13.5 
15.09 
14.18 
27.68 
6.74 
3.26 
13.88 
2. 59 
28.75 
11.61 
59. 64 
5.85 
5.15 
26.14 
3.49 
14.03 
74.1 
7. 99 
10.07 
59.9 
3.79 



s 



81.69 157.25 
3 7.66 



7 

6.6 
14.42 
29.45 
17.29 
3.1 
9.41 
4.75 
2.97 
58.29 
6.37 
48.92 
65.16 
7.25 
2.53 



66.21 101.41 
17.16 20.51 
10. 24 
22.26 
23.24 
19.86 
15.47 
5 

3.45 
14. 35 

3.21 
42.22 

12.1 
53. 59 

5.03 

6.4! 
32.72 

3.33 
17. 53 
90.11 

5.95 
14.65 
42.49 

4. 77 
19.17 



107.6 70.61 84.67 
28.04 21.64 20.31 
5.21 5.75 3. 18 
4.94 2.2 S.21 

11.25 8.38 13. 35 
2.46 2.28 2.8 
5.99 5.56 6.68 
3.46 4.19 3. 78 

5.6 4.46 2.69 
108.2 70.78 79.86 
61.65 56.83 51.89 
313.25 143.99 221.76 
79.2 53.49 69. 59 

6.04 3.83 5.52 
20.34 17.99 15.76 
10.71 13.78 13.32 

7.8 4.98 8.26 
9.46 13.68 11.32 
4. 35 5. 65 4. 54 
6.66 4.93 4.53 
14.08 21.43 18.77 
2.97 4.39 3. 33 
233.86 141.07 152.77 

6.05 7 4.24 
7.01 6.79 6.52 

6.4 6. 23 6.42 
14.62 12. 56 12.05 
8.12 15.7 10.5 
18.54 15.65 13.06 
2.76 2.3 3.61 
5.8 6.49 9.16 
3.82 3.64 4.93 
1.88 2.5 3.26 
33.44 37.1 26.5 
5.94 8.12 6.13 

21.26 24.93 28.49 
12.99 38.46 30.19 

6.25 5.49 6. 14 
2.56 2.45 2.52 
191.32 99.49 119.15 
2.71 7.33 6.42 
15.29 4.58 6.87 7.36 
29.9 14.66 19.62 16.23 
29.3 18.72 15.42 11.55 
21.44 12.15 13.48 12.48 
50.07 10.16 19.76 26.78 
13 3.57 4.76 3.79 
8.41 1.32 1.98 2.17 
29.79 17.54 14.92 16.25 

9.4 1.67 2.25 2 
44.71 47.37 56.93 39.52 
29.02 16.8 17.62 14.8 
76.81 100. 13 70.41 86.41 
12. 11 6.62 5. 15 5.86 
11.19 4.43 3.26 5.68 
45.81 15.36 15.91 12.15 
9.66 1.53 2.94 1.89 
33.87 10.39 17.53 10.54 
104.64 39.01 88.83 67.57 
12.61 11.75 8.3 7.98 
15.74 8.32 6.89 8.79 
67.67 22.81 39.26 47.94 
8.57 3.9 2.41 2.17 
38.76 16.44 19.61 18.36 



11.91 
10.03 
16.69 
44.34 
25. 36 

8.67 
18.06 

11.1 

8.05 
36.41 

9.01 
60.06 

51 

13.43 
7.61 



29.03 
32.1 
3.83 
1.49 
8.76 
1.93 
5.34 
2.71 
2.87 
43.2 
25.74 
91.22 
30.86 
3.45 
15 
12.46 
4.32 
3.6 
2.7 
2.62 
8.38 
2.27 
7S.89 
3.01 
4.64 
6.4 
7.65 
4.22 
6.95 
1.67 
8.07 
3.19 
2.77 
27.12 
6.11 
9.06 
10.92 
5.27 
2.39 
95.67 
3.87 
4.9 
17.99 
9.03 
8.23 
8.51 
3.06 
2.49 
8.98 
2. 59 
32.89 
7.63 
40.44 
4.45 
2.72 
25. 74 
1.67 
14.85 
65.51 
3.81 
4. 57 
42.75 
3.1 
31.34 



14.5 
12.89 

I. 34 
2.58 
6.54 
0.73 
2.78 
1.39 
0.76 
16.4 

12.83 
73.96 
22.17 
2.03 

II. 24 



17 
11 
89 
64 
86 
11.95 
4.54 
48. 73 
1.76 
2. 39 
2.77 

I. 78 
6.56 
7.55 
2.17 
6.31 
2.31 

1.7 
21.87 

1.94 
21.04 
21.02 
3.9 

1.63 
52.74 

2. 39 

4.18 

II. 27 
9. 95 

10.18 
9.81 
1.88 
0.44 
7.54 
2.03 

19. 02 
7.75 

34.11 
4.18 
1.07 

14. 29 
1.15 
12.2 

46.31 
2.17 
2.09 

47.55 
1.47 

14.04 



31.23 
25.76 
5.31 
2.66 
9.55 
2.03 
4.91 
3.61 
2.49 
44.96 
24.21 
98. 59 
36.21 
3.62 
18.28 
15.43 
6.96 
5.89 
3.18 
3.55 
12.92 
2.68 
66.24 
4.2 
5.33 
4.74 
5.06 
8.91 
12.67 
2.81 
7.72 
3.82 
3.42 
26.71 
2.28 
35.76 
13.32 
7.13 
5.54 
66.24 
2. 33 
3.85 
18.91 
14.69 
13.41 
8 
3 

3.13 
11.64 

2.91 

22 
11.14 
39.43 

4.84 

1.82 
26.13 

3. 51 
18.17 
39.48 

4. 39 

3.76 

14. 
1. 

19.17 



2 



1375 



EP1 074 617 A2 



Table 363 



HEIBA1002356 
HB6A100Z357 
HEMBA10023S0 
KEMBA1 002363 
HEMBA1 002365 
HEMBA 1002370 
HEMBA 1002374 
HEMBA1002376 
HEMBA1002377 
HEMBA10O238O 
HEMBA 1002381 
HEMBA1002384 
HEMBA1002389 
HEMBA 1002396 
HEMBA1 002402 
HEMBA1002417 
HEMBA1002419 
HEMBA 1002420 
HEMBA1002421 
KEMBA1002423 
HEM BA1 002424 
HEMBA1002426 
l£MBA100243O 
HE1BA1002439 
HEMBA1002441 
HBIBA1 002454 
HEMBA 1002458 
HEMBA1002460 
HBBA1002462 
HEIffiAl 002465 
H9BA1002469 
HEM8A100247S 
HEMBA1002477 
^MBA1002480 
HEMBA1002481 
HEMBA1002486 
HBKA1002490 
HEMBA 1 002495 
HEMBA1002498 
HEMBA10O25O1 
HBSA1 002503 
HEMSA1 002504 
HEMBA1002508 
HEMBA1002S13 
HEMBA1002515 
HEMBA 1 002524 
HEMBA1002538 
HEMBA 1002542 
HEMBA1002544 
HEMBA1002546 
HEMBA1002547 
HEMBA 1002550 
JOBA100255! 
HEMBA1002552 
HEMBA10O2555 
HEMBA1002558 
ffi»A1002561 
HENBA1002S62 



36 
5, 52 
7.18 
7.21 
5.13 
2.68 
7.98 
3.93 
9. 59 
10.33 
4.05 
8.47 
11.42 
12.69 
11.74 
16.84 
5.7S 
19.24 
18.39 
22.61 
10. 97 
7.39 
3.4 
16. 88 
6.85 
12.57 
18.76 
17.05 
4.29 
16.46 
5.68 
4.8 
14.5 
3.04 
3.73 
14. 96 
32.89 
43.66 
3.78 
7.77 
1.3 
11.32 
5.06 
9.71 
22.59 
2. 52 
4.86 
14.29 
80. 29 
16.49 
3.95 
49.15 
21.39 
2.51 
22.2 
12.09 
5.12 
11.02 
HWA1002568I196.94 



HEMBA1002569 
JQIBA1 002570 
HEMBA1002574 
1&BA10O2583 
HEMBA1002587 



23.5 
30.8 
18.81 
7. 94 
2.94 



42.3 
13.1 
14. 99 
6.56 
6.37 
3.2 
8. 73 
7.64 
9.89 
16.4 
9. 29 
11.56 
20.29 
16.26 
16. 83 

19. 38 
8. 38 

23. 07 
32. 76 
32.68 
10.88 
16.83 

2. 99 
14. 68 
11.02 
18.57 
29.12 
22.65 

4. 96 
17.14 
18. 77 

4. 95 
19.14 

4.91 
5.8 

20. 73 
43.68 
58.23 

6.46 

5. 26 
3. 76 
6. 35 
9. 32 

15.43 
29. 58 
5.5 

8. 27 
22.48 
71.61 
22. 78 

4.98 
78.71 
26.41 

5. 57 
20.07 
15. 97 

5. 08 
16.11 
317. 85 
41.31 
40.14 
26. 29 

6.71 

4.41 



70.07 
13.45 
31.64 
15.23 
6.27 
4.12 
12.15 
11.22 
16.96 
28. 08 
15. 58 
16.49 
29. 05 
27.27 
21.99 
28.25 
11.3 
51.0! 
48.68 
44. 06 
26.72 
33. 68 
7.25 
38.41 
20 
41.83 
42.05 
60.16 
6. 67 
33.42 
19 
7.67 
47.19 
11.31 
10. 36 
36.85 
75.36 
82. 55 
9.54 
15. 06 
4.26 
15.09 
4.01 
17.71 
33.08 
6. 81 
13. 28 
34.17 
142. 33 
27.12 
8. 23 
90. 52 
43.07 
9.92 
42. 05 
19.47 
10.95 
24.74 
248. 99 
56.08 
52. 73 
36.64 
16.38 
12. 22 



29.6 
6.21 

16.74 
7.32 
3.06 
1.48 
4.74 
5.3 
5.63 

14.11 
7.37 
7.99 
5. 75 
7.41 

13.15 

14.12 
2.24 

26.34 

28.36 
7.09 
15.1 

10.19 

I. 05 
5.15 
8.06 

19.84 
23. 99 
30.55 
4.04 
10.69 
7.83 
3.53 
10.6 
4. 99 
6.68 
17.9 
48.87 
111.1 
6.71 
10.61 

II. 14 
5.12 
3.71 
11.5 

19.66 
5. 24 
5.54 
23.25 
191.63 
14.78 
6.73 
40.75 
27. 63 
2.51 
23.19 
12.44 
9. 59 
19.26 
300.72 
12.56 
26. 65 
14.11 
5.31 
7.72 



29.36 
11.96 
12.78 
10.07 
3.21 
1.53 
5.3 
5.08 
7.09 
13. 73 
6.4 
8. 37 
14.68 
9.5 
10. 97 
13.6 
4.5 
25.11 
38.24 
7.86 
10.87 
19.75 
5.01 
12.09 
6.54 
16.12 
29.98 
31.36 
2.82 
9.15 
8. 55 
3.61 
19. 29 
4.91 
9. 38 
13.84 
29.68 
32.51 



5. 
8. 
4. 
7. 
7. 
8. 
17. 



27 
44 

16 
76 
02 
94 
58 
5.07 
6.66 
22. 99 
103.72 
IS. 43 
9. 06 
20.92 
15.98 
4. 26 
22.23 
11.51 
4.94 
26. 76 
297.51 
22.81 
25.92 
18.09 
5.66 
5.53 



25.6 
5.72 
10.39 
12.95 
2. 92 

I. 16 
4.18 
2.77 
6.15 

II. 4 
6.25 

10.32 
8.45 
6.56 
7.11 

10.71 

I. 91 
18.31 

25 
5.55 
9.61 
11.23 
3.49 
6. 57 
5. 94 
15.91 
19. 76 
38.17 
5. 54 
14.44 
8.09 
2.82 
17.91 
2.26 
9.35 
17.9 
38.22 
41.26 
12.7 
10.8 
3.06 
6.01 
5.17 
8.42 
7.29 
5.47 
8.78 
20.23 
120.69 
17.06 
6.15 
26.29 
20.86 
4.71 
22.76 

II. 65 
7. 59 

27.85 
250.18 
12.46 
32.98 
18, 
5.07 
9.69 



38. 93 
6.55 

10.06 
6.94 
4. 54 

I. 82 
4.71 
3. 34 
6.12 

15.31 
6. 86 
10.3 
8. 49 
5.14 
8. 38 

18.74 
3.6 

20.11 

28. 96 
4. 56 
12.1 

14.09 

I. 89 
10.43 

8.36 
15. 68 
21.68 
25. 74 
6.09 
4. 41 
9.48 
2.16 

II. 51 
3. 45 
6.55 

9.8 
19.18 
76.83 
10.64 
6.66 
2.94 
3.02 
4.27 
3.65 
3.31 
3.51 
7.76 
26.21 
75. 35 
9.62 
6.5 

II. 49 
15.81 

1.72 
15. 94 
16. 99 

3.52 
11.51 
199. 37 

7.29 
19.03 
12.06 

2.73 
4.6 



22.92 
2.43 
6.73 
4.08 
1.5 
1.08 
3.04 
1 

1.21 
7.9 
1.71 
5. 34 

15.83 
3.17 
8. 96 

11.52 
1.74 

12.19 
7.94 
5.5 
6.14 
9. 36 
3.62 
3.04 
4.52 
8. 28 
9.8 

12.29 
4. 59 
4.25 
5.61 
0.66 
6.53 

I. 28 
0.82 
9.17 

16.64 
29.1 
3.53 
2.76 
0.74 
1.3 
M8 
5.7 
4. 58 
2.04 
3.44 
13.64 
42.62 
3. 52 
2.36 
22.91 
13.41 
3.19 
12.91 
12.78 
2.9 
7.07 
60.64 
13.02 
21.81 

II. 37 
4.44 
2.49 



26.48 
6. 78 
9.23 
5.41 
1.04 
0. 59 
5.14 
2.5 
4.87 

14. 99 
6.19 

12.08 
6.08 
3.81 
10.5 

12.94 
2. 93 

18. 92 

14.32 
6.54 

11.48 
9.51 
1.55 
5.71 
6. 62 

16.15 

1$. 93 

25.18 
1.34 
2.08 
6.29 
3. 66 
9.54 
2 

5.73 
15. 34 
20.65 
14.88 
6. 
7. 39 
2.46 
4 
3.39 
5. 29 
5.25 
6.31 
3.36 
24.16 
73.64 
9.44 
7.03 
24.84 
19.29 
4 

13.98 
19.34 

5.93 
19. 83 
136.04 
18.03 
22.76 

15. 

3.12 

5.42 
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Table 364 



HEMBA1 002590 

HEM8A1002592 

HEMBA1002595 

HEMBA1 002609 

HEMBA1002617 

HEMBA10Q2619 

HEMBA1 002621 

HEIBA1 002624 

HBBA1 002628 

HEMBA1 002629 

HEMBA1 002632 

HEJBA1 002645 

HEMBA1 002651 

KEMBA1 002652 

HEiffiAl 002659 

HEKBA1 002661 

HEMBA1 002666 

HEHBA1 002667 

HEMBA1 002673 

lOBAI 002678 

HEMBA1 002679 

HEHBA1 002688 

HEMBA1 002696 

J€»A1 002703 

HEMBA1 002706 

HEHBA10O2712 

HBBA1002715 

HEWA1002716 

HE1BA1002718 

HEMBA1002728 

HEMBA 1002730 

HEMBA1002734 

HEMBA1002742 

HEMBA1 002746 

HEMBA1O02748 

HEMBA1002750 

HEMBA1002755 

J€M8A1002759 

ffiMBA1002763 

hBBA1002767 

KMBA1002768 

KQBA1002769 

HBBA1 002770 

HEMBA 1002777 

KEMBA1 002779 

HEMBA1002780 

f€)BA1002790 

HEMBAI002794 

HEH8A10Q2798 

HEMBAI002801 

HEMBA1002810 

HOBA1002816 

H0BA1OO2818 

HEMBA1002820 

HEMBA1002826 

VOSA1002S33 

HEMBA 1 002850 

H0BA1OO2862 

HEMBA10O2863 

►O8A1Q02867 

KHBA1002876 

KEIBA1002886 

KMBA1Q02396 

HQBA1002913 



5.95 
24. 56 
18.13 
10.62 
4. 27 
2.85 
8. 59 
27.35 
9.91 
17.6 
12.9 
10.16 
13.26 
38.73 
9.03 
5.06 
4. 98 
66.26 
10.24 
13.62 
13.69 
5.6 
59.06 
7.17 
6.13 
11.08 
7. 25 
10.24 
5. 54 
12.44 
18.89 
18.2 
3.87 
22. 55 
9.65 
4. 66 
6.97 
16.7 
47.58 
8.72 
5.52 
17.19 
2.13 
6.28 
4. 32 
18.15 
44.22 
7.76 
58.19 
3.51 
3.05 
33.54 
13.01 
27.01 
19.2 
63.25 
32.24 
2.91 
5. 54 
12.64 
33. 33 
38.07 
373.7 
5.91 



11.3 
35.63 
24. 94 
12.63 
5.73 
2.62 
8.17 
35.73 
18.29 
28.89 
25. 94 
17.89 
18.44 
48.42 
11.88 
3. 99 
2.76 
92.17 
11.61 
19.9 
14.71 
5.12 
73.44 
12.58 
6.22 
15.22 
9.24 
5.79 
9.62 
14. 25 
21.85 
30. IS 
2. 34 
32.65 
15.62 
4.65 
7.74 
17.27 
57.94 
14.41 
5. 94 
27.21 
4.12 
5.97 
3.05 
7.73 
50.48 
9.01 
S3 
8.44 
9. 57 
55. 39 
14.09 
29.21 
24.63 
54.77 
50.44 
4.02 
4. 99 
16. 67 
40.68 
46. 59 
87.77 
13.06 



17.91 
62. 38 
28. n 
20.23 
7.4 
7.5 
23.61 
38.2 
22.67 
36.07 
21.19 
28.87 
26.72 
65.53 
19.16 
9.25 
10.31 
95.25 
24.1 
33.62 
16.04 
9.48 
43.41 
16.11 
16.32 
21.38 
15.63 
8.57 
8.18 
13.51 
36.97 
26.54 
11.09 
52.23 
22.06 
9.25 
9.25 
27.62 
56.78 
17.03 
12.79 
15.86 
10.85 
10 
9.05 
29.43 
73.09 
14.22 
86.62 
16.4 
15.59 
45.57 
20.64 
56.88 
59.75 
137.72 
106.97 
13 

10.17 
40.23 
56.24 
100.23 
442.56 
17 



3.86 
31.85 
20.67 
14.42 
1.57 
3.1 
10.11 
18.75 
1.48 
15.14 
10.6 
12.29 
15.43 
46.16 
8.75 
2.67 
1.02 
40.2 
10.91 
20.45 
4.7 
4. 59 
32.21 
7.07 
2.59 
7.53 
3.34 
7.72 
5.1 
6.78 
19.48 
25.61 
2.03 
26.89 
9.53 
7.27 
6.37 
16.79 
54.23 
5.04 
2.88 
8.55 
3.83 
5.84 
3.43 
3.93 
31.77 
4.8S 
94.91 
3. 59 
8.92 
5.42 
7.78 
35.9 
28.13 
30.62 
13.72 
2.77 
2.83 
22.98 
16.95 
134.31 
153.27 
7.91 



9. 68 
31.39 
22.43 
14.63 
2.4 
2.95 
9.98 
33.76 
9.73 
20.64 
16.54 
14.08 
10.74 
37.25 
10.05 
2.42 
2.15 
49.75 
20.39 
17.4 
9.65 
5.44 
38.96 
6.09 
4.69 
9.92 
13.16 
6.63 
4.05 
9.73 
14.69 
18.78 
2.86 
25.86 
12.94 
4.67 
7.77 
11.68 
36.74 
11.17 
4.3 
10.93 
4.73 
6.03 
3.09 
22.04 
35.83 
6.33 
76.86 
4.66 
5.81 
16.06 
6.78 
30.38 
24.2 
26.06 
14.84 
4.61 
5.36 
17.46 
25.21 
130.1 
289.24 
16.67 



7.63 
28.3 
16.85 
14.25 
3.96 
3.67 
16.3 
30.42 
6.58 
15.47 
18.64 
14.33 
15.26 
33.78 
12.66 
2.71 
2.47 
38. 64 
11.76 
13.57 
9.85 
5.04 
30.65 
6.51 
3.24 
6.72 
4. 85 
11.75 
3.87 
5.54 
13.56 
20.96 
2.81 
22 
6.47 
4.79 
4.16 
13.5 
38.37 
4. 96 
2.49 
3.03 
3.88 
4.58 
3. 54 
8.61 
33.36 
4.1 
71.68 
6.72 
6.43 
37.06 
5.49 
30.6 
21 
40.67 
20.17 
2.19 
5.71 
25 
41.71 
87.32 
233.43 
18.64 



4. 92 
31.44 
23.31 

5.32 

I. 42 
1.94 
7.86 

IS. 63 
2.84 
19.33 
7.96 
9.35 
12.66 
28. 26 
11.02 
2.5 

I. 95 
17.08 
14. 29 

II. 46 
3.39 
4.69 

22. 83 
6.44 
4.44 
6.23 
8.59 
6.68 
4. 38 
5.16 

21.24 

17. 72 
1.76 

22. 76 
8.64 
3. 27 
3.95 
9.91 

36.64 
8.31 
2.51 
6.22 
2.44 
3.3 
2.97 

II. 74 
43.74 

3.98 
49.35 
3.9 

5.04 
10. 33 

5.04 
30.02 

24.8 

37.5 
21.65 

2.67 

5.41 
12.79 
19.36 
31.47 
153.73 
16.24 



3.2 
17.58 
9. 38 
5. 93 
3.15 
0. 73 
5. 98 
13.42 
2.68 
12.69 
5.15 
8.1 
8.84 
20.1 
6.8 
0.54 
1.39 
15.46 
6.19 
10.78 
2.88 
4.1 
22.73 
2.28 
2.11 
2.15 
3.19 
8.82 
2.74 
3.78 
13.64 
11.44 
0.66 
13.04 
2.48 
2.62 
4. 22 
9.05 
19.12 
3.05 
1.17 
1.99 
1.5 
3. 36 
2.09 
14.31 
34.78 
2.38 
25.85 
1.17 
3.55 
10.74 
2.96 
21.79 
13.89 
33.73 
20. 43 
1.11 
0.6 
7.67 
18.11 
23.92 
231.71 
3.53 



3.29 
25.5 

10.88 

14.35 
4.02 
2.61 
9.09 

13.94 
1.86 

24.63 
6.22 

11.96 

17.98 

36.36 
9. 75 
3.81 
2.97 

18.87 
10.4 

12. 98 
4.57 
9.84 

43.71 
5.09 
3.35 
5.09 
6.46 
8.25 
1.77 
4.32 

21.33 

17.14 
1.41 

18. 94 
4. 44 
3.14 
4. 36 

10.68 

21.65 
8.44 
1.65 
5.25 
3.81 
7.09 
4.26 
4.26 

30.04 
3.09 

43.83 
4 

5. 63 
17.79 
3.82 
27.81 
24.13 
24. 96 
7.04 
1,52 
2.81 
12.96 
7.35 
40.5 
129 
12.2 
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Table 365 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HBBA1002921 10.08 17.69 26.78 
IHE1BA1002924 16.52 23.06 41.44 
IHEMBAI 002934 7.43 7.93 15.24 
M002935 44.38 58.85 52.49 
IHEMBA1002937 2.13 5.21 6.49 
IKEMBA1002939 6.4 9.23 9.9 
IBA1002944 6.74 7.31 12.98 
IHEHBA1002951 2.29 3.34 4.29 
&EM8A1002954 17.42 19.44 25.7 
IHEMBA 1002962 8.79 11.09 12.46 
IHEM3A1002968 7.03 12.43 15.52 
11 002970 3.97 3.94 8.85 
M002971 46.35 65.62 65.66 
IHEMBA1 002973 19.1 22.88 32.02 
IHEMBA1 002978 9.61 14.49 12.56 
IHEMBAI 002981 7.62 7.65 10.48 
U 002985 117.94 141.29 115.79 
1.09 4. 19 2.41 
6.76 12.45 
6.35 10.06 
4.3 8.89 
107.63 114.87 183.64 
53. 34 68.01 72.24 
3. 64 4. 33 
4.28 5.05 
27.15 36.55 
5.81 12.5 
18.79 26.5 
19.01 29.05 
23.27 32.76 
10.51 18.48 
3.28 3.5 
32.22 43. 17 
6.89 6. 34 
3.15 4.76 
5.81 4.77 
3.59 5.57 
2.75 3.6 
7.72 9.91 
7.42 7. 15 
3.5 4.14 
4.3 6.5 
22.65 30. 56 
10.41 7.13 
57.77 42.56 
5.9 3.99 
2.67 1.28 
17.29 19.57 
66.37 81.42 
27.88 31. 13 
7,62 15.14 
5.15 5.97 

51.24 56.94 
55.72 62.33 
21. 19 29. 16 

16.2 22. 18 
4.55 5.29 
26.44 23.65 
13.18 14.01 

18.25 22.53 
16.39 19.51 

II 0031421 14.56 16.27 
11003148 16.81 26.84 
11 003151 6.82 1 0.43 



IHEMBA1 002986 
11002988 
II 002992 
11002995 
A 1002997 
IHEMBAI 002999 
HEMBA1Q03004 
IHQBA1 003006 
IHEMBAI 003008 
IHEMBA10O3021 
l«MBA1003027 
|HBffiA1003029 
IHBBA1 003031 
II 003032 
11003033 
IHEMBA1 003034 
IHEHBA1003035 
IHEIBAI 003037 
HEM8A1003041 
ItEMBA 1003046 
IHEMBA 1003047 
IHEMBAI 003048 
ItEMBAI 003064 
II 003067 
IHEKBA1003071 
IHOBAI 003072 
HEMBA 1003076 
IHEMBAI 003077 
IHEMBAI 003078 
HEMBA1003079 
lHaBA10O3O83 
I HEMBA 1 003086 
IHEMBAI 003090 
IHEMBAI 003094 
IHEMBAI 003096 
IHEMBAI 003098 
HEKBA1003101 
|HQfBA1003109 
IHEMBA1003114 
HEMRA1003117 
IHEMBAI 0031 20 
IHEMBA1 003129 
HEIBA1003133 
|>£ffiA1003136 



10.76 
11.88 

7.73 



7.42 
7.7 
38.8 
13.45 
31.66 
31.26 
35. 52 
23.57 
9.21 
44.46 
9. 49 
8.43 
6 

7.67 
7.26 
17.38 
11.39 
10.69 
8. 99 
72.67 
12.54 
38.04 
8.44 
11.95 
26.48 
75.05 
33.36 
35. 58 
7, 

73.88 

39. 

38.82 
27,85 
16.23 
42.74 
38.23 
34. 22 
25.59 
15. 48 
29.42 
18. 65 



4.57 
17. 55 
8.33 
15.89 
6.16 
6.39 
7.18 
3.26 
12.87 
11.77 
4. 99 
9.45 
55. 83 
18. 54 
9.49 
7.25 
;oo. 57 
1.9 
6.53 
10.23 
5.51 
177.35 
37.39 
2.58 
1.79 
26.92 
11.13 
21.25 
23.38 
18.12 
10.46 
2.58 
25.3 
7.01 
6.95 
6.46 
2. 55 
2.24 
5.16 
6.45 
1.88 
2.07 
40. 85 
12.87 
15.22 
5.05 

I. 19 
12.28 
81.77 
17.15 
19. 46 

4.67 
44.19 
28.21 
18. 38 

II. 32 
3.16 

11.15 
23.62 
24.55 
18.11 
9.65 
16.45 
5.42 



11.52 
21.51 
19.71 
32.69 
3. 25 
7. 51 
6.53 
3.2 
16.68 
11.02 
4. 92 
5. 39 
32. 32 
14.79 
10. 35 
7.54 
91.73 
4. 92 
13.58 
8.86 
.4. 55 
156.59 
47.67 
3,67 
6.77 
32.63 
6.12 
18.71 
17.83 
20.06 
10.87 
2.99 
23. 69 
5. 99 
3.5 
7.11 
3.97 
3.39 
6.98 
5.86 
3.75 
3.4 
32.84 
5.59 
22.46 
5. 47 
1.44 
16.41 
61.06 
38.66 
14.45 
5.25 
37.83 
27.13 
20.46 
13.05 
6.96 
27.45 
19.63 
19.61 
18.16 
8.16 
15.92 
8.75 



17.13 
18. 51 
10.41 
26.1 
2.49 
3.18 
7. 34 
3. 

13.48 
6.43 
6.17 
4.2 
29.43 
14.79 
10.49 
7.91 
67.47 
2.49 
5.88 
4.79 
4.85 
161.54 
41.25 
3.65 
4.D5 
23.56 
5.84 
19.18 
18.43 
19.05 
8.93 
3.45 
20.88 
4.57 
6.33 
3.98 
2.74 
2.22 
5.24 
2.65 
2.7 

I. 57 
36.51 
14.57 

42.9 
3.08 

11 
81 

20.27 
10.58 
3.62 
35.41 
36 

14.66 

II. 32 
2.06 

17.66 
17.41 
15.34 
15.75 
8.79 
11.14 
3.56 



10. 57 

16.69 
9.2 

15. 32 
3.22 
2.69 
7.96 
3 

13.76 
11.04 

4. 89 
3.04 

18.21 
14.19 
8. 97 

5. 93 
36.07 

2.41 
8.35 
4.31 
3. 59 
82.75 
62.98 
3 

4. 37 
33.58 
7.32 
16.11 
16.34 
22.57 
13.71 
2.32 
30. 34 
6.73 
1.17 
3.65 
1.99 
1.7 
7.18 
4.01 
1.84 
3.49 
17.64 
5. 56 
9.06 
3.19 
1.26 
17.96 
45.88 
13.44 
6.94 
2.44 
49.21 
19.35 
17.89 
15.03 
3.55 
13.62 
9 

21.94 
14.64 
8.14 
21.43 
10.89 



6.89 
6.29 
4.34 
13.88 
1.79 
1.8 
2.7 
1.79 
7.82 
6.23 
4. 54 
1.94 
22.18 
10. 32 
6.63 
4.75 
32.99 
1.95 
4.66 
25.89 
3.01 
91.36 
43.59 
1.57 
2.61 
25.15 
6.94 
14.87 
15.3 
22.89 
10. 94 
2.32 
23. 98 
1.95 
2.19 
3. 49 
1 



2, 
5. 
3 
2, 
0 

22 



3.38 
21.41 

1.13 

1.15 
11.77 
45.17 
24.06 

6.32 

I. 23 
42.96 
33. 07 
17. 36 
12. 24 

1.47 
6.31 
7.3 
16.17 
13. 22 
5. 26 

II. 51 
7.34 



8. 36 
12.01 
7.83 
12.84 
2.68 
1.53 
9.59 
2.41 
14.9 
10.79 
3.33 
3.66 
16.03 
16.42 
9.32 
6.33 
67.86 
2.68 
5.88 
6.31 
4.66 
112.69 
63.81 
3.06 
3.52 
30.26 
6.02 
19.02 
19.09 
27. 58 
13.4 
3.69 
27.83 
2 

4.48 
6.68 
3.62 
4. 34 
6.81 
5.26 
2.56 
2.65 
33.19 
7.! 
25 



2. 
14.23 
41.59 

7.13 

13. 

5.06 
49.32 
15.18 
21.07 
12.98 

2.05 
12.11 
18.68 
21.16 
14. 96 

6.82 
11.59 

8.14 
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Table 366 



HEMBA1003152 
tglBA1003157 
HEMBA1003166 
KEHBA1003171 
HEMBA1003175 
HEMBA1003179 
HEMBA1003186 
HEMBA1003196 
HEHBA1003197 
HEKBA1003199 
HQSA1 003202 
HEMBA10032O4 
«HBA100321O 
ICH8A1003212 
HEIBA1003218 
HEHBA1 003220 
HQKA1003222 
HEMBA1003225 
HEMBA1 003229 
HEMBA 1 003230 
HEMBA1 003235 
HEMBA1 003236 
HEM8A1 003250 
HEHBA1 003252 
HEMBA1 003257 
HEMBA1 003268 
HEMBA1 003273 
HEMBA1 003276 
HQKBA1 003277 
HEMBA1 003278 
HEMBA 1003280 
HEMBA1 003281 
HEX&A1003284 
HEMBA1 003286 
HEMBA1 003291 
HEMBA 1 003294 
HQBA1 003296 
HEMBA1 003304 
HEMBA 1 003306 
HBBA1 003309 
HBBA10033U 
ICHBA10033I5 
HBBA1 003322 
HEMBA 1 003326 
J€MBA1003327 
HEnA1003328 
HEMBA1003330 
HEMBA1003348 
JOBA1003369 
HBRA1 003370 
HEMBA1 003373 
HEMBA1 003376 
HEMBA1003380 
HE1BA1003384 
HEM8AI003387 
HEMBA1003392 
HBBA100339* 
HEMBA1 003399 
HEMBA1003400 
HEMBA 1 003402 
KEMBA1 003403 
HEMBA1 003408 
HQBA1003412 
HEIBA1003417 



4.25 
16.47 
6.07 
4.76 
9.06 
11.74 
32.34 
4.93 
11.79 
23.1 
23.9 
4.47 
26.93 
25. 47 
4.32 
35.02 
6.38 

I. 99 
4.11 

19 
6.36 
28.57 
3.88 
10.38 
4.81 
4.15 

II. 8 
149.46 

46.25 
4.71 
129.77 
66.35 
4.17 
19.63 
72.44 
2.81 
44.35 
9.89 
13.02 

I. 78 
2. 36 

4.7 
21.51 
6.02 
7.54 
105.65 
6.01 
3.04 
4.61 
3.59 

II. 8 
3.97 
1.93 

26.49 
16.13 
2.68 
2.69 
20.63 
3.56 
38.86 
4.18 
25. 83 
5.21 
21.02 



6.9 
20. 65 
8.14 

6.01 

9.36 
19.14 
34.21 

5.75 
16.34 
49.93 

28.7 
10.56 
30.85 
38.89 

4.85 

49.9 
11.47 

5.89 

5.35 
22.89 

6.82 
38.02 

5.03 
11.26 

5.23 

9.87 
16.03 
149.2 
23.14 

4.24 



16.54 
36.14 
15/4* 

I. 83 
15.39 
23.08 
53.13 
11.29 
26.33 
40.51 
33.49 
14.07 
39.03 
40.06 
11.19 
56.61 
27.57 

II. 4 
10.53 
41.86 
18.89 
51.11 
10.29 
18.66 
14.11 
10.08 
28.72 

143.91 
67. 56 
12.6 



109.77 149.42 
33.44 113.06 



19.37 
12.62 
65.02 
2.31 
42.6 
11.83 
19.68 
3.09 
3.32 
9 

21.29 
5.69 
6.06 



13.16 
36.72 
121.3 
6 

76.86 
11.34 
19.63 
6.44 
2.13 
9.09 
36.71 
11.31 
15.43 



106.36 147.91 
12.33 12.91 



4.46 
6.54 
5.98 

17.95 
3.38 
2.67 

38.34 
19.1 
3.97 
3.42 
29.8 
5.58 
90.8 
3.19 

33.63 
6.25 

35.52 



6.33 
9.12 
8.58 

16.19 
4.86 
5.1 

57.87 
24.1 
8. 74 
9.32 

52.54 
6. 33 

85. 59 
7.45 

38.04 

13.71 

34.24 



3.43 
14.57 
• 9.-26 
0.22 
5. 94 
11.43 
30.02 
1.52 
10.88 
25.63 
4. 92 
5. 38 
16.12 
19. 34 
2.63 
20.36 
6.14 
3.67 
5.06 
21.05 
3.6 
22.25 
3.12 
6.09 
3.29 
10.51 
15.07 
64. 58 
22.07 
4.3 
22.66 
20. 36 
7.85 
8.93 
168.07 
6.68 
89.38 
8.37 
24. 93 
4. 38 
4.26 
4.13 
38. 62 
6.59 
8.47 
165. 04 
7.65 
4.48 
7.83 
5.67 
5.05 
3.82 
1.31 
29.22 
17.73 
2.76 
1.54 
29.45 
3.88 
22.6 
2.51 
42.18 
2.82 
13.6 



9.18 
15.21 
7. 78 
9.4 
5.41 
19.69 
30.6 
4.36 
17.37 
28.94 
13.85 
5. 97 
18.97 
20.63 
4. 58 
27.56 
9.88 
2.98 
6.91 
18.18 
5.78 
24.92 
4.49 
9. 53 
4.4 
3.68 
19.11 
44.3 
19.01 
4.28 
42.91 
31.97 
6.12 
14.12 
81.81 
2.5 
53.17 
7.94 
17.19 
2.65 
4. 38 
2.95 
23.41 
5.79 
7. S3 
127.51 
8.96 
9.58 
6.84 
3.43 
9.3 
1.97 
0.26 
29.1 
14.37 
4.49 
4.93 
22.45 
4.46 
36.87 
2.47 
33.38 
5 

14.17 



3.49 
12.8 
7.15 
0.95 
4.09 
16.88 
23.62 
1.61 

II. 43 
20.25 
16.67 

3.66 
10.78 
15. 78 

1.07 
20. 54 

5.85 
2 

5.05 
18.78 

3.31 
17.63 

3.35 

8.62 

2.15 

3.28 

17.4 
74.17 

38 

2.48 
45.72 
38.12 

2.69 

12 
87.09 

2.72 
64. 95 
10.02 
18.48 

4. 

3.35 

4.64 
31.81 

5.51 
8 

III. 83 
7.41 

12. 27 
2.91 
4.27 
7, 

2. 14 

1.37 
27.24 
13. 92 

2.32 

3.86 
24.07 

4.23 

47 

2.16 
41.52 

4.22 
10.79 



6.82 
18.89 
6. 88 
4. 99 
8.31 
15. 24 
32.72 
2.88 
13.65 
30. 98 
6. 88 
4.1 
20. 75 
34.72 
3.74 
37.25 
9.63 
2.78 
3.62 
15.9 
5.14 
25.41 
3.78 
8. 03 
4.08 
8.7 
12.91 
103.36 
14.72 
2.75 
29.75 
40. 97 
7.14 
52.4 
38.11 
2.16 
32.4 
7.8 
10.47 
2. 49 
2.15 
2.23 
14.65 
2.11 
4.99 
74.7 
6.19 
5.11 
5.15 
2.86 
3.82 
1.54 
0.83 
18. 27 
9. 34 
2.44 
3.02 
12.86 
1.87 
19.41 
1.4 
23.7 
2.53 
5.28 



2.75 
12. 37 
3 

3.3 
5. 54 
11.13 
27.67 

I. 66 
9.71 
8.01 
7.46 
2.93 
18.2 

24.84 
6.58 

33.59 
5.71 
0.36 
3.37 
9.68 
2.94 
23 
2.8 
4. 87 
0.86 
2.22 

12.48 

79.83 

II. 37 
2.48 

44. 29 

35.41 
1.71 

15.77 

45.46 
1.36 

28.59 
7.09 
8.08 
0. 95 
1.3 
3.29 

15.44 
1.05 
4.52 

76.39 
2.7 
0.11 
1.7 
5.19 
6.22 
0.79 
1.72 

17.42 
7.52 
0. 39 
1.02 
13.2 
2. 25 

16.83 
2.51 

19. 86 
1.53 
6.88 



2.37 
10.25 
7. 14 
4.74 
6.76 
8.75 
23.79 
1.27 
13.56 
23. 38 
15. 28 
5.45 
19.07 
21.07 
2.3 
30. 02 
6.41 
1.82 
4.28 
15.54 
2. 76 
19.94 
3. 87 
3.9 
2. 62 
2. 32 
21.18 
39.01 
3. 34 
1.06 
19. 43 
13.12 
3. 34 
36. 62 
43.73 
1.58 
38.37 
8. 26 
13.83 
2. 26 
2.04 
3.07 
16.23 
2.65 
3.75 
78. 34 
6. 56 
2.09 
5.2 
3.68 
4.16 

I. 25 
0.69 

21.24 

II. 3 
3.04 
1.64 

21.21 
1.87 

28.09 
3.27 
26.4 
2.45 
9.43 
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Table 367 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



IHEHBA1003418 
HEHBA1003420 
HEHBA 1003425 
IHEMBAI 003433 
IHEMBA1G03440 
IHEMBA1003442 
SA1003447 
M 003453 
IHBCA1003461 
IHBDA1 003463 
HEIDA1003465 
IHBIBA10034B0 
IHEMBA1003485 
|HEMBA1003467 
HEMBA1003492 
IHEMBAI 003494 
HEM8A1003497 
l«MBA1003503 
IHEIBA1 003511 
IHEMBAI 003528 
HEMBA1003530 
HEMA1003531 
HEMBA1003S32 
HEMBA1003538 
IHEM8A100354S 
IHQBA1003546 
IHEMBA1003548 
HDBA1003553 
IHEMBA1003555 
H«BA1 003556 
HBIBA1003560 
HBCA1003565 



IHBBA1003568 167.82 



HEMBA1Q03569 
HEM8A1003571 
IHEMBA1003579 
M003580 
1HEMBA1003581 
M 003591 
A100359S 
IHEMBA1003S97 
M 003598 
U003S00 
M 003602 
A1003604 
M003610 
IHBBA1003615 
lraiBA1003617 
IH8BA1003620 
IHEMBA1003621 
IHEMBAI 003622 
IHEMBAI 003630 
M003637 
\] 003 540 
M 003645 
K\ 003546 
HEM8A1Q03647 
|HEMBA1G03655 
U0O3662 
M 003666 
M 003667 
|KBBA1003670 
HEUA1003674 
fflffiA1003fi77 



9.46 
15.13 
3.65 
12.41 
22.95 
12.86 
27.49 
4. 92 
31.42 
20.03 
4. 42 
8.18 
8.87 
40. 56 
47.07 
8. 97 
27. 59 
17. 58 
10.13 
10.75 
6.02 
12.73 
13.65 
10.23 
4.35 
6.53 
2.71 
4 

8.02 
5 

11.54 
12.47 



19.02 
8.12 
22.13 
18.63 
4.54 
9.77 
11.6 
34.44 
2.25 
21.91 
5.44 
4.52 
13.16 
14.12 
2.15 
1.75 
12.05 
7.66 
43.11 
920.66 
62.65 
15.97 
6.76 
68.54 
41.62 
9.43 
8.44 
27 
16.71 
3.06 
3.62 



10.25 
21.37 
4.02 
15.45 
34.38 
16.85 
33.89 
6. 64 
55.4 
30.11 
6.66 
9.01 
6.95 
64. 18 
69. 63 
13.82 
34.3 
24. 95 
12.6 
13.6 
6.59 
22.2 
14.91 
12.68 
9.29 
3.47 
6. 58 
4.81 
14.32 
8.35 
14.47 
6.48 
373.84 
23. 29 
11.43 
20. 38 
22.77 
7.44 
30.24 
18.67 
63.26 
2.74 
26.66 
4.97 
2. 99 
15.85 
19.51 
10. 76 
4. 53 
16. 03 
5. 59 
47.17 
472.66 
69.86 
22.75 
13.27 
91.82 
46.94 
10. 68 
8.9 
32.49 
15.12 
3.93 
4.3 



16.29 
34.54 
7; 55 
36.09 
33.51 
24.45 
33.23 
13.34 
52.29 
90.85 

9. 68 
15. 32 

9.95 
72.24 
47.91 
17.09 
36. 93 

I. 06 
23.58 

9.55 
12.41 
30.65 
22.65 
27.62 
13.49 
17. 38 

8.78 

7.29 
16.54 

6.92 
20.06 

14.4 
257.14 
63.64 

9.83 
39.63 

31 

II. 51 
25.57 
39.48 
65.19 

3.02 
48.26 
13.36 

9.05 
27.61 
37.31 
12.36 
12.78 
37.29 
10 
86.26 
680. 
125.99 

34. 

28.86 
142.01 

78. 

20.41 
21.02 
46.33 
35.71 
11.38 
9. 



13.88 
8.98 
3.03 
18. 37 
20.78 
11.09 
17.4 
4.01 
25.16 
47.21 
7.8 
7.58 
4.15 
34.53 
15.87 
5.4 
14. 93 
0. 82 
12.03 
5.22 
4.68 
9.86 
9.4 
8.9 
7.12 
20.26 
3.2 
3.53 
7.4 
2.85 
8. 38 
4.78 
82.85 
40.15 
5.26 
17.94 
30.35 
2.94 
6.75 
13.28 
37.08 
2.41 
21.72 
4.53 
3.91 
10.3 
8.32 
1.63 

I. 34 
21.96 

3.27 
32.33 
365.52 
45. 58 

19.9 

II. 35 
91.35 
39.66 
19.54 
18.11 

29.7 
10.11 
12.14 

2.94 



11.67 
7.12 
3.24 

16.85 

28.45 

13. 33 

23.73 
5.69 

39.67 
1.41 
5.17 
7.38 
3.42 

33. 37 

60.76 
7.03 
24.2 

I. 26 

II. 2 
4.34 
4.85 

14.37 
21.22 
13.63 
6.86 
8.26 
9.19 
3.84 
9.1 
4.91 
13.16 
7.63 
193.26 
29.03 
10.52 
15.09 
20 
2.83 
16.55 
20.4 
35.21 
2.07 
21.86 
6.21 
3.29 
9.81 
15.31 
5.11 
3.78 
16.06 
5.47 
46. 01 
904.5 
48.68 
17. 55 
10.28 
74.78 
28.08 
13. 98 
19.64 
40.13 
19.12 
7.69 
5.26 



7.68 

8.99 

2.46 
15.26 
21.36 
10.29 
18.49 

5.13 
29.85 
0 

6.44 

7.85 
4.03 

41.02 
43 
7.86 

20.37 
0.04 

10.45 
5. 54 
4.75 
9.03 
7 

10.34 
6. 

12.59 
3.14 
2.73 
7.1 
3.37 
7.52 
5.19 

96.08 

28.36 
5.76 

12.56 

21.57 
4.01 
5. 72 

12.94 

30.06 
1.24 

19.48 
5.48 
1.56 
5.68 

10.64 
1 
1 

15.37 
4 

44. 24 
411 
42 

14.87 
4.41 
80.66 
37.31 
13.03 
14.87 
34.43 
14.79 
5.61 
2 



6.52 
3. 93 

I. 29 
10.85 
23.78 
12.06 

24 
2. 36 

35.26 

30. 58 
3.4 

10. 22 
5.45 

45.43 

54.01 
9.14 

27.68 
6. 53 
9.65 
2.88 
5. 24 

13.96 
8.43 
9.68 
7.44 
2.96 
6.24 
2.82 
7.78 
2.9 
7.48 
7.77 

64.68 
20 
8.95 
17.53 
12.72 
3.4 

II. 87 
13.52 
23.33 

I. 39 
19.9 
3.61 
2.58 

10.32 

25. S3 
4.87 
1.5 

10.98 
6.97 

29.63 
621.11 

65.31 
21.4 
12.2 

83.06 
18.6 
9.65 

II. 75 
25.82 
10. 97 

4.08 
4.03 



7.48 

4.32 
1.12 
5.12 

22.34 
9.47 

17.15 
4.48 

26.74 

24.08 
2.84 
6.26 
1.61 

44.42 

24.37 
5.83 

19.83 

10.32 
8.73 
3.04 
2.55 
8.06 
8. 83 
5. 53 
2.65 
5.15 
4. 03 
2.01 
7.09 
2.25 
5.19 
3.47 

26.85 
16.6 
5.27 

15. 68 
8.11 
1.33 
5.17 
5.6 
8.38 
0.6 
18. 88 
3.19 
2.5 
8.77 
7.2 
0.26 
0. 27 
5. 36 
4.55 
21.05 

976. 32 
45.48 
9.64 
6.62 
37.92 
12.53 
4.93 
6.74 
21.77 
18. 94 
1.48 
0.72 



6.95 
8.36 
2.83 
17. 58 
28.46 
11.31 
19.81 
3.86 
37.73 
33.93 
6 
3. 
3 

46.48 
34. 94 
9.54 
25.35 
21.23 
14. 36 
2.97 
3. 96 
18.14 
11.91 
8.3 
6.35 
4.61 
2.98 
2.64 
7.03 
2.94 
5. 
4.1 
13.07 
26.95 
5.01 
17.94 
11.25 
1 

9.69 
8.35 

16.41 
1.38 

27.46 
3.61 
3.04 
8.07 
9.53 
2.23 
0.68 

14. 36 
2, 

20. 55 
238.58 
45.21 
18. 

10.03 
60. 33 
17. 55 
11 
12.93 
25.87 
10.06 

5. 

1.84 
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Table 368 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEMBA1003679 
HEMBA1 001680 
IHEMBA1 0036*4 
HEMBA1003690 
IHEMBA1003692 
IHEMBA1003702 
IHEMBA1003711 
|hEMBA1003714 
M003715 
IHEMBA1003717 
HEMBA1003720 
HEMBA100372S 
HEMBA 1 003728 
IHBBA1 003729 
IHEMBAI 003732 
HEMBA1003733 
IHEMBAI 003742 
HEMBA1003743 
IHEMBA1003758 
1HEMBA1003760 
M 003764 
IHEMBAI 00376 9 
IHEMBAI 003773 
IHEMBAI 00378 J 
IHEMBAI 00 3784 
IHEMBAI 003794 
IHEMBAI 003799 
M 003803 
IHEMBAI 003804 
HEMBA 1 003805 
IHEMBAI 003807 
IHEMBAI 003810 
|HEMBA1003827 
A1003836 
IHEMBAI 003838 
IHEMBA1003843 
IHEMBA1003846 
|k£MBA1003856 
HEMBA 1 003857 
IHEMBAI 003864 
IKEWA1003866 
IKEMBA1003868 
|HEKBA1003879 
IHEMBAI 003880 
IHEMBAI 003884 
M003885 
IHEMBA1003887 
IHEMBA10Q3890 
IHEMBAI 003893 
IHEMBAI 003896 
IHEMBAI 003902 
IHEMBAI 003904 
IHEIBAI 003908 
HEMBA1003926 
IHEMBA1003937 
IHEMBAI 003939 
M 003940 
IH3BA1003941 
IHBBAI 003942 
IHEIBAI 003945 
IHBBA1003949 
HEMBA 1003950 
M 003953 
M 003958 



15.99 
2.36 
27.44 
26.36 
6.49 
8.56 
8.11 
6.44 
14.81 
42.45 
6.21 
3.95 
4.28 
12.13 
30.17 
3.45 
9.01 
9.87 
14. 27 
19.21 
14.01 
38.51 
6.19 
2.33 
24. 68 
35.77 
28.51 
6.9 
12.17 
15.63 
12.24 
4.78 
10.51 
4.91 
48.74 
23.09 
18.74 
31.17 
3.66 
24. 35 
15. 55 
3.42 
54.55 
26.75 
3.51 
15.83 
8.92 
5.77 
2.5 
13.16 
6.09 
41 
27. 42 
35. 54 
14. 37 
3.4 
6.76 
31.48 
3.19 
59.01 
12.02 
27.53 
10.33 
4.65 



25.43 

I. 32 
32.04 
32.22 
10.11 

9.3 
10. 45 
11.03 
13. 59 
55.77 
6.28 
3.77 
12. 26 
13.18 
53.31 
4. 52 
9. 99 
14. 77 
20.31 
17.1 
17. 88 
54.43 
9. 28 
2.73 
20.11 
59. 53 
43.08 
7. 98 
15.5 
21.11 
15. 49 
6. 92 
13. 97 
7.17 
66.87 
39. 55 
19.56 
48.34 
4.84 
38.16 
24.7 
4.24 
71.41 
40.67 
2.7 
16.07 
10.53 
11.6 
2.24 
13. 74 
5.71 
55.7 
42.25 
56.96 
14.68 
3.02 

II. 65 
46.87 

4.4 
80. 97 
16. 53 
47.63 
12.12 

6.88 



34.72 
3.39 
37;17f 
54. 74 
9.34 
12.43 
15.16 
12.83 
14.56 
82. 27 
13.24 
7.26 
8.88 
16.13 
40.17 
4.35 
10. 98 
20.42 
26.23 
29.51 
25. 76 
S3. 66 
8. 37 

7.18 
23.17 
74.01 
44.43 

12 
24.58 
29. 95 
18.72 
11.21 
18.38 
10.85 
76.01 
55.11 
28.45 
48.82 
10. 52 
29. 59 
24. 92 

4. 55 
99.07 
50.47 

10 
23.65 
15.63 

13 

6.97 
38.07 
13.87 
67. 32 

49 

89.19 
20. 38 
10.99 
10.45 
93.42 

9.44 
80.84 
20. 22 

43. 
25.01 
15.41 



23.29 
2.39 

24.58 

28.94 
7.04 
12.4 

11.96 
2.97 

12. 43 

41.74 
9. 93 
6.08 

10. 99 
8.92 

33.85 
2.89 
9. 56 

19. 53 
15.6 
6.01 
13.37 
30.93 
4.69 
6 

22.69 
32. 36 
24. 39 
2.71 
5.01 
13.7 
15.37 
4. 53 
12. 97 
4.73 
40. 91 
24. 97 
26.4 
28. 74 
2. 38 
24.03 
21.6 
5.4 
52.85 
32.31 
2. 34 
9.67 
3.65 
3. 76 
3.71 
17.77 
4.58 
43.67 
27.37 
56.48 
10.43 
1.88 
4.59 
56.75 
4.64 
37.7 
10. 36 
25. 53 
8.15 
6.73 



23.03 
1.66 
15.64 
29.04 
5.15 
14.68 
9.29 
13.46 
13.78 
41.39 
12.72 
3.65 
2.88 
13.67 
38.01 
6.7 
10.71 
13.74 
15.1 
14.54 
20.5 
34.09 
7.62 
7.98 
20.46 
32.73 
25.46 
3.98 
10.25 
15.15 
14.25 
9.91 
15 
6.8 
58.53 
26.61 
19.75 
30.87 
4.43 
32.07 
24.17 
4.56 
60. 23 
30. 57 
3.19 
12.61 
12.51 
5.14 
6.34 
20.7 
5.66 
30. 73 
22.92 
59.31 
17.34 
5.36 
10. 56 
59.75 
4.07 
37.04 
6.89 
28.11 
9.43 
7.93 



14.07 
4.26 
21.48 
32.33 
6.04 
13.17 
6.3 
9.98 
10.5 
40.14 
5.69 
3.36 
4.38 
11.13 
30.07 
2.94 
5.69 
11.37 
13.01 
12.36 
16.53 
32. 37 
4.92 
9.31 
14.65 
29.52 
22.11 
5.61 
5.91 
11.89 
10.11 
7.45 
8.61 
6.53 
48.34 
27.21 
21.25 
25.87 
1.85 
18.61 
13.88 
2.52 
59.91 
23.71 
1.65 
9.91 
2.64 
4. 95 
3.91 
14.83 
4.39 
35.35 
19.91 
44 
12.15 
0.25 
5.86 
51.31 
4.72 
46.98 
9.69 
14.15 
6.53 
3.72 



32.67 
2 

12.03 
34. 36 
7.51 
6.17 
7.03 
7.86 
10.14 
43.46 
6.86 
2.75 
6.4 
18.08 
19.05 
3.18 
9.3 
9.02 
12.22 
3.4 
15.36 
42.08 
2.95 
5.24 
16.36 
23.99 
20.76 
1.91 
7.51 
15.1 
18.36 
6.79 
18.16 
3.27 
31.6 
27.17 
14.77 
49.83 
3.65 
15.17 
22.15 

I. 88 
38.15 
28.74 

5.36 
13.22 

7.43 

4.38 

2.06 
10. 45 

3.52 
31.08 
28.26 
48.79 
14.47 

1.12 
9.9 
23.68 

1.95 
37.87 

II. 57 
20. 64 
13.65 

5.9 



15. 26 

I. 23 
9.61 

26.69 
6.23 
5.02 
5.46 
7.19 
8. 94 

40.44 
5.05 
2.23 
1.69 
6.56 

II. 75 

I. 76 
5.6 
7.5 

13.09 
6.9 
15.5 
31.8 
1.6 
2.04 
8.3 
30.47 
21.74 
2. 94 

II. 06 
12.06 

12.3 
2. S3 
7. 58 
4.61 
26.6 
12.95 
12.94 
42.07 
2.4 
4. 79 
14.95 
2. 32 
32.08 
17.94 

I. 65 
10.04 

4.94 
2.51 
0.55 
11 
2. 56 
26. 57 
21.38 
37.72 
8.13 
0.35 
2.16 
24.05 
2.11 
33.83 
6.85 

II. 67 
9.93 
3.43 



20.68 

I. 59 
13.69 
39.53 

5.84 
7.69 
7.91 
9.67 

12.29 

41.87 
6.12 
2.52 
3.67 
14.8 

17.73 
2.64 
9.68 
9.36 

13.08 
5.12 

19.31 
46.8 
4.58 
3.66 

II. 94 
35.64 
26.31 

2.14 
8.61 
15.76 
19.08 
4.42 
9.11 
5.48 
30.51 
30.84 

15 
42.91 
2.28 
6.89 
14.16 
3.07 
50.85 
31.69 
2.02 
13.72 
3.2 
3.42 
2.76 
13.75 
5.08 
32.22 
25. 22 
50.83 
15.59 
2.25 
3.94 
38.11 
3.24 
28.54 
10. 
12.95 
7.98 
4.74 
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Table 369 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



IHEHBA1003959 
HEMBA1OO3960 
IHEM8A100396S 
U003967 
M003968 
IHEKBA1003974 
IHEMBA1003976 
IHEMBA1003977 
IHEMBA1003978 
IHBIBA1003981 
HEHBA1C03982 
|HEMBA100398$ 
BA10039B7 
BA1003989 
IHEMBA1004000 
IHBBAI 004006 
|h£MBA1004007 
IHE1IBA1004010 
[HEMBA1O04011 
P©BA1004012 
HEHBA 100401 5 
1HEMBA1004024 
IhEHBAK)Q4029 
IHEKBA1004038 
M 004042 
1HEWA1OO4045 
U004048 
IHEMBA1004049 
IHEMBA1004051 
HEWA1O04053 
IHEMBA1O04055 
|HE*BA1004056 
HEMBA1OO4060 
HEMBA1004061 
HEMBA1004067 
IHEUA1 004071 
HEKBA1004Q74 
IKEIBA1004078 
IHEMBA1004085 
HEK8A1004086 
IHEMBA10O4097 
HEHBA1004100 
IHEIBA1004103 
|HDBA1004nO 
HEMBA1004111 
|*OBA1004124 
HOBA1004130 
HEMBA1004131 
HEIBA1004132 
HEMBA10Q4133 
t£M8A1004138 
HEMBA1004143 



M 004146 
IHEMBA1004148 
HEMBA1004149 
HBBA1004150 
|HEMBA1004154 
M 004164 
IHBUBA1004168 
HEMBA1004199 
|raBA1004200 
M004201 
M004202 
A1004203 



14.89 
6.1 
4.32 
11.38 



19.53 
5.31 
4.36 

13.34 



52.83 102.28 



4.37 
15.15 
8. 76 
9. 01 
68. 06 
5.4 
7. 59 
10.14 
10.11 
2. 93 
18. 54 
19. 65 
67.05 
10.54 
20.42 
4. 26 
7. 24 
3. 05 
30. 88 
0. 37 
20.4 
37. 85 
21.46 
9.9 
15. 29 
5. 25 
2.41 
6.43 
7.43 
8. 97 
2.92 



4.4 
20.18 
9. 42 
16. 51 



30.66 
11.07 
6. 33 
19. 36 
87.2 
7. 25 
27.02 
22.28 
20.07 



77.17 117.23 
13.31 18.21 



8.14 
14.01 
15.44 
4. 96 
20.18 
39.73 
91.66 
11.89 
22.3 
3.69 
8.25 
5.65 
38.16 
2. 38 
33.53 
38.8 
22.41 
8.46 
25.2 
11.05 
5. 85 
8. 34 
8. 52 
11.51 
2.4 

126.78 177.45 131.41 
20.55 20.84 34.63 
20.65 31.8 
2.06 3.76 
1.94 3.31 
14.77 24.96 
7.32 13.02 
19.03 26.3 
24.42 41.97 
10.47 10.61 
6.32 9.6 
11.62 15.68 
1.7 3.66 
61.09 100.97 106.22 
8.15 8.84 9.84 
11.32 
19.23 
6.85 
27.48 



6.39 
12.23 

5.02 
13.01 
162.3 
54.95 
27.89 
27.29 
11.53 
10.21 
27.51 

18.3 
11.35 



15.01 
20.78 
20. 52 
11.45 
42.2 
40. 28 
2.46 
17.43 
36.75 
8. 92 
20.14 
11.19 
65.02 
5.48 
50.23 
52.99 
47.43 
21.25 
37.82 
5.64 
10.01 
15.71 
15.21 
14.78 
5.93 



30.03 
5.23 
1.59 
29.01 
15.94 
37.33 
41.29 
15.29 
13.12 
22.49 
8.07 



13.28 
24. 
14.92 
21.59 



225.69 242.62 
73.81 77.06 



39. 95 
41.16 
17.04 
15.6 
39.39 
30.46 
16.48 



75.25 
48 

30.46 
23 

51.71 
37 

25.16 



16.5 
8. 55 
4. 53 
11.07 
14.25 
2.02 
12.74 
9.64 
10.86 
62.61 
3.94 
6. 55 
6.87 
5. 53 
2.25 
18.19 
26.62 
0.19 
5.17 
7. 27 
3.2 
4.09 
0.74 
18.09 
0.32 
28.78 
50. 26 
24.15 
12.84 
19.98 
0.16 
3.45 
14.49 
11.54 
16.09 
4.14 
229. 36 
28.09 
32.27 
2.03 

I. 13 
20.87 
12.18 
22.14 
22.57 

II. 7 
7.07 
12.3 
2.75 

48. 94 
8.72 
4.24 
16.14 
7.36 
12.24 
246.24 
67.59 
53.13 
30.28 
12.77 
12.76 
29.35 
17.92 
12.27 



16.34 
9. 98 
3.74 
6.9 
26.41 
4.53 
18.84 
11.17 
6.71 
51.44 
11.62 
7.27 
9.2 
5.4 
2.97 
19.39 
20.72 
0. 95 
7.46 
17.23 
3.73 
6. 96 
1.77 
23. 34 
1.77 
29.43 
40.74 
22.42 
10.63 
13. 35 
1.02 
3.17 
7.75 
9.65 
9.22 
2.31 
160.88 
31.27 
21.47 
3.33 
4.7 
18.7 
10.65 
20.14 
21.56 
10.51 
7.66 
15.58 
4.82 
25. 58 
6.31 
5.74 
12.69 
6.63 
21.36 
265.35 
61.25 
38 
31.63 
16.45 
12.18 
27.61 
20. 38 
10.37 



12.43 
6.62 
1.94 
6.77 

16.31 
1.13 

11.73 
3.97 
7.75 

47.41 



1.76 
15.33 
17.41 
0.35 
5.81 
8.75 
2.56 
4. 29 
1.68 
18.57 

I. 14 
29.29 
37.18 
24.41 
10.43 
13.99 

0 

2.37 
6 

13.29 

II. 3 
3.09 
89 

21.15 
13.85 

2.95 

3.06 
13.96 

9.17 
20.02 
20.91 
11.56 

3. 98 

10. 
2. 
18. 64 

5.94 

4.33 
10.61 

8.76 
25.46 
201.29 
43.45 
41.78 
25.87 
14.72 
11.22 
28. 68 
16. 33 

8.08 



19.48 
4.38 
2.49 
8.93 
15. 76 
3.82 
18. 38 
8.14 
11.84 
51.47 
3.92 
5.12 
6.56 
8.66 
2.52 
18.84 
38.95 
50.08 
5.72 
11.84 

I. 97 
7.49 
2.55 
34.1 
0.62 

14.02 
34. 52 
19.84 
12.39 
21.18 
9.11 
4.07 
14.41 
5.83 
7.43 
3.1 
187.87 
16.53 

II. 87 
2.57 
2.83 

10.94 
7.19 
18.64 
28.72 
7.45 
10.02 
7.69 
5.8 
11.83 
4.18 
4.63 
14.04 
2. 34 
6.33 
161.22 
53.14 
27.04 
20. 87 
15.81 
9.51 
24.64 
20.83 
12.69 



10.76 
4.38 
2.11 
7.19 
9.02 
0.89 

14.83 
5.18 
5.73 

46.06 
4.82 
5.29 
6.5 
4.07 
0.75 
12.3 

21.37 
44.9 
5.31 
7.16 

I. 37 
2.93 
0.21 

18.52 
0 

II. 2 
20.41 
20.47 

7.87 
11.93 
3.17 
0.71 
5. 93 
3.71 
5.81 
0.97 
113.1 
16.06 
12.81 
0.6 
1.2 
12.24 
6.37 
15.91 
16.68 
6. 39 
6.52 
8.91 
1.43 
36. 24 
4.48 
4.09 
14.11 
5.06 
6.45 
151.68 
36.47 
21.48 
19. 25 
10.26 
9.03 
21.71 
15. 59 
8.41 



14.94 
3.84 
0.85 
5.9 
11.36 
2.56 
18 
9.28 
13.48 
74.31 
3.97 
7.02 
8. 96 
5.03 
2.54 
17.01 
27.19 
72.79 
4.01 
6.96 
3 

4.36 
0.47 

13.77 
0.22 
16 

13.02 

15.98 
8. 34 

18.89 
5.22 
2.14 
6.72 
5.22 
9.07 
2 

134.85 
27.35 

9. 59 

1.89 

1.23 
15. 57 

7.49 
19.14 

19 

9.02 

8.94 
12.88 

6.28 
13. 37 

5.03 

3.58 
16.75 

6.01 
12. 24 
209. 57 
45. 96 
32.66 

25 
14.34 
10. 57 
24.17 
21.86 

9.37 
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Table 370 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



(HEM&A1004207 
IHEMBA1004210 
KEH&A1 004225 
IHEMBAI 004227 
IHEIBA 1004235 
IHEIBA1004237 
IHEMBA1 004238 
IHEMBAI 004241 
IHDBA1004242 
IHBBA1 004243 
HEMBA1Q04246 
HEMBA1004247 
HEMBA1004248 
HEHBA1004250 
HEMBA10042S2 
IHEMBA1 004260 
IHEMBA1 004264 
HEMBA1 004267 
HEHBA1004272 
JHEMBA1004274 
HEM8A1 004275 
IHHKBA1004276 
IKEMBA1004279 
[HEHBA1004284 
IHEI&A1004286 
HEKA1 004289 
IHEKBA10O4293 
HEMBA1 004295 
HEMBA1 004302 
IHEMBA1 004306 
HEMBA1004312 
HEMBA1004314 
HEMBA1004321 
IHEMBA1 004323 
rta©A1004327 
HEMBA1 004329 
IKEMBA100433O 
HBBA1004334 
HEMBA1004335 
HEMBA1Q04341 
HEMBA1 004344 
IHEMBAI 004347 
HEMBA1004349 
|HQffiAia04352 
HEMBA1004353 
|t£MBA10043S4 
IHOBA 10043 56 
IICMBA1004360 
I HEMBA1 004366 
IHEMBA1 004372 
IHEH8A1 004377 
1HEM8A1 004389 
hfcMBA10C4391 
HEMBA1004393 
|t€XBA1004394 
HBCA1004396 
I HBBA1 004401 
|t£M&A10044Q5 
U004408 
|HEMBA1004414 
U 004429 
IHQBA1004433 



5.23 
4.96 
11.76 
5.13 
55.87 
63.06 
5.4 
58.53 
95.96 
7.18 
3.92 
36.08 



7 

5.53 
16.11 
5 

67.36 
67.44 
9.74 
94.19 



7.18 
8.99 
1108 
14. 56 
100.86 
67.86 
19.37 
86.84 



94.64 132.52 
9.59 11.11 



129.29 124.32 



5.45 
39.65 



60.7 102.92 



6.46 
9.76 
3.71 
4.86 
14.31 
7.23 
3.6 
6.92 



7.1 
13.49 
7.97 
4.92 
26.05 
8.73 
4.23 
5.28 



53.98 104.51 



3.9 
15.6 

1.1 
4.33 
14.22 
5. 99 
27.72 
22. 59 
8. 29 
17.03 
2.16 
4.43 

3.2 
47.09 
7. 28 
6.28 
2.77 
4.79 
5.88 
8.48 
19.03 
30.35 
65. 35 
31.04 

36.8 
21.37 

3.36 
25.71 
57. 43 

26.6 
15. 02 

6. 23 

6. 59 

6.98 
25.42 
12.61 
33.43 
11.75 
11.38 

4.53 
12.02 
18.31 



4.4 
17.68 
4. 52 
10.31 
23.33 
9.65 
69.78 
41.69 
12 
23.79 
4.06 
3.01 
5. 57 
53. 32 
14.18 
6.86 
3.49 
7.07 
15. 53 
17.07 
22.2 
31.05 



6.92 
23.46 
68.75 
17.92 
18.16 
10 
5.04 
30.36 
9.64 
13.32 
11.01 
88.12 
11.72 
32.1 
5.35 
14.89 
31.53 
12.39 
67.76 
39.11 
23.23 
39.64 
8.11 
0.68 
7.13 
108.52 
16.85 
13 
11.65 
13.59 
22.36 
21.37 
39. 78 
54.47 



90.37 111.41 
48.91 55.45 



69.45 
39.1 
19.8 
35. 24 
64. 54 
23.69 
20.13 
8.43 
9.68 
7.79 
37.64 
20.04 
47.3 
12.41 
11.1 
4.23 
23.81 
24.79 



87. 
60.88 
13.89 
61.82 
125.12 
56.36 
38.52 
14.77 
22.73 
21.04 
61 
37.41 
70. 
34.08 
25.62 
9. 
31. 
46. 



5.06 
5.1 

1.96 

6.73 
60.82 
54.44 

3.19 
45.42 



6. 93 
8.24 
9.21 
5.83 
63.74 
56.68 
7.79 
61.25 



5.01 
3.64 

13.27 

40.08 
5.92 
5.3 
2.84 
3.34 

19.35 
3. 95 
4. 59 
3.44 

40.54 
1.47 

11.85 

I. 91 
4.93 

19.23 
6.69 

35. 38 

30.27 
5.76 

14.71 
3.21 
0.1 
3.58 

56.12 
8.09 
5.07 
1.67 
3.55 

10. 54 

II. 69 
17.07 

23.2 
40.12 

29.6 
42.77 

24.3 

9.13 
27.78 
52.77 

35.4 

17.1 
10.01 

7.13 
5.3 

35.6 
22.75 
34. 73 
20.66 
16.77 

6. 93 
19.67 
21.84 



7.55 

1.73 
21.43 
49.28 

8. 57 
8 

9.75 
5.85 

16.25 
3.4 
3.82 
3.27 
57.2 
4.01 

15.45 
3.11 
9.21 

14.77 
4.97 

30.81 

34.77 
9.79 

20.95 
4 

10.07 
3.76 
44.95 
8.07 
6.47 
3.64 
3.83 
9.43 
14.36 
23.84 
27.22 
57.25 
26.92 
38.63 
25.32 

8.25 
27.66 
52.36 
23.53 
15.91 

2.68 

7.36 
10.85 
34.11 
14.99 
36.57 
20.73 
12.96 

6. 74 
29.44 
22.35 



4.27 

7.88 

5. 85 

3.8 
64.98 
54. 92 

5.08 
30.71 
88.47 

7.79 

7.61 
17.87 
54.01 

3.92 

5.39 

1.75 
4 

13.91 
3. 74 
2.88 
3.1 

47.57 

I. 18 
12. 29 

0 

6.85 
12.78 

4.03 
31.86 
20. 17 

3.74 
13.02 

I. 12 
1 

2.03 
40. 88 
7.74 
3.23 
0.75 
2 

7.32 
7. 58 

II. 42 
18.91 
44.69 
23.18 
30.42 
19. 97 

3.56 

26. 
39. 76 
18.76 

14. 

5.81 

4 

6.63 
30. 34 
14.73 
32.16 
15.48 

II. 07 
8. 36 
19. 

18.04 



6. 27 
8.78 

I. 74 
3.56 

56. 93 

61.37 
4.55 
41.3 

86.26 
4.07 
2.23 
8.15 

55.12 
3. 52 
8.18 
6. 82 
4.03 

15.22 
3.02 
5.15 
4.62 

40.16 
2.34 

19.44 
3.7 
5.43 

16.77 
6.51 

31.74 

21.64 
7.73 
20.7 
2.54 
2.71 
3.61 
71.49 

II. 04 
5.33 
1.36 
5.23 

16.14 
5.26 
16.44 
26.94 
62.88 
26.7 
48.78 
35.28 
5.88 
23.52 
63.76 
21.22 
20.59 
6.08 
8.86 
4.46 
50.39 
15.19 
33.47 
9.96 
10.66 
4.52 
15.12 
25.64 



2.78 

4.25 

2.95 

2.92 
44.28 
42.55 

3.62 
31.18 
40.26 

6.19 
1.7 
9.3 

49.8 

3.06 

4.43 

I. 55 
2.37 

15. 98 

I. 81 
2.11 
3.75 

23.52 
1.51 

II. 68 
0.1 

4.43 
15.46 

6.63 
25.34 

II. 35 
4.58 

16.59 
0 

I. 11 
2.13 

47.58 
9.62 
2.42 
0.2 
1.8 
4.47 
6.18 

II. 72 
20. 35 
49.41 

16 
31.27 
18.19 
3.78 
16. 32 
39.09 
13.56 
16.16 
4.76 
2.4 
2.99 
18.9 
9.3 
25.45 
9.26 
6.23 
0.98 
10.66 
13.65 



3.75 
6.82 
4.57 
3.47 

61.25 
49.6 
5.8 

35. 09 

43.03 
8.9 
3.01 
7.87 

49. 38 
5.66 
8. 93 
1.83 
1.97 

20.33 
2. 67 
5.65 
4.56 

29.44 
2.01 

15. 92 

2. 34 
9.27 
15 
6. 32 

24.05 

18 

3. 66 
24. 72 

3. 38 
0. 96 
4.27 

48.41 
5.53 
4.72 
2 

5.75 
6.61 
12. 85 
16.17 
19.47 
51.19 
25 
34. 28 
17 
6. 29 
31.11 
45. 41 
17. 27 
16.69 
4.24 
3. 32 
4.78 
33.72 
13.54 
21.56 
12.21 
8. 
3.02 
15.31 
21.08 



** 



1383 



EP1 074 617A2 



Table 371 



I. 03 3.03 4.89 
47.91 49.66 86.71 

7.95 9. 5 12.93 

21.61 21.48 36.91 

3.23 5 9.05 

9.82 11.87 18.26 

5.97 8.24 11.49 
7.22 6.26 11.32 
5.37 8.99 11.74 
7.67 10.41 13.9 
7.91 12.25 21.91 

28.69 31.67 44.53 

9.98 9.29 16.72 
10.31 10.67 16.69 

21.1 25.48 30.3 
2.41 4.16 3.19 

16.14 17.44 35.11 

10.51 13.24 19.75 

15.22 16.88 30.37 

6.18 6.2 10.88 
9.62 8.85 16.21 
7.26 10.06 13.56 

3.25 4.65 8.61 

8.19 11.95 16.92 
12.36 17.94 21.39 

4.66 8.68 10.86 
9.73 17.48 27.36 
3.56 3.98 12.25 

4.48 3.98 12.03 
18.09 17.62 32.93 

3.54 7.83 16.24 

4.65 5.81 14.36 

284.44 249.12 425.92 

II. 58 13.47 19.78 
44.74 50.81 86.88 

6.05 7.49 14.69 

12. 1 9.56 20.48 

5.16 6.28 10.24 

5.67 7.39 15 

13.02 21.22 41.46 
73.82 82.05 86.06 
24.68 42.63 52.95 
38.98 36.11 53.52 
16.64 14.75 24.41 
10.33 12.11 26. 18 
17.07 21.26 52.09 
41.39 65.54 74.75 
33.89 50.4 60.19 

8.65 8.21 14.8 

18.27 17.29 28.67 

9.31 10.17 13.58 

6.26 8.23 12.51 

7.49 5.42 13.8 
18.06 37.4 36.02 

6.71 10.59 14.84 

54.63 51.62 109.86 

t&BA1004697]l07.99 90.54 174.23 

HEMBAt 004702] 17.82 20.4 33.62 

4.12 4.26 3.95 

(HBBA1 0047051 6. 53 8. 58 10. 66 

4.44 4.15 10.51 

17.24 19.06 37.36 

162.08 157.26 293.47 

8.81 12.37 23.58 



HEHBA1 004446 
HEM8A1 004451 
HEMBA 1004452 
KEU8A1Q04454 
HEMBA1004460 
HEMBA1004461 
HEWA1004468 
HEUBA1 004479 
HEUBA1 004482 
H DBA 1004491 
HEMBA1 004499 
HEMBA1 004502 
HEMBA1004505 
HEMBA1004506 
HEM8A1004507 
*£M8A1 004509 
HBffiA10O4523 
HEKBA1004528 
HEVBA1 004534 
HEMBA1004536 
KQBA1004538 
HEU8A1 004542 
HEMBA1 004552 
HOIBA 1004554 
HBBA1 004558 
HEHBA1 004560 
HEMBA 1004564 
HEMBA1O04566 
KIBA1004S73 
KaffiAl 004576 
HEKBA1 004577 
HEMBA1 004586 
HEMBA1 004596 
1SBA1004604 
HEHBA1004607 
HEVBA1004610 
HQBA1004617 
HEMBA1004622 
HEHBA1 004626 
HEKBA1 004629 
HEHBA1004631 
HBKA1004632 
KKA1004633 
HEMBA1004636 
HEMBA1004637 
HEKBA1004638 
HEMBA1004645 
HEMBA1004666 
HBBA1004657 
HBBA1004666 
HBBA1 004669 
HQBA1004670 
IOBA1004572 
KEUBA1 004689 
HBBA1 004690 
HBOA1004693 



HEHBA1 004706 
HEMBA1004709 
HEMBA1 004711 
HENBA1004723 



2.99 
31.61 
8.01 
22.76 
6. 23 
13.46 
13.09 
4.91 
7.23 
11.84 
14.4 
24. 39 
11.78 
10.45 
21.45 
4.33 
23. 55 
9. 57 
16. 94 
7. 97 
10. 28 
7.76 
4.79 
9.57 
13.09 
4.85 
16. 06 
2.36 
4. 58 
24. 33 
7. 08 
5.07 
413.25 
11.02 
51.55 
9. 25 
8.02 
4.13 
4.2 
19.54 
51.43 
37. 34 
17. 86 
11.5 
5.02 
19. 97 
36.73 
35.73 
8.65 
14.15 
7. 96 
5.31 
6. 32 
13.85 
3.74 
81.26 
129.1 
24.43 
3.01 
4.87 
3. 36 
23. 46 
260. 03 
15.07 



6.41 
23.94 
5.07 
21.2 
2.51 
12.46 
9.63 
8.01 
3.06 
11.35 
10. 84 
21.51 
9.95 
12.56 
19.73 
6.97 
14.39 
16.03 
14.03 
5.18 
7.48 
7.83 
5 

13.98 
11.7 
5.89 
14. 28 
4.04 
4. 29 
34.17 
11.02 
7.86 
261.05 
11.29 
56.7 
6.9 
10.16 
6.32 
9.2 
21.07 
26.56 
39.22 
40. 68 
12.22 
9.26 
27.34 
58. 32 
46.51 
5.01 
16.19 
6.32 
4.65 
5.91 
14.84 
5.26 
86.47 
114.25 
14.82 
2.64 
5.69 
3.58 
18. 59 
204.86 
18 



I. 96 
40.91 

6.5 
22.64 
4.45 
12.25 
6.4 
9.21 
5.24 
7.74 
11.41 
21.75 
10.23 
11.51 
18.7 
5.13 
18.02 
13.29 
18. 54 
6.58 
8.38 
8.12 
6 

10.14 
13.96 
4. 95 
12.2 
2.92 
4.64 
25. 83 
14.75 
5. 89 
315.49 
12.05 
51.72 
7.29 
8.41 
4. 27 
4.96 
18.99 
15.5 
29.39 
39.12 
12.63 

II. 39 
24.5 

57.87 
37.77 
4.76 
11.73 
5.8 
7.13 
7.14 
13.32 
4.9 
81.99 
71.95 
19.64 
2.5 
4.53 
2.66 
23.59 
251.04 
14.65 



3.37 
29.4 
4.65 

20.66 
3.96 

11.75 
4.93 
5.84 
4.77 
9.41 

12.99 

15.45 

12.78 
11.7 

29.74 
3. 86 

17.09 
6.5 
14.2 
4.33 
4. 46 
4.06 
4.33 
9 

9.64 
2.86 
13.33 
T.05 
2.63 
17 
9.75 
6.37 
139.33 
9. 52 
48.7 
6.72 
9. 52 
7. 06 
4.59 
20.74 
10. 72 
26.96 
15.84 
6.1 
12.44 
24. 76 
35. 72 
45. 77 
2.7 
13.41 
4.8 
5.07 
7.17 
10. 59 
4. 08 
74.06 
45. 98 
15.1 
2.6 
7.25 
4.3 
17. 98 
138.17 
13.5 



0.17 
25.22 
4.16 
13.58 
1.85 
5.13 
3. 14 
3. 77 
2. 99 
6.64 
9.9 
9.07 
4.69 
4. 59 
17. 59 

I. 09 
11.42 
10. 38 

7.84 
4.17 

.3.25 
4.75 
0. 53 
4.19 
9. 22 
5.27 

10.15 
2. 38 
3.89 

11.99 
3.87 
2 

269.7 
8. 82 
32.51 
4.7 
5. 32 
2.49 
5.59 
13.12 
28.9 
22.05 
33. 55 
4.97 
6.06 
14.24 
21.96 
32.71 
2. 34 

II. 89 
3.37 
1.93 
3.42 
5.45 
1.25 

35.66 
67.21 
13. 79 
1.84 
3. 35 
1.58 
10. 66 
104.82 
4.03 



I. 61 
31.73 

4.59 
20.72 
1.76 
11.97 
5.27 
4. 35 
3.49 
7.99 
12.88 
14.65 
8.35 
11.13 
32.44 
3. 24 
16.4 
8. 52 
17.61 
3.26 
4.87 
6. 69 
3.64 
10. 81 
10.83 
5.83 
10. 66 
2.63 
4. 83 
13. 66 
4.69 
4.74 
335.01 

II. 26 
56.83 

9.16 
9. 98 
4.07 
4.31 
14.82 
42.6 
34.67 
35.48 
7.02 
12.85 
22.8 
40. 06 
37.95 
16.46 
17.32 
4.51 
2.73 
6.19 
12. 39 
4.02 
58.9 
100.42 
12.53 
1.67 
5.23 
2.61 
14.19 
96.04 
7. 35 
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HEMBAl 004725 

KEMBA100473O 

HEMBA1004733 

HEMBA1004734 

HEJBA1004736 

KM8A1004748 

HEMBA1004749 

HEMBAl 004751 

HEMBAl 004752 

>£MBA1004753 

HOBA1Q04755 

HEMBA1004756 

HEMBAl 004758 

HEMBAl 004763 

KEMBA1004768 

^»A1004770 

HEMLA1004771 

HEMBA1004775 

KEMBA1O04776 

HEMBA1004778 

HEMBA1004784 

HEMBA1004785 

HEMBA1004789 

KMBA1 004795 

HEMBAl 004797 

HEMBA1004SQ3 

mfflA1004806 

HEMBA1004807 

HEMBA10048I6 

HEIBA100482O 

HQBA1O04833 

HEMBA1004847 

HEMBA1004850 

HEMBA1004863 

*£MBA1004864 

HEMBA1004865 

HEJBA1004880 

HOCA1004882 

t€MBA1004685 

HEMBA1004889 

HEMBA100490Q 

HEMBA1004909 

HEMBA1004918 

HEMBA1004923 

HEMBA1004929 

HEMBAl 004930 

KMBA1004933 

HQ6A1004934 

HEMBA1004937 

HEMBA1004943 

*£IBA10Q4944 

HEMBAl 004946 

HEMBA10049S2 

HEMBA10049S4 

KMBA1 004956 

►€IBA1004960 

HEMBA1Q04971 

HEMBA1004972 

HEM8A1004973 

►CMBA1 004977 

HEMBAI004978 

HEMBA1004960 

HEMBA1Q04982 

HEMBA1004983 



8.16 
9.5 
4. 35 
6.35 
16.7 
7.15 
24.36 
2.98 
114.05 
63.77 
14.23 



28. 52 
5.65 
3.64 
3.52 
9.14 
4.31 
24.16 
7.73 
24.44 
13.67 
4.14 
7.33 
7.1 
8.6 
3.19 
4.03 
15.48 
7.87 
4.21 
3.02 
4.4 
17.31 
17.46 
113.3 
6.83 
141.61 
7. 94 
35. 77 
52. 96 
14.18 
6.03 
9.64 
3.15 
4.7 
48.9 
3.85 
12. 55 
6.33 
19.56 
12.19 
5.52 
95.41 
3. 34 
18.1 
17.31 
122.03 
3.44 
14 
11.81 
6.76 
6.24 
27. 66 



9.51 
30.77 

I. 94 
4.56 
24.9 
9.02 

23.03 
5. 64 
106.99 
72.42 
13.71 
8.06 
33.28 
6.08 
9.18 
3.97 
8. 57 
4. 72 
24.27 
3.98 
36.5 
18.37 
8. 07 
B. 35 
4.75 
9. 94 
2.79 
3.35 
10.97 
10.12 
6.73 
6.46 
5.74 
15. 86 
20. 24 
61.73 

II. 17 
124.12 

7.93 
44. 93 
49.82 
13.16 
4.11 
9.9 
3.03 
7.7 
56.84 
4.55 
13.42 
9.2 
19.31 
9.84 
5.6 
161.15 
5.15 
21 
26.71 
238.04 
2.83 
10.09 
9.75 
8.63 
8 

31.4 



14.17 
15.01 
6.'1T 
8.84 
39.79 
16.19 
33.63 
15. 55 
178.16 
98.61 
21.59 
13.16 
46.67 
11.46 
17.67 
15. 56 
13.33 

7.01 
34.07 
15.13 
43.33 
27.67 

13.1 
20.46 
10.25 
11.36 

6.69 
11.54 
19.39 
20.63 
18.25 
11.24 
10.78 
32.11 
32.03 
148.7 
12.28 
179 
12.26 
60. 57 
61.95 
28.88 

6.13 
14.09 

7.44 
9*9 
65.65 

8.24 
25.29 

8.01 
31.82 
23.67 

7.61 
61.32 

10 

43 
26.24 
172. 22 
7.72 
24.08 
18.48 
15.4 
15.9 
50. 17 



11.97 
11.4 
' 2.44 
3.47 
8. 08 
2.15 
4.23 
3.81 

68.94 

28.89 

11.51 
9. 58 

20.49 
2. 37 
4.3 
4. 59 
7.83 
2.54 
11 
3. 29 

23.54 

13.73 
2. 66 

14. 48 
8.19 
7. 93 
6.88 
5.63 
6.27 

12.23 
5.9 
4.65 
6. 32 

21.23 

15. 36 
148.79 
9.73 

131.9 
7.41 

51.03 

21.61 

16.89 
4.43 
8. 35 
3.03 
4.33 

52.38 
5.31 

16.02 
2.75 

17.17 
11.5 
2.28 
125.56 
3.76 

23.94 
5.08 

44.53 
3. 58 

10.99 
9.66 
3.58 
4.68 

31.75 



14.28 
24.39 
2.1 
5.46 
17.63 
7.19 
9.92 
7.93 
72.11 
47.7 
11.62 
10. 37 
28. 34 
10.09 
5.33 
3.64 
4.73 
3.11 
13.72 
12.02 
19. 27 
15.71 
4.24 
8. 52 
4.85 
6.31 
5.26 
6 

7.54 
11.52 
8.04 
7.78 
4. 58 
15. 33 
13.18 
88.87 
8.92 
123.22 
11.08 
25.98 
27.4 
11.25 
3.46 
13.9 
3.95 
7.94 
60.44 
3.47 
10.93 
3.28 
17.7 
9.34 
4.07 
130.49 
7.59 
15.38 
6.02 
137.98 
1.82 
9.73 
9.26 
6. 32 
8.72 
22.28 



12.46 
8. 96 

I. 31 
3.65 
7.89 
3.48 
4.61 
4.03 

66.46 
46.76 
10. 29 
t2.14 
19. 64 
17. 67 
4.44 
3.31 
6.17 
3.68 
16.67 
3.24 
15.1 
13.71 
5.12 
7.53 
5: 24 
7. 52 
4.11 
7.16 
6.26 
10.1 
9.77 
8.66 
7.77 
16.21 
16.06 
115.94 
10.05 
116.49 
9.32 
30 
15.4 
13.43 
3.67 
10.52 
3.22 
6.01 
49.38 
5.34 
15.03 
2.19 
18.72 

II. 54 
4.82 

124.27 
6.47 

19.28 
5.94 

72.83 
6.46 
9. 85 
8.27 
6.19 
7.61 

27.83 



9.22 
5.69 
3.15 
7.89 
15. 58 
6. 72 
5.83 
5.96 
30.58 
41.95 
10.53 
11.47 
31.58 
15. 26 
3.13 
3.4 
4.13 
4. 57 
11.79 
6.23 
33.56 
15.09 
10.75 
6. 22 
4.01 
6.11 
3.33 
2.01 
5.63 
9.12 
5.85 
8.67 
3. 54 
14.88 
19.67 
64.71 
5.47 
123.09 
5.37 
17.41 
7.06 
12. 38 
3.79 
5.58 
2.76 
5.83 
52.85 
6. 35 
11.34 
4.11 
15. 62 
7.67 
1.95 
79.29 
4.82 
12.99 
4.63 
61.38 
2.6 
6.91 
8. 68 
5.45 
5.71 
26.75 



7.11 
6.95 
0.66 
2.85 
8.45 
4.3 
2.01 
2.05 

32.81 
35 

11.28 
5.24 

21.06 

61.35 
1.14 
1.61 
3.12 
1.14 

13.87 
3.84 
28.4 
7.19 
3.53 
3.52 
3.13 
2.35 
0.92 
2.6 
8.15 
3.16 
1.98 
2.5 
4.67 
9.41 
7. 45 

39.42 
2.68 
66.3 
3.13 

45.83 

13.28 
9.23 
1.63 
4.15 
0.8 
3.66 

24.63 
6.72 
9.36 
2.61 

10.66 
6.35 
1.52 
36.2 
2.29 

14.78 
4.75 

80.13 
2.06 
5.11 
4.77 
3.4 
2.32 

25.03 



10.71 
7.79 
3.23 
5.88 
13.06 
8.2 
3.6 
2. 94 
51.61 
54. 38 
11.46 
11.51 
23. 76 
5. 43 
2.86 
4. 49 
6.19 
2. 99 
5.14 
2.81 
19.49 
15.39 
4.53 
6.52 
5.6 
5. 54 
0.9 
2.3 
5.23 
8.37 
3.49 
5.11 
2.65 
17.84 
13.87 
63.09 
3.9 
152.75 
5. 59 
36.11 
12.57 
13.02 
1.47 
7. 26 
3.27 
7. 33 
54.95 
5.35 
13.16 
3.13 
19.2 
7. 52 
2.27 
131.05 
4.38 
18.5 
6.7 
88.64 
3.24 
5.98 
8.65 
4.05 
4.42 
37.28 
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Table 373 



HEMBA1004995 
HEM8A1005004 
HEMBA100500B 
KEMBA 1005009 
HETCA1005019 
HEMBA1005021 
KEMBA1 005029 
*£MBA1 005035 
HEM8A1005036 
HEMBA 1005039 
HEMBA1 005047 
HEH8A1 005050 
HEKA1 005062 
HEMBA 1005066 
HEMBA1005067 
HEMBA 1005070 
HEMBA 1005075 
HEMBA 1005076 
HEMBA1005079 
tEM8A1005083 
HEMBA100S084 
HEMBA1 00S08B 
HEMBA 1005089 
Haffi A 1005090 
WEiBk) 005096 
HEMBA1005101 
HOBA1005107 
HEMBA1005113 
F€MBA1005123 
h8tBA)005133 
ra©A1005135 
HEWA1005145 
HEMBA1005149 
HEMBA1005152 
HEMBA1005159 
HEMBA1005172 
HEMBA 10051 85 
fe©Al005186 
HEKBA10O5195 
HEMBA 1Q05201 
HEMBA1005202 
HEMBA1005204 
HaBA1005206 
HEMBA1005219 
HEMBA 1005223 
HBBA1 005229 



HBKA1005232 
HEMBA 1005238 
HEMBA100524! 
HEMBA 1 005244 
HEMBA1005246 
HEMBA1005251 
HEMBA1005252 
HEMBA1 005267 



13.04 
4.77 
57.09 
1057. 6 
4.41 
20.78 
70.74 
18.47 
6.4S 
30.97 
8.28 
3.68 
4.16 
10.67 
4.44 
52.72 
3.69 
9.47 
31.02 
6.67 
14.72 
4.46 
4.71 
25.03 
5.89 
39.08 
40 
113.11 
10. 25 
17.82 
5.59 
4.53 
378.91 
6.82 
7.43 
7.45 
22.87 
8.26 
21.01 
30.23 
5. 59 
16.46 
23.26 
46.02 
6.35 
6.79 

HEMBA 1005230 211.84 
5.02 
4.01 
4.78 
7.96 
144.3 
11.91 
12.15 
41.28 
HEMBA10052741146.06 



HOBA1005275 
HEMBA1O05288 
HSHA1005293 
HBIBA1O05296 
HEMBA 1 005301 
HEMBA 1005304 
HEMBA 1005305 
HEHA100S311 



50.96 
36.19 
11.95 
17.02 
7.84 
3.18 
4.23 
11.53 



8.58 
5.36 
40.78 
723.08 

3.37 
39. 68 
90.66 
18.85 

8.45 
34.92 
10.14 

2.17 
12.91 
14.99 

5.11 
54.64 

4.62 
16.56 
35.09 

5.26 
21.03 

4.67 

9.88 
17.55 

3.91 
41.35 
41.43 
107. 38 
18.19 
23. 43 

B. 93 

2.71 
317.95 
9.2 
8 

10. 34 
26.13 
12.01 
45.46 
25.81 
7.98 
12.78 
6.89 
33.86 
5.89 
9.67 
132.19 
3.23 
4.87 
4.02 
6.13 
160.26 
8. 98 
18.12 
35.46 
122.53 
52.4 
33.62 
9. 22 
8.96 
4.4 
4.74 
5.99 
9.17 



10.13 

6.34 
98:86 

1508 
12.38 
34.72 
114.47 
35.14 
12.94 
39.63 
13.81 
10.81 
14.13 

36.8 
10.87 
132.49 

7.08 
13.63 
45.38 
12.68 
25.93 
12.93 
14.88 
31.81 

4.65 
50.86 
50.54 
156.04 
27.19 
41.02 

15.2 

8.45 
317.16 
10. 54 
10.73 
13.12 
43.59 
22.97 
54. 34 
53.48 

9. 58 
28.18 
27.27 
64.57 
13.54 
19.26 
314.59 
6 

12.04 
12.24 

14 
3S3.2S 
32.78 

37 

59. 97 
200.33 

71.8 
70.75 
34.15 
24.16 
12.18 

9.81 
12.03 
14.37 



7.12 
4.11 
67. 53 
886.08 
2.48 
6. 67 
109.76 
26.8 
4.31 
34. 24 
4.91 
2.45 
4.05 
11.75 
2.4 
164.51 
4.3 
7.13 
24.46 
2.37 
7.18 

I. 85 
4.89 

18.25 
4.65 
29.48 
29.82 
92.91 
10. 94 
14. 36 
4.63 
5. 36 
22.18 
4.39 
4. 97 
4.47 
20.68 
7.71 
19.83 
38.66 
3.99 

II. 48 
4.57 

13.22 
0.44 
5.01 

37.27 
4.94 

12. OS 
4.12 
5.66 
249 
5.64 

17.48 

65.43 
113.76 

62.52 
88.7 

19.57 

11.91 
6.44 
5.51 
5.04 

12.69 



8.06 
3.26 

69.03 
1346.5 
5.06 

27.86 
103. 35 

19. 92 
7.1 

27.66 
5.09 
2.33 
8.34 

15.95 
4.78 



6.92 
3. 94 

54.32 
1172.9 
3.17 
14.2 

90.04 
22.3 
4.1 

28. 36 
5. 36 
1.31 

22. 08 

10. 56 
3.11 



146.19 162.23 



4.86 
9.41 
22.17 
3.44 
18.88 
3.81 
6.06 
14.13 
2. 95 
23.15 
24. 91 
86.12 
11.91 
24.16 
7. 32 
4. 35 



3.7 
6.63 

19. 63 
3.16 

15.76 
2.49 
3.51 

11.76 
3.34 

20.02 

24.18 

76.09 
8. 06 

22. 06 
4.29 
4.23 



181 208.94 



6.2 
6.07 
4.62 
26.1 
9.71 

21.77 

31.34 
3.6 

14.05 
14.1 

55.15 
2.75 
5.11 

92.19 
3.86 
4.27 
3.03 
6.64 



1.79 
2.08 
4.49 

16.31 
6.32 

13.25 

27.12 
4.2 
9. 97 
5.14 

17.76 
4. 32 
5.18 

87.58 
4. 65 
6.06 
3.52 
4.51 



171.68 181.26 
10.3 10.41 



15.35 
48.12 



13.11 
53.65 



78.58 123. 13 
44.67 45.43 



68.37 
13.03 
18.13 
7.08 
5.89 
5.33 
6.17 



56.26 
24.04 
12.63 

7.49 

5, 

5.38 
11 



2.73 3.68 
3.94 3.84 
23. 5 39.71 
1256.5 763.02 



5.8 
11.45 
59.53 
9.64 
3.99 
12.93 
2.77 
2.32 
6.52 
12.8 
2.95 
48.46 
4.12 
4.44 
32.37 
3.82 
10. 99 
3.1 
4.1 
5.18 
2.39 
33.26 
41.74 
106:26 
14 
27.83 
4.52 
3.05 



3.17 
16.23 
40.06 
15.48 
2.47 
8.11 
2.57 
1.28 
3.12 
8.39 
0.22 
33.29 
2.52 
6.27 
21.21 
1.83 
5.75 
1.87 
0.92 
6.32 
2.2 
32.78 
30.86 
47.64 
8.52 
16.74 
1.48 
2.29 



102.53 216.46 



3.59 
4.16 
4.3 
27.6 
6.15 
11.91 
18.26 
6.81 
14. 37 
8.86 
33.33 
3.73 
4.75 
104. 99 
3.42 
2.73 
2.77 
3.63 
165. 76 
18.87 
14.26 
34. 92 
106.12 
64. 52 
25.84 
13. 57 
5. 55 
6.66 
6. 35 
6.54 
10.14 



2.97 
3.29 
1.57 
18.57 
2.19 
3.42 
15.51 
2.2 
10.45 
8.11 
34.4 
1.82 
0.62 
40.98 
2.21 
1.86 
1.9 
3.58 
91.77 
11.34 
8.12 
15.48 
96.92 
35.24 
20.1 
18.82 
16.37 
3.04 
2.58 
0.53 
6.62 



5.31 
5.52 

21.46 
961.92 
5.15 
4.97 

53. 52 

14. 58 
4.91 

16. 92 
2.31 
0. 56 
5.74 

12.44 
2.1 
55.3 
4.18 
3.76 

24. 67 
4.73 
6. 49 
2. 53 

I. 92 
11.92 

2.94 
29.58 
33.12 
78. 36 
9.01 
25.23 
2.68 
4.35 
124. 98 
2.92 
1.57 
2.99 
18.78 
5.11 
10.22 
22.99 
7. 96 
14.76 
3. 99 
11.24 
1.78 
2.59 
12 
2.54 
3.31 
3.08 
2.47 
157.68 
4.1 

II. 62 
29.09 

123.47 
52.21 
22.79 

7 

7 

4.73 
2.92 
2. 54 
9.41 
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Table 374 



JOBA1005313 
KBBA1005314 
tEMBAIOOHtS 
HBBA10O5317 
KEKA1005316 
HQffiAl 005324 
HEMBA1005331 
HEMBA1005337 
HEWA1005338 
HEHBA1005344 
HBBA1005353 
HEMBA1005359 
HEMBA100S362 
HEMBA1005364 
ffiMHA10Q5367 
KM8A1005372 
HEMBA1005374 
HEMBA1005379 
HEMBA1005382 
HEMBA1005384 
HEM3A1005386 
HEMBA 1005389 
HEMBA1005394 
HEMBA1005403 
HEMA1005408 
HEMBA1005410 
HEMBA1005411 
HEICA1005423 
>£I©A1QGS426 
HEMBA1005427 
JSBA1005430 
HBBA1005438 
HEHBA1005443 
HEMBA1005447 
HE1BA 1005449 
HEMBA1 005452 
KEHBA1 005454 
f£MBA1005468 
HEMBA1005469 
HQffiAl 005472 
HEMBA1 005474 
HEMBA1 005475 
HE1BA1005489 
KEHBA1005497 
h£MBA1005500 
HEMBA 1005506 
HQffiAl 005508 
HBBA1 005511 
HBBA1005S13 
HQBA1005517 
HEMBA1005518 
HBBA1005520 
HEMBA 1 005522 
HEHBA1005526 
HEMBA1005528 
HEMBA100553O 
KEMBA1005538 
HBBA1005S39 
HEM6A1005545 
HBBA1005548 
HOBA1005552 
HEMBA1005558 1303 
HEHBA1005S68 
1OTA100557Q 



S3. 27 
24.58 
12. 58 
4.9 
2.91 
11.54 
43.61 
20.3 
37. 76 
58.27 
291.67 
3.54 
14.29 
3.08 
9. 52 
309. 34 
36.56 
33.5 
15.49 
6. 36 
7.43 
18.61 
12.89 
4. 34 
5.14 
147.8 
3.94 
7.19 
95. 36 
3.18 
36. 92 
85. 73 
15.2 
7.4 
188. 67 
87.1 
4.07 
3.12 
4.06 
48.84 
3.81 
18.35 
11.24 
3.55 
9.06 
66.72 
10.52 
106.43 
13.22 
8.83 
6.15 
4.72 
7.43 
12.95 
20.86 
155.03 
4.22 
7.37 
6.67 
9.67 
51.47 
4 

18.05 
9.18 



32. 37 
33.06 
12. 96 
4. 68 
3.45 
12.46 
41.81 
20.66 
51.08 
53.4 
197. 22 
4.47 
12.72 
8. 57 
14. 36 
404. 59 
51.63 
27 
19.66 
8.47 
7.3 
20.29 
8. 67 
4. 47 
5. 28 
198. 98 
4. 86 
6.73 
92. 66 
3.68 
50. 77 
96. 52 
22.18 
8.91 
185. 78 
82.51 
5. 62 
5.06 
5. 82 
68. 93 
5.4 
13.18 
6.84 
3.84 
12.27 
77.27 
16. 74 
145. 35 
13.61 
13.8 
6.12 
5.27 
6.22 
11.98 
31.78 
123.7 
2.81 
8.42 
6.11 
16.77 
60.33 
1695.5 
24.94 
10.68 



38.89 
42.65 
19/94 

7.03 

4.86 
27.19 

60.5 
34.16 
62.63 
127.13 
329.41 

8.65 
20.99 
11.19 

9.74 
430.49 

69.8 
43.36 

32.8 
15.31 
12.47 
16.71 
16.27 
10. 77 

8.12 
244.61 
10.62 
19.41 
185.58 

9.55 
66.51 
156.38 
31.05 
13.83 
227.88 
97. 54 
12.12 
12.85 
14. 74 
96. 37 

6.23 
29.74 
19.41 

13.2 
15.75 
99.37 
23. 57 
110.4 
12.43 
21.17 
10.29 
15.66 

15.1 
23.79 
47.82 
313.64 

4.67 
11.33 

9.83 
17.36 
76.86 
2079.7 

43.8 
10.56 



32.29 
21.87 
17. 36 
6.55 
4.07 
15. 78 
40. 68 
18.47 
38. 86 
158.86 
381.89 
4.81 
11.94 
9.32 
11.62 
84.13 
, 44. 44 
1 22.13 
16.35 
11.14 
6.27 
13.6 
12.3 
7.65 
4.84 
96.9 
4.18 
6.38 
213.51 
2.9 
41.28 
59.22 
12.38 
6.04 
315.2 
153.23 
2.12 
2.9 
4. 56 
43.92 
3.61 
13.69 
11.32 
3.87 
5.67 
69. 96 
15. 52 
50. 22 
5.61 
12.19 
3.31 
1.8 
2.69 
6.97 
17. 24 
376. 32 
3.91 
9. 56 
3.2 
7.24 
44.85 
1863.4 
19.93 
5.69 



19.06 
11.43 
10.31 
5.75 
3.07 
17.61 
48.26 
13.27 
14.3 
86.48 
358. 33 
7. 38 
11.74 
9.41 
16.31 
123.69 
39.19 
30.25 
15.89 
12.76 
5.44 
21.69 
14.5 
8. 37 
5. 38 
175.54 
2.45 
7.84 
144.79 
4.08 
49.27 
45.51 
21.42 
6.83 
205.18 
76.5 
9.94 
5.78 
9.66 
45.45 
6.81 
11.52 
8.2 
5.02 
8.54 
83.46 
16.57 
49.21 
8.6 
9.09 
2.65 
9.96 
4.51 
14.67 
26. 35 
270.85 
2. 23 
8.07 
2. 97 
13.44 
67.33 
2100.7 
30.36 
4.61 



24.67 
15.5 
13.36 
6.41 
4.69 
18.74 
41 
15.91 
16.63 
122.88 
324. 87 
8.25 
13.92 
5. 54 
12.41 
78.11 
38. 53 
17.05 
24.51 
12.49 
7.51 
22.09 
11.32 
7.4 
6.7 
169.68 
4.02 
8. 58 
175.18 
4.42 
33.43 
57. 38 
15.9 
6.51 
189.94 
106. 72 
2.42 
4.72 
7.3 
42.16 
3.03 
8.61 
10.15 
4.47 
10.09 
86.85 
19.17 
46. 23 
9.42 
9.65 
3.34 
5.07 
4. 56 
6.23 
20.12 
265.42 
1.75 
5.43 
2.68 
14.5 
45.49 
1420 
19.35 
5.33 



17.8 
9.92 
9.94 
3.83 
2.08 
11.73 
45. 76 
13.2 
9.18 
43.73 
364. 08 
4.29 
13.73 
6.78 
12.24 
25. 56 
36.51 
21.18 
20.76 
8.42 
3.39 
19.9 
10.11 
6.03 
5.4 
68.34 
1.07 
6.14 
76.93 
2. 98 
51.65 
12.76 
15.18 
4.71 
184.99 
73.14 
3.66 
3.6 
4. 34 
48.44 
3.23 
14 
7.69 
2.68 
5.5 
46.45 
24.35 
5.6 
6.36 
12.06 
2. 82 
11.44 
4.2 
7.41 
19.44 
127.01 
0.82 
6.22 
4.51 
10.18 
61.05 
1688.2 
24.29 
3.91 



16.01 
9.33 
6.48 
2.01 
0. 38 
1.86 
21.6 
7. 95 
11.59 
24. 53 
232.83 
2.88 
6.82 
3. 23 
9. 27 
68.19 
36.03 
29.05 
15.49 
6.41 
1.08 
13.97 
3.58 
4.21 
4.72 
63. 45 
3. 25 
3.21 
45. 72 
1.86 
28.88 
14.31 
10. 34 
3.18 
92.08 
41.42 
2. 56 
1.69 
3.61 
44. 29 
2. 83 
8. 86 
4. 76 
1.54 
7.58 
36. 29 
7.4 
10.19 
6.5 
10.72 
2.51 
4.1 
1.89 
3.51 
10.67 
98.49 
1.49 
7.08 
2.07 
7.2 
38.5 
1099. 2 
10.08 
1.39 



18.82 
6.85 

5, 
4. 66 
2.27 
14.23 
43.46 
13.16 
18. 35 
36.87 
294.3 
3.92 
10.98 
3.82 
3.86 
97.12 
34. 64 
27. 22 
21.41 
12.29 
4.63 
9.2 
3. 69 
5.27 
1.33 
81.73 
2.19 
5.63 
96.01 
3.96 
24.29 
32.68 
15.89 
4.95 
155.69 
77.58 
2.8 
1.54 
3.19 
63.31 
4. 47 
16.92 
6.72 
6.08 
6.57 
43.04 
7. 32 
8. 56 
6.97 
8. 14 
2.46 
6.1 
5.13 
8.41 
18. 86 
126.67 
1.34 
3.71 
2.36 
5.13 
41.19 
644.47 
5.54 
3.62| 
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Table 375 



HEMBA1005576 

HEMBA1005577 

HEMBA1005581 

HEMBA 1005582 

HEMBA 1005583 

HEMBA1 005588 

HEMBA 1005593 

10BA1OO5S95 

HEMBA 1005597 

HE1BA 1005606 

HEMBA 1005609 

HEMBA100S616 

HEMBA 1005621 

HEM8A1005627 

HE1BA1005628 

HEMBA 1005631 

HEMBA1005632 

HEHBA1005634 

HEHBA1005662 

HEMBA1005666 

HEMBA 1005670 

HEMBA1005671 

HEMBA1005679 

f£MBA1005680 

h£MBA100S6e$ 

HEMBA1005698 

HEMBA1005699 

HEMBA1005703 

HEMBA1005705 

HEMBA1005712 

HEMBA1005717 

HEWA10057 1 8 

HBBA10Q5721 

}€MBA10Q5722 

KENBA1005724 

HEMBA1005732 

raCA1005737 

HEMBA1005742 

HEMBA1005746 

HEMBA1005747 

>£MBA1005749 

HEMBA1005755 

rafiA100576O 

«ffiA1005765 

HEMBA1005766 

HEHBA10057SO 

HQBA100579S 

HBBA1 005809 

HEMBA1005813 

HEMBA1005815 

HEJBA1005822 

HEMBA1005829 

KMBA1005833 

HEMBA1005834 

HWA1005844 

HEBBA1O05852 

HEMBA1005853 

HEMBA100S878 

HBBA1 005883 

HQBA1005884 

>€MBA1005891 

ra»A1005394 

HEHBA1005898 

HEMBA1005902 



3.76 5.34 5.63 
3.45 4.03 5.12 
17.34 15.11 2J.24 
240.9 356.29 365.46 
56.28 75.41 54.74 
61.31 
13.58 
4.89 
6.07 
19.2 
18.03 
3.65 
5. 27 
45.68 
6. 62 
2.99 
7. 76 
27.71 
5. 63 
8. 92 
25. 57 
3. 78 
23.92 
5.25 
10.31 
4.09 



48.19 
8.46 
5.4 
4.61 

10.57 

15.17 
3.29 
2.8 

26.17 
4.16 
2.97 
8.75 

13. 26 
5. 49 
4.1 

19.65 

a. 25 

30.48 
5.31 
10. 54. 
3.05 
81.55 
8.7 
10.69 
14.41 
9.58 
14.72 
7.61 
8.96 
3.21 
26.35 
10.7 
24.19 
16.18 
4. 59 
4. 06 
6.51 
8. 14 
16.17 
4. 59 
66. 74 
12.49 
27.58 
11.01 
13.88 
2. 32 
11.63 
7. 51 
2. 53 
5. 49 
9.05 
12.09 
16.48 
10.6 
18.4 
14.35 
20.76 
6.21 
52. 63 



71.13 
26.24 
14.77 
5. 65 
23.77 
17.77 
6.89 
13.13 
60.66 
18.11 
6.58 

1M 
36. IB 

8.S9 

17.42 

58.84 

12.05 

60.53 

11.55 

19.75 

5. 98 

73.56 13K24 

6.7 19.33 

28. 52 

21.89 

28.28 

32.28 

16.43 

15.56 

9.19 

37.65 

19.74 

31.29 

28.18 

9.33 

5.89 

10.77 

21.23 

30. 68 

11 

50.49 

22.26 

37.75 

21.07 

26 

5.72 
26.15 
19. 55 
9.15 
12.47 
17.23 
20.62 
29.76 
21.85 
38.78 
29.7 
45.44 
9.72 
95.93 



16.62 
9.07 
15.11 
17.46 
8.19 
8.38 
3.63 
14.39 
10.58 
21.22 
18.76 
6. 97 
4.65 
5.76 
6.09 
18.36 
6.7 
88.34 
13.53 
28. 57 
13.12 
21.46 
4.46 
17.29 
11.08 
4.28 
8. 18 
12.52 
27.26 
26.29 
8.45 
17.45 
23.5 
25 
7.33 
54.98 



3.54 
2.3 
3.89 
317.4 
36.66 
27.32 
14.33 
3.77 
4.04 
3.86 
3.19 
1.88 
1.63 
11.35 
5.71 
2.7 
5.6 
8.65 

I. 07 
4.51 

10. 77 
4.13 
11.99 
7.98 
6.25 
5.75 
173.55 
15.32 
12.65 
4.52 
15.34 
23.31 
10.15 
10.86 
3.08 
46.13 
12. 96 
17.65 
19.8 
5.84 
4. 59 
4. 34 

II. 82 
12.16 

6.4 
70. 57 
21.04 
10.82 
10.05 
18.7 
1.33 
14.23 
8. 36 
2. 39 
6.96 
5.22 
6.51 
6.78 
5.18 
13.72 
12.96 
20.3 
7.72 



6.15 
2.95 
10.6 
608.67 
53.45 
36.77 
10. 97 
3. 53 
20.76 
10. 94 
7.05 
4. 28 
2.71 



32.13 
6. 
2. 
4 

7. 



97 
52 
94 
52 
4.9 
5. 05 
25. 74 
4.03 
24. 03 
6. 67 
14.08 
3.35 
121.01 
12.15 
15.48 
12.06 
17. 37 
13 
9 

5.15 
3.41 
33.11 
11.14 
22.38 
21.24 
4.66 
4.51 
2. 96 
15.12 
17.74 
6.48 
83. 73 
27. 08 
11.75 
5.62 
15.38 
1.78 
14.49 
9.46 
5.2 
9.74 
7.99 
8.22 
14.33 
5.88 
28.17 
17.06 
23.59 
7. 66 



140.97 103.88 



2.3 
1.9 
7.1 
346. 15 
30.25 
18.93 
7.86 
5.64 
7.93 
4.17 
3.09 
2.06 
2.81 
15.73 
5. 93 
4. 68 
4.75 
11.69 
3.69 
7.36 
28. 55 
2. 36 
21.81 
8.25 
11.58 
4.26 
131.74 
10.29 
9.89 
8.24 
16.39 
19. 82 
9.16 
8.22 
4.96 
35.41 
14. 53 
19.25 
20. 22 
4.23 
2. 42 
3.2 
18.05 
19 

7.14 
79 
17 

10.76 
7.48 

15.54 
1.99 

18. 69 
9.74 
3.43 
5.87 
5. 59 
6.09 

12.64 
5.16 

26.47 

15.29 

18.03 
5.64 
141.36 



3.82 
2.63 
4.64 
243.13 
44.93 
99.81 
11.3 
3.73 
6.41 
5.54 
3.33 
3.75 
4.45 
25.61 
6.45 

I. 93 
6.21 
10.2 
4.47 
8.37 

25.33 
2.63 
34. 62 
4.31 
12.25 
2.89 
58.39 
1T.29 
13.24 
12.54 
10.48 
12.33 
5.24 
6.16 
4.32 
27.65 
14.77 
19.89 
17.64 
3.4 
4.14 
3.26 
5.99 
18.91 
3.63 
51.01 
17.89 
7.41 
3.75 
15.88 
1.83 
18.12 
7.13 
3.05 
6.18 
7.73 
4.4 

II. 87 
3.04 

16.14 
15.47 
21.15 
3.86 
40.77 



3.83 
1.06 
4.62 
155.96 
12.37 
56.7 
3.59 
2.81 
5.62 
1.39 
3.84 
2.04 

1.3 
10.31 

1.4 

I. 12 
2.5 

6.61 
3.62 
3.56 

19.21 
0. 58 

12.99 
2.95 
7.49 
1.71 

29.63 
5. 53 
7.66 
7.16 
4. 92 
8.89 
3.31 
2.61 
2. 79 

13.58 
5.18 

II. 57 
16.51 

2.42 
4.65 
2.6 
3.99 

12.07 
2.36 

23.87 
8.53 

20.02 
4.75 

14.09 
4.15 
8.68 
4. 47 
1.57 
2.19 
5.09 
8.87 

13.79 
2.55 
9.17 

12.21 
9.72 
1.59 

40.69 



3.35 

I. 56 
3.74 

316.09 

20.67 

45.14 
6.67 
4. 24 

16.69 
3.32 
3.16 
3.26 
2.19 
7.56 
3.09 
1.83 
5.1 
5. 28 
2.83 
4.18 

13.78 
1.59 

24. 28 
4.88 
2.77 
1.85 

52. 24 
9.29 
8.73 
9.37 
9.53 

13.45 
7. 52 
4.2 
3.41 

24.67 

II. 46 
20.16 
21.84 

2.9 
3.14 
1.41 
9.09 

18.52 
6.46 

50.17 

16.93 

13.83 
2.72 

23.04 
2.65 

16.12 
9.24 
2.22 
5.4 
7.72 
5.67 

15.64 
2. 52 

16.98 
17.4 

19. 92 
3. 36 

57.15 
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Table 376 



HEMBA1005907 

H0fflA1OO59O9 

HEMBA1005911 

HEMBA10O5912 

HEMBA1005913 

HEMBA1005921 

HEMBA1005922 

HEMBA1005929 

HEMBA100593I 

HEMBA1005934 

HBCA1005945 

HEMBA1005962 

HEMBA 1005963 

HEMBA 1005990 

HEMBA1 005991 

HEMBA 1 005999 

HEMBA1Q06002 

HEMBA 1 006005 

HEM8A1 00601 1 

HEMBA10Q6013 

HEMBA1006016 

HEIBA1006019 

HEMBA1006O21 

HEMBA1 006022 

HEMBA1 006031 

HEMBA1O06035 

HEMBA1O06036 

HE1BA1005042 

HEMBA100B044 

HBIBA1006045 

HEMBA1006048 

HEMBA1O06053 

HEMBA 1 006055 

HEMBA1 006058 

HBSA1006063 

HQBA1 006067 

HEMBA1 006081 

HEM8A1006089 

HEMBA1006090 

HB6A1 006091 

HEMBA 1006093 

HEMBA1006099 

HEVBA1O061OO 

HBBA10061D8 

HEMBA1006114 

HEMBA1006121 

«MBA1006124 

HEMBA100612S 

HEMBA1Q06130 

HEMBA1006136 

HEMBA1006I42 

HEMBA1006I50 

KEJ6A1006151 

H0fiA1OC6155 

HEIBA10O6158 

KEMBA1006164 

HEMBA1006171 

1OBA1006173 

FC1BA10O6176 

HEMBA1006182 

KEMBA100S197 

HEMBA1006198 

HEM8A1006213 

HEBA10O6217 



11.51 
12.54 
4.25 
35.05 
8.07 
8.39 
10.23 
14.03 
6.92 
9.15 
13.18 
8. 03 
7.03 

I. 77 
64. 98 
10.77 

4.73 
11.33 
7.74 
15.75 
12.67 
39.35 
100.18 
4.41 
54.5 
26.81 
30.41 
14.78 
6.37 
S.05 
5.66 
9.91 
18.11 
12.02 
115. 82 
14.46 
3.95 
4. 09 
16.61 
6.4 
24. 23 
23.7 
15.19 
9.23 
6.24 
4.96 
23.37 
5.3 
61.41 
16.78 
6.25 
20. 94 
3.81 
51.87 
7.8 
7.41 

II. 38 
5.77 

10.21 
6. 52 
4.36 
6.83 
46.5 
77.53 



24. 95 
10.65 
2.94 
30.41 
12.66 
17.95 
12.69 
14. 99 
7.45 
11.61 
17.17 
8.91 
8.04 

6.11 
101.38 

6.18 
10.03 
12.26 

6.02 
24.43 
16.72 
43.51 
64.95 

4.65 
55.09 
26.57 
35. 56 
15.89 

6.38 

5.98 

8.21 
12.14 
16.89 
10.46 
107.87 
16.19 
8.3 

6.69 
33.98 

6.94 
35.95 
22.12 
17.46 

5.57 
4.2 

7.47 
10.77 

5.09 
100. 18 
21.47 

5.14 
16.77 

3.62 
36. 97 

6.18 

4.45 
13.76 



17 
39 
53 
59 
8.29 
59.16 
104.19 



21.68 
15.16 
8. 69 
48.44 
17.16 
29.27 
22.71 
35 
8.96 
14.52 
24.76 
21.61 
15.69 
10.33 
91.59 
14.85 

9.92, 
21.89 

9. 
27.02 
32.68 
94.43 
186.84 

8. 97 
63.41 
28.41 
51.17 

30.2 
15. 67 
16. 26 
17.12 
22.17 
29. 58 

14.6 
141.14 
18. 97 

15.7 

17.6 
39.21 

10, 
33. 59 
46.77 

28.4 
12.26 

16.8 
17. 94 
43.63 

9.35 
218.91 
42. 54 

9.74 
47.47 
12.07 
81.85 
16.28 
10.51 
11.95 

5.5S 
20.68 
12.82 

8.45 
18.43 
87.76 
150.86 



5.16 
9. 37 
4. 53 

55. 56 
3.35 
13.5 
8.62 

19.43 
7. 96 
6.47 

14.61 
8. 95 
2.68 
2.7 

21.08 
9.74 
4.44 

15. 72 
4.17 

14.33 
4.67 

41.01 
161.47 
5.98 

23.75 

13.64 

28.85 

21.62 
2.89 
5.37 
5.57 

11.19 

15.19 
9.27 
161.05 
8.28 
2.09 
2.93 

14.19 
5.04 
5.11 

18.77 

13.14 
4.66 
2.53 
3. 37 

10.18 
4.55 
239.88 

20.91 
3.49 

16.05 
4.06 
14.8 
4 

11.19 
10 
5.75 

12.36 
8.56 
4.07 
9.27 

45.37 

44.45 



12.96 
9.7 
4.07 
35.89 
11.55 
18.47 
19.47 
15.07 
7.11 
9.42 
10.38 
9.17 
5. 58 
4. 79 
89.91 
9.96 
5.47 
14.29 
3. 85 
11.65 
8.33 
47. 95 
154.88 
4.93 
30. 34 
17. 75 
21.84 
13.62 
5.13 
6.51 
7.7 
10.11 
13.98 
7.95 
129.88 
13.91 
6.94 
4.65 
23.81 
5. 34 
7. 76 
21.87 
14.55 
7.02 
7.16 
6.22 
13.13 
4.9 
178.96 
18.65 
5.53 
12.94 
2.71 
33.19 
7.84 
6.62 
9.74 
11.01 
13.62 
9.55 
4.78 
9. 93 
$2.9 
56.82 



7.51 

8. 92 

3.47 
54.16 

8.12 
18.42 
16.43 
16.06 

4.36 

7.17 
10. 87 

9.16 

6.69 
2.9 
49.01 
11.62 

3.19 
10. 03 

3.65 
10.41 

5.18 

33.8 
173.68 

5. 29 
33.23 

10.2 
21.47 
17.35 
3.3 

3. 98 

7.23 
10. 25 
12.78 

6.43 
130.01 

5.01 

3.38 

1. 
18.25 

5.02 
13.97 
13.39 

10.6 

4.99 

4.48 

2.86 
12.16 

6.58 
190.17 
14.71 

4.08 
20.13 

3.79 
24. 55 

5.44 
6.2 
12.84 

7.35 
14. 28 
11.37 

4.63 
14.63 
41.61 
81.53 



14.52 
5.33 
3.19 
35.55 
4. 56 
20.02 
10.1 
12.42 
5.8 
6.06 
14.78 
8.64 
5.62 
2.4 
45.05 
9.75 
2.29 
11.77 
4.89 
12.44 
11.34 
48.65 
76.07 
5.93 
14. 55 
23.49 
22.61 
12:05 
5.6 
4.26 
7.81 
6.6 
12.35 
9.22 
94.43 
10.46 
3.92 
3.54 
18.94 
4.02 
5.79 
21.06 
18.9 
4.59 
5.37 
5.11 
9.91 
2.71 
100.6 
18.67 
2.75 
22.73 
4.85 
29.86 
10. 27 
5.41 
7.5 
5.28 
6.26 
5.71 
3.18 
6. 95 
64.69 
56.2 



20.83 
5.2 
0.81 

16.99 
4.08 

11.79 
8.02 

10.95 
5. 53 
6.07 
9.7 
3. 56 
2.88 
1.78 

21.27 
7.35 
3.3 
7.68 
1.78 
6.76 
2.62 

20.74 

51.55 
2.38 

24.74 

16.85 

12.69 
7.06 
2.77 
3.34 
2.07 
4.29 

11.58 
7.8 

64.84 
4.28 
1.35 
1.57 
5. 99 
3.3 
10.1 

17.59 

11.15 
2.55 
0.85 
1.02 
5.78 
1.37 

68.45 

11.93 
2.92 

16.22 
1.6 

21.38 
1.55 
2.39 
4.2 
2.14 
8.81 
3.32 
1.47 
4.93 

38.82 

53.63 



32.4 
5.61 
2.14 

36. 27 
5. 57 

13.13 
9. 98 

15. 92 
5. 56 
3.78 

14. 04 
9.28 
7 

3.08 
28.13 
11.3 
1.96 
11.25 
2.14 
8.78 
5.66 
35.48 
67. 34 
6.8 
14.18 
24.27 
16. 92 
10.83 
4.16 
4.33 
6.93 
8.53 
12.66 
6.16 
83. 98 
4. 98 
3.37 
3.85 
5.67 
3.85 
7.62 
21.54 
17.08 
4. 37 
3.06 
2.9 
5. 26 
4.21 
89.08 
13.92 
2. 44 
18. 83 
3.25 
8.77 
3.09 
2.71 
3.45 
3.83 
6.76 
5.23 
2.61 
6.04 
49.81 
65.92 
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Table 377 



HEMBA1006226 
HEHBA100S235 
HBBA1 0O6248 
HEMBA10O6251 
HEHBA10O62S2 
KEMBA1006253 
HEMBA1006259 
HEM8A1006261 
HEMBA1006268 
HEMBA1006271 
HEHBA1006272 
HEMBA1006273 
HEMBA1006276 
HEMBA1006278 
HEMBA1006283 
HBBA1006284 
HQBA1 006291 
HEMBA 1006292 
H3BA100B293 
HEMBA1006299 
HOBA1006309 
HBBA1O0631O 
HEMBA100631 1 
HEMBA1006313 
}€MBA1006316 
HEMBA1006328 
HEM8A1006334 
HBQA1006335 
f£MBA1006344 
HEMBA1006347 
HEH8A1008349 
HBBA1008352 
ffi»A1006357 
HEVBA1006358 
HBOA1005359 
KEMBA1O0636O 
HEMBA1006364 
HEMBA1006377 
f€MBA1006380 
►OBA1006381 
►OBA1006385 
HBBA1006390 
HEHBA100S391 
HEUBA10O6398 
HEMBA100640S 
HE1BA1Q06410 
HEM8A10Q6416 
HBBA1006418 
H0CA1OO6419 
HOBA1006421 
HQBA10O6424 
HEMBA1006426 
IBBA1006430 
HQBA1006438 
HEMBA1006445 
HEWA1006446 
►OBA1006456 
f€MSA 100646 1 
HEMBA1006467 
>©BA1006470 
H9BA1006471 
HOBA1005474I 



3. 56 
21.61 
9.77 
7. 57 
28.37 
3.75 
20.83 
12.21 
10. 98 
7.24 
3.22 
7.65 
21.63 
3.37 
17.68 
55.44 
7.7 
5.12 
4.71 
21.84 
9.29 
5.5 
4.46 
4.83 
80.85 
20.03 
21.8 
26.15 
66. 76 
9.83 
7. 74 
17.21 
12.29 
13.77 
14.88 
30.32 
6.94 
6.59 
16.94 
21.51 
7.39 
5. 97 
10.44 
20.27 
10.85 
2.98 
34.3 
8.92 
80.88 
HEMBA1C06476 124.16 
HBBA1006482 7 50.18 



60.66 
7.29 
8.59 

IS. 98 
6.29 
6.65 

11.81 

25.45 
4. 53 

27.87 
3.48 
4.26 



89.4 
6.42 
14.3 
24.11 
11.35 
9.14 
21.15 
37.82 
5.62 
43. 98 
5.09 
5.62 
7.56 
6.66 
22.15 
12.43 
5.98 
23.25 
5.49 
28. 58 
13. 85 
14. 98 
7.64 
8.11 
12. 92 
21.11 
3.68 
32.65 
64.87 
7.61 
7.39 
5.44 
30.15 
7.19 
5. 93 
4.17 
5.25 
114. 32 
20. 23 
26.78 
27.47 
79.54 
7.54 
10.16 
30.3 
24.19 
16. 34 
14.23 
26. 38 
7.3 
5.16 
21.77 
23.1 
9.88 
4.62 
29.9 
20.9 
13.87 
4. 33 
38.7 
14.85 
55.42 
125.67 
800.51 



128.3 

9.51 
12.76 
24.67 
24.58 
20.63 
28.91 
46.94 
11.14 
84.46 
12. 53 

9.16 
13.01 

4.87 
38.14 

9.21 

4i. oy 

8.43 
31.92 
16.63 
14.35 
16. 35 

10.2 
15.52 
38. 33 
14.62 
46.47 
82.83 
11.32 
13.08 
5.8 
32.51 

14.9 
13.36 

9.74 
14.76 
105.84 
49.46 
34.04 
48. 23 
86.03 

21 
17.94 
36. 97 
20.82 

35 
12.55 
45.23 
14.62 
10.86 
35.51 
52.14 
27.72 
11.24 
25.23 
27.71 
19.86 

9.77 
56.67 
23.43 
113.87 
311.61 
717.99 



98.59 
4.4 
17.84 
22.82 
17.83 
14.78 
16.9 
33.65 
5.03 
39.21 
3.82 
7.22 
10.92 
4.5$ 
17.11 
7.3 
4.12 
49.83 
3.08 
37.12 
10.12 
11.71 
13.11 
4.45 
10.38 
32.37 
4.58 
23.14 
51.59 
7. 96 
11.96 
3.17 
16.24 
8.1 
4.55 
2.49 
2.76 
75.76 
23.06 
28.98 
21.69 
47.23 
5.37 
6.15 
11.67 
11.01 
20.2 
8.74 
21.57 
4.46 
2.39 
13.82 
21.6 
9.7 
6.9 
12.03 
19. 85 
8.91 
4. 94 
41.16 
12.81 
93. 82 
282.54 
555.6 



21.45 
5.83 
10.1 
19.08 
5.75 
17.19 
10.94 
29.71 
3.63 
39.6 
7. 27 
6.74 
8.88 
7.03 
13.97 
6.48 
5.97 
29.24 
2. 38 
28.94 
12.48 
17.38 
5.74 
3.61 
5.11 
21.64 
3.28 
32.25 
45.13 
6. 93 
7.92 
4.05 
19.4 
8.4 
6.66 
4.18 
4.9 
102.36 
19.66 
18.12 
21.93 
63.78 
10.85 
8.15 
17.28 
22. 54 
19.08 
10. 37 
20.76 
5.03 
3.13 
15.6 
26.01 
12.86 
4.18 
4.68 
19.2 
8.16 
3.17 
36.04 
12.27 
77.51 
252.79 
740.67 



56.73 
6.34 
10.62 
21.09 
7.22 
22.49 
16.19 
14.07 
5.91 
40.82 
10.33 
6.25 
11.33 
4.18 
13.64 
8.66 
5.86 
37.1 
10.01 
29.71 
15.92 
10.36 
8 

3.07 

II. 89 
26 
2.72 

24.21 
40.79 

5.21 
10.21 

6. 34 
20.03 

7.37 

5.77 

4.08 

3.21 
58.33 
23.19 
16.56 

26.5 

61 

8.66 
10.18 
9.3 
19.08 
14.96 

7.82 

20 

4.44 
4.03 
11.92 
14.55 
10.02 
5.84 
7.84 
23.69 
8.85 
2.56 
29.19 
40.2 
77. 92 

III. 47 
596.85 



34.83 
4 

14.29 
16.03 
9.32 
8.79 
15.68 
18.76 
4.6 
30.74 
8.77 
4.33 
8. 59 
3.68 
11.04 
4.11 
4.51 
21.69 
0. 91 
18.96 
14.59 
10.75 
7.15 
2.82 
7.9 
17.68 
2.89 
26.2 
32.94 
8.91 
7.73 
3.53 
17.68 
7.12 
4.91 
2.89 
2.71 
93.99 
14.68 
28.76 
17.06 
79.04 
7.1 
5.31 
9.52 
10.32 
13.83 
5. 57 
35.29 
5.76 
3.8 
15.06 
25.55 
7.77 
3.07 
2.86 
16.72 
10.75 
4. 06 
28.2 
16.21 
59.58 
88.12 
785.76 



42.34 
1.9 
11.1 
3.32 
6.16 
1.77 

14.83 

15.97 
2.63 

14.23 
2.68 

I. 91 
5.55 
1.91 
8.54 

16.95 
2.35 

20. 86 
2.39 

13.53 
3.8 
8.47 
4.03 
2.44 
6.94 

13.27 
4.86 

15.13 

23.43 
1.81 
3.41 
2.18 

17.67 
3.93 
2.59 
1.16 
2.21 

60.04 

15.28 

15.54 

II. 15 
51.69 

4.25 
3.87 
5.99 
24.08 
12.25 
12.05 
23.16 
2.74 
3.29 
10.89 
15.62 
3.89 
2.65 
8.87 
10.9 
7.35 
1.76 
24.42 
5.14 
47.32 
112.31 
753.48 



47.3 
2.78 
13.06 
8.44 
9.75 
6.4 
17.05 
24.68 
2. 52 
28.33 
5.16 
3.78 
8.36 
2.81 
8. 53 
4.13 
4. 32 
21.95 
2.11 
20.58 
13.91 
4.15 
4.85 
2.58 
9.74 
19. 36 
1.73 
17. 28 
27.33 
2.49 
9.88 
6.11 
25.75 
6. 97 
3.15 
2.66 
3. 79 
78. 87 
25.75 
19.65 
26. 66 
65.97 
6.66 
6.36 
10. 52 
7.5 
17.9 
3. 94 
35. 95 
5.79 
5.21 
16. 55 
24.71 
8.06 
7.57 
4.65 
15.13 
8.75 
2.14 
29.45 
6.51 
61.33 
128.83 
372.51 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEMBA1006483 
KEMBA1008485 
HEMBA100S486 
HEMBA1006489 
HEMBA 1006492 
HEM8A1006494 
HEMBA 1 006497 
hOIBAl 006501 
HEMBA 1005 502 
HEMBA1OO6507 
HEMBA1006517 
HEMBA1006521 
HEMBA1006529 
KEMBA1006S30 
KEMBA1006S35 
HEMBA1008536 
HEMBA 1006540 
HEMBA 1006 544 
HEMBA 1006546 
HEMBA1006549 
HEMBA1006559 
HEMBA1006562 
HEMBA1006566 
HEM8A1006569 
HEMBA1C06572 
HEMBA 1006 579 
HEMBA 1006 583 
HEMBA 1006595 
HEMBA1006S97 
HEMBA1006606 
HBBA10066U 
HEMBA1006617 
HEMBA1006624 
HEMBA1006631 
HEMBA1006635 
HEMBA1006639 
HBIBA1006643 
HEM8A1006648 
HEMBA1006652 
HEMBA1 006853 
HEMBA 1006658 
HEMBA1006659 
HatBA1006665 
HEMBA 1006 66 6 
HEMBA 1006 671 
^MRA1006674 
H9BA1006676 
HEM8A1006682 
f€M8A1006688 
HEM8A 1006695 
t£MBAI006696 
HBBA1 006702 
HEMBAJ006707 
HEMBA1006708 
HEMBA1006709 
1CMBA1006717 
HEMBA 10067 2 4 
F€MBA100$731 
HEMBA 1006737 
>£MBA1006742 
HEM8A1006743 
J€MBA1006744 
HEMBA1006749 
HEMBA 1006752 



10. 38 

14.11 
25.6 
4.69 

21.26 
3.73 
9. 48 

70.71 
26 

74.35 

10.15 
4.71 

20.44 
2.11 
4.76 
7.73 
4.89 
9.55 

13.83 
3.69 
5.63 
4.46 

I. 97 
9.03 
4.01 

48.81 
21.83 

9.39 
10.74 

9.14 
18.16 

8.08 
62.58 
23.12 

7.91 
10.04 

1.84 
15.53 
26.71 

7.56 
19.91 
58.61 

2.46 

3.78 
29.88 
17. 95 

8.33 

5. 28 

8. 06 

II. 68 
12.25 

S.88 
12.13 

7.17 
13.09 

5.25 
12.11 

7.48 

8.06 

8. 93 
14.91 
17.72 

4.84 
74.49 



11.79 
21.34 
38.65 
5.66 
21.32 
5. 82 
5. 39 
74.3 
37.64 
71.35 
13.34 
7. 89 
40.14 
3.93 
6. 35 
9. 35 
5.07 
9.44 
18. 34 
4. 64 
7. 78 
7.73 
2.79 
13. 38 
5.33 
48.67 
28. 38 
11.2 
17.9 
17.8 
16.45 
9. 55 
66.3 
25.87 
J 0.88 
12. 39 
4. 34 
17.03 
34.75 
6.61 
14.88 
60.76 
4.7 
4.89 
46.04 
21.64 
14.71 
7.81 
7.99 
16.81 
15.75 
9.14 
15.02 
12.19 
19.04 
5.26 
8.3 
7.6 
6.19 
8.7 
22.66 
19.61 
4.51 
114.01 



17.97 
22.05 
46.49 
11.99 
31.79 
13.17 

9.72 
109 
37.28 
93.56 

25.2 
15.55 
54.85 
16.06 

8.43 
15. 74 

10.1, 
12. 65" 
35.37 
10.47 
15.93 
13.41 

6.04 
17.77 

6. 28 
106.01 
52.62 
24.82 
34.13 

25.4 
27.36 
19.24 
115.43 
43.15 
14. 85 
17. 07 
3.2 
27.49 

50.3 
17.15 
49.21 
125.49 
11.42 

6. 54 
31.81 
48.41 

17.2 

6.48 
15.76 
23.72 
12. 83 
9.5 
19.11 
21.37 

28.5 
12. S3 
19.78 
18. 92 
10.33 
24.13 
22.54 
39. 58 

4.65 
106.5 



10.54 
9. 66 
15.25 
2.16 
8.11 
4. 37 
6.41 
137.89 
17.65 
76.72 
8.05 
2.17 
11.1 
3.3 
4. 93 
6.97 
3.8 
5.51 
18. 49 
3.5 
4.1 
4.81 
4. 85 
8. 08 
3.85 
77.85 
37. 84 
12. 48 
14.71 
12.84 
16.16 
13.65 
55.71 
23.48 
9.02 
IB. 66 
4.98 
19.15 
32.97 
7.18 
18.71 
159.5 
4.57 
3.83 
11.03 
21.77 
11.8 
5.22 
5.58 
8.98 
8.51 
5.54 
19. 4B 
12.13 
14.85 
4. 74 
5. 53 
6.67 
4.37 
7.5 
17.15 
28.17 
3.84 
80.8 



8.06 
9.42 
21.42 
3.64 
21.1 
5.86 
4.7 
121.18 
19.66 
76.19 
9.91 
4.99 
18.97 
3.94 
4.07 
6.8 
4.1 
6.6 
13.07 
3.22 
5.24 
4.36 
3.75 
5.02 
4.61 
58.85 
32.54 
12.13 
18. 52 
13.75 
10.37 
9.22 
47.06 
22. 27 
10. 78 
19.19 
3. 53 
15.29 
21.76 
4.77 
18.4 
103. 52 
4.2 
3.74 
10.78 
17.05 
6.88 
3. 34 
7.11 
10.42 
9.6 
6.34 
16.83 
8.06 
14.05 
4.01 
10.32 
8.76 
4.14 
9.95 
17.28 
20.27 
2.79 
62.77 



5.41 
6.66 
18. 99 
2.6 
11.99 
3.22 
6.22 
132.43 
21.79 
89.01 
8.2 
3.48 
9.04 
2. 97 
4.99 
8.19 
3.21 
3. 64 
8.02 
3.38 
3.33 
7.66 
3.09 
11.82 
4.82 
72 
33. 86 
12. 39 
13. 99 
11.34 
13.84 
10.71 
62.71 
20. 06 
9. 39 
12. 58 
3.26 
16.67 
18.68 
7.22 
21.38 
108. 54 
3.45 
5.58 
7.48 
22.65 
5.97 
3.44 
7.53 
13.13 
6.76 
5.86 
14.64 
8.49 
15.86 
3.68 
5.8 
6.75 
4.69 
8.07 
14.05 
23.33 
5.06 
63.46 



9.39 
9.41 
28.29 
4. 74 
16.25 
4. 57 
4.84 
56.47 
14. 53 
54.44 
9. 98 
4. 73 
8. 44 
2. 36 
1.52 
6.06 
4.5 
6.81 
20. 42 



32.03 
32.6 
1T.97 
17.64 
17.49 
7.68 
8. 25 
45.87 
24. 55 
11.43 
8.27 
2. 93 
5.29 
16. 24 
2. 33 
11.54 
S7.82 
4. 37 
5.07 
20.4 
20. 34 
6.74 
5.44 
6.62 
10. 55 
4.49 
4.33 
14.25 
3.77 
11.87 
7. 38 
9.44 
5.19 
4.38 
10.84 
13. 93 
18.16 
3.99 
56.97 



6.26 
4.35 
12.46 
2.19 
6.33 
1.78 
2.41 
47.55 
13.47 
45.62 
8.78 
1.47 
3.17 
0.8 
1.3 



78 
57 
28 



13.65 
1.91 
1.27 
1.8 
0. 98 
3. 56 
1.11 

38.94 

18.06 
4.53 
9.01 
5.73 
7.75 
4.71 

24. 82 

15. 53 
5.66 
4. 47 
0.82 
8.82 

13.51 
2.95 
8. 35 

49.19 
1.96 
2.85 
8.57 

20.43 
4.48 
2.35 
4.86 
9 

2.19 
1.73 
5.63 
4.26 

11.01 
2.38 
6.24 
3.77 
0.91 
6.04 
8.87 

15. 85 
2.53 

93.88 



10. 
6.34 
17.42 
2.49 
8.98 
4.99 
5.11 
54.22 
14.09 
81.01 
9.53 



08 
16 
65 
36 
71 
57 
66 



12.24 
2.6 
1.6 
5.11 
3.24 
5.28 
1.97 

29.18 

30. 33 
9.41 

20. 29 

12.78 
9. 58 
9.91 

44.31 

27.45 

11.05 

14. 67 
1.75 

12.26 

23.67 
3.74 
7.4 

67.43 
4.61 
4. 33 
17.2 

18.22 
6.11 
3.91 
5. S3 

11.41 
4.51 
4.63 

13.01 
7.59 

16.42 
6.67 
6.16 
3.96 
4.4 

17.08 
7.89 

23.07 
5.17 

63.11 
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HEMBA1006754 
HEHBA1O06753 
HEMBA1 00*767 
HEMBA 1 006770 
IEMBA1 006779 
HEM8A1006780 
HEM8A1006783 
HEMBA1006795 
HEH8A 1006796 
HEMBA 1006805 
HQffiA1006807 358 
HEMBA1006813 
HEMBA1006819 
HEMBA 1006821 
HEMBA 1006824 
HEHBAIC06832 
rafiA 1006834 
HBBA100683S 
HEMBAI006843 
HEMBA 1006849 
HEMBA 1006850 
HEMBA 1 006861 
HEMBA1006865 
HEMBA1 006867 
HEMBA1 006873 
HEMBA 1006677 
HEMBA 1006878 
HEMBA 1006879 
HEMBA 1006884 
HEMBA 1006885 
HEMBA 1006886 
HEMBA1006889 
HWA1006896 
HEMBA1006900 
HEMBA1006902 
HEMBA 10069 12 
HEMBA1006914 
HEMBA1006916 
HEMBA1006921 
HEMBA1006926 
HQBA1 006927 
HOBA1006929 
H88A1006936 
HEMBA1006938 
HBIBA1006941 
HBBA1 006942 
HEMBA1006945 
HEMBA1006949 
HEMBA1006952 
HEMBA1006960 
HEMBA 1006973 
*€M8A1 006974 
HEWA1 006976 
HBBA 1006989 
HEMBA 1006993 
HEMBA1006996 
HEMBA1007001 
HEMBA1007002 
HBIBA1O07O13 
HEMBA1007016 
HBWA1007017 
HEMBA 1007018 
1007044 
1007046 



10.3 
7.27 
S. SS 
10.91 
21.14 
31.66 
11.15 
13.29 
8.15 
10.17 
41 
3.32 
11.44 
15.76 
31.97 
259.36 
46. 64 
8. 46 
18.15 
26.18 
16.77 
14. 67 
39.2 
18.5 
17.71 
7.4 
10.48 
12.94 
16.51 
29.88 
94. 54 
11.07 
72.84 
25.47 
4.95 
17.87 
76.35 
15.23 
5.69 
14.39 
8.1 
20.15 
9.54 
3.12 
38.07 
17.04 
67.94 
5. 04 
4.19 
34.21 
11.14 
9.69 
5. 49 
5.64 
22.88 
6.77 
13.6 
36.2 
4.23 
13.73 
1.76 
12.78 
4.27 
3.76 



5.77 
4.9 
6.53 
18.24 
29.08 
41.91 
8.92 
18.12 
7.65 
13.14 
425.1 
4.75 
14.72 
14.89 
30.86 
308.26 
65.27 
14.27 
18.91 
26. 08 
33. 56 
13. 53 
38. 77 
15. 53 
23.93 
13.49 
14.11 
16.27 
27.4 
29.68 
114.96 
12. 36 
75.71 
32.8 
12.4 
28.61 
138.05 
IS. 18 
9.45 
14.83 
6.16 
20.6 
10. 99 
8.25 
33.9 
18.44 
90.41 
6.37 
5.26 
40.14 
12.47 
21.72 
4. 82 
5.97 
33.04 
6.15 
18.68 
51.66 
5.6 
18.8 
2.36 
19.44 
3.89 
6.62 



11.65 
12.62 

9; 74 
23.01 
46.61 
71.99 
10.14 

23.2 
12.79 
20.22 
450. 14 

8.38 
25.12 
42. 37 
49 J 6 
291.59 
67.81 
21.58 

28.2 
44.03 
37.75 
34.61 
61.65 
22. 34 
26.16 
15.12 
25.64 
24.73 
33.59 
41.54 

86.8 
15.21 

95.1 
47.12 

20. 

49. 99 
152.36 
19.35 
11.27 
25.68 
12.12 
39.98 
23.15 
12.19 
81.07 
31.05 
117.96 
14. 93 

9. 54 
82.69 
24.64 
26.59 
13.28 
15.87 
62.59 
10.45 
46.24 
86.51 

9.85 
46.37 

7.34 
26.15 

8.13 

12.6 



6.17 
10.94 
2.73 
9. 34 
19.16 
39.02 
6.24 
10.87 
2.99 
7.2S 
425. 56 
0.01 
6.56 
23.12 
24.26 
339.91 
62.09 
9. 55 
12.23 
23.34 
10. 59 
20. 34 
71.58 
9.22 
14.12 
6.73 
11.23 
12.26 
6.17 
20. 77 

8. IS 
4.3 

25.42 
42.47 
3.65 
20.94 
61.86 
6.9 
4.84 
4.9 
3.55 
22. 07 
1.82 
4.54 
14.16 
13.54 
45. 68 
11.38 
3. 87 
40. 95 
14.07 
5.58 
5. 67 
14. 35 
43. 82 

9. 29 
26.01 

157.46 
5.49 
32. 25 
6.45 
6.88 
7.26 
6.66 



5.72 
5.09 
5.09 
17.17 
32.07 
25.6 
5.48 
8.5 
3.39 
5.84 
524. 37 
2. 65 
18.43 
22. 95 
23.62 
237.21 
43.11 
10.78 
21.78 
31.15 
16.63 . 
16.15 
60.52 
8.88 
11.71 
6.6 
13.75 
12.67 
20.26 
25.78 
45.42 
6.85 
32.71 
30.76 
6.21 
22.1 
82.01 
10.02 
7.39 
10.25 
6.9 
23. 94 
9. 22 
5.27 
37.03 
11.67 
44.82 
7.05 
5.23 
44.04 
12.49 
10.54 
2.91 
9.67 
36.96 
8.92 
27.9 
90.61 
4.83 
24.75 
3.5 
7.17 
4.08 
6.82 



5.75 
5.73 
3.33 
9. 49 
21.74 
33.44 
5. 24 
11.23 
3.14 
4.86 
388. 31 

I. 47 
11.48 
19. 27 
19.71 

321.61 
55.61 
10.45 
20. 94 
21.57 
6 

19.04 
57.06 

9.34 
14. 57 

3.67 

II. 88 
8.96 

51.39 
20.37 
40. 45 
5.29 
26.4 
32.5 
3.85 
17.02 
60.45 
9.36 
7.2 
8 

3.55 
22.4 
9. 34 
8.96 
19.11 
15.34 
62.84 
7.71 
3.34 
37.38 
8.94 
8 

2. 68 
15.25 
35. 47 

7. 56 
24. 22 
115.16 

5.04 
25. 55 
5.8 
10.67 

4.08 

7.16 



6.13 
5.5 
3.97 
6.46 
27.02 
20.75 
3.29 
14.12 
3.97 
8.13 
479.65 
2. 36 
10. 78 
10. 56 
31.05 
326.22 
73 
9.6 
21.53 
33.36 
9.03 
12.38 
33.27 
9.42 
15. 58 
5.7 
9.01 
12.1 
18.62 
13.71 
16.06 
4.87 
32.9 
22.96 
6.17 
26.3 
85.41 
4.27 
5.96 
7.17 
4.27 
25.87 
13.47 
3.85 
37.54 
9. 95 
58.07 
7.34 
4.22 
52.24 
10.47 
10.23 
2.79 
5.09 
29.4 
4.85 
17. 93 
37.83 
4.32 
26. 93 
4.75 
5. 95 
4.49 
7.91 



5.01 
2.15 
3.29 
5.37 
14.11 
21.87 
3.78 
7.4 
0.85 
5.47 
356.88 
0.6 
2.32 
11 

26.34 
280.59 

47.8 
6.1 

7.17 

14.9 
3.5 

6.63 
28.86 
6.3 

7.18 

2.95 

2.84 
3.4 

5. 59 
10.53 
32.92 

2.48 
16.88 
11.97 

0. 96 
12.33 
43.26 

4.91 
4.4 

9.16 

4.44 
18.49 

4.19 

0.26 
10.57 

7.49 
38.55 

3.55 
1.4 
36.27 

5.46 

6.86 

I. 22 
3.23 

20.95 
2.62 

II. 6 
43.86 

1.34 
13.32 
0.45 
5.18 
2.95 
2.23 



8.39 
4.84 
3.02 
4. 52 
23.35 
35.28 
6.02 
15.69 
2.9 
7. 83 
266. 31 

I. 87 
9.36 

21.11 
34.02 
176.89 
42. 25 
8.18 
5.58 
24.69 
6.56 
17.89 
36.65 
3 

17.11 
4.47 
7.36 
9.76 
4.55 

21.42 

14.53 
1.64 
9.13 

13.31 
2.8 

21.55 
74.2 
5.74 
4.47 
6.2 
3. 56 

21.97 
5.58 
1.77 
9. 16 

II. 08 
55.06 

6.74 
1.92 
39.73 
6.01 
3. 65 
3. 42 
6.48 
25. 28 
3.17 
13.83 
26.69 
5. 39 
18.08 
2. 16 
4. 75 
4.25 
5.58 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEMBA1007051 
HEMA1007O52 
HEHBA1007O53 
HEM8A1007057 
HEMBA1007062 
HEMBA1007063 
HEMBA1007066 
HEHBA1007069 
ffiHBA1007073 
HEMBA1007O76 
HEMBA1007078 
HEMBA1007080 
HEMBA10070S4 
KOTA1007085 
HHMBA1007087 
HBBA1007089 
HEKA1007095 
HEHBA1007101 
HOBA1007104 
KOBA1007t06 
HEMBA1007112 
HEMBA1007113 
HQffiA1007121 
HEMBA1Q07129 
HEMBA1007147 
HEM8A1007149 
(EN8A1007151 
HEIBA1007172 
HEMBA1C07174 
(CMBA1007176 
HEMBA1007178 
HEHBA1007185 
HEMBA1007186 
HOBA1007194 
HEMBA1007200 
HEWA1007203 
HEHBA1007206 
HEMBA1007224 
HEISA1007226 

HEMBA1007241 
HEHBA1007242 
HBBA1007243 111 
HEMBA1007251 
HEUA1007256 
HQffiA1007267 
HEIBA1007273 
HEMBA1007279 
HEMBA1007281 
HOBA1007283 
HDBA1007288 
I€1BA1007291 
KHBA1007299 
HBBA1 007300 
HBBA1007301 
t€KA1007319 
HQBA1O0732O 
1EIBA1007322 
HBBA1007323 
HBBA1 007326 
HBBA10G7327 
HBBA1007332 
HBBA1007341 
HBBA1007342 



8.21 
0.84 
13.43 
6.84 
5.2S 
19.82 
7.17 
6.08 
5 

9.13 
47.57 
86 
10.6 
27.29 
17.6 
21.17 
201.88 
27.84 
4. 09 
21.73 
9. 74 
21.85 
143.44 
6.41 
12.43 
15.43 
6.66 
5.54 
5.55 
10. 89 
12.93 
12.08 
7.21 
17.48 
4.21 
17.41 
25.5 
24.39 
89.72 
13.54 
5>35 
4.41 
71 
4.65 
7.71 
27.14 
5.82 
8. 03 
4.41 
10.13 
10 
3. 94 
60. 36 
10.43 
10.28 
7.15 
6.22 
281.14 
3.87 
33.32 
14. 51 
15.93 
6.96 
5.2 



9.64 
3.34 
20.61 
7.67 
11.04 
23.76 
6.3 
6.94 
7.14 
8.92 
62.26 
60.21 
15.68 
31.32 
23.13 
21.1 
116.22 
40.49 
6 

33.28 
14.28 
25.07 



21.16 

5.89 
IS. 83 
12.49 
5.4 
40.56 

7.54 
13.93 
13.19 
19.82 

92.7 
81.69 
20.31 
26.53 
29.36 
33.63 
315.1 
45.85* 

7.77 
23.78 
16.52 
43.45 



168.43 201.05 
8.28 18.59 



15.07 
22.2 
4.91 
5.79 
6.74 
13.76 
22.04 
13.89 
3.2 
18.75 
4.82 
23.17 
42.75 
40. 17 



27. 3S 
36.85 
10.19 
15.25 

11 
22.08 
21.56 
26.24 
19.91 

30.8 
12.05 
30. 14 
37.89 
34.49 



73.23 106.85 
17.35 25.69 



7.7 
5.32 
101.13 
5.56 
17.43 
33.68 
10.89 
6.83 
6.17 
14.5 
10.12 
6.53 
57.45 
10.11 
11.15 
12.6 
6.62 



9. 
8. 

126.82 
13.42 
18, 
57. 79 
12.53 
14.11 
11.59 
18.59 
23.07 
14.21 
88.44 
14.15 
10 

10. 93 
11.18 



504.93 265.82 
5.98 13.69 



37.02 
15.7 
13.1 
9.53 
5.9 



90.88 
50.08 
23.53 
11.63 
6.99 



10.38 
3.8 
23.76 
5.42 
4.94 
22.16 
7.55 
10.41 
9.06 
9.03 
36.29 
89.81 
13.17 
13.81 
17.3 
20.7 
326.58 
23.93 
5.68 
16.4 
10.26 
24.93 
310.6 
3.42 
13.28 
20.24 
4. 89 
6.45 
7. 96 
12.85 
10.13 
5.12 
4. 57 
17.47 
2.35 
16.76 
30.71 
15.91 
134.34 
5.08 
3.24 
2.05 
187.45 
3.87 
11.41 
28.23 
5.12 
6.96 
1.95 
11.27 
7.33 
2.35 
47.01 
17.47 
7.08 
3.57 
5.17 
479.23 
3.16 
53.6 
17.82 
14.44 
7.92 
1.75 



7.94 
5.54 
9.7 
9.68 
7.78 
18. 37 
3.16 
5.55 
6.96 
17.18 
60.73 
65.76 
16.74 
11.35 
13.84 
38.69 



9.6 
5 

6.82 
14.27 
6.88 
20. 33 
6.35 
7.88 
8.65 
17.73 
51.72 
74.19 
11.58 
9.85 
15.36 
28.03 



303 223.56 
27.74 34.28 



5.26 
24.34 
12.13 
19. 55 



4.31 
20.37 

8. 53 
20. 96 



189.7 223.39 
2.84 6.23 



12.69 
33.61 
4.76 
6. 57 
7.31 
11.37 
15. 89 
12.57 
4.73 
18. 26 
4.05 
21.31 
35. 28 
19.51 



11.69 
28.67 
3.64 
4.48 
3.31 
10.5 
11.16 
13.87 
5.62 
18.1 
3.94 
8.75 
24. 97 
9.53 



88.67 116.09 



7.14 
3.12 
4. 24 
120.72 
5.2 
15.37 
30.36 
4.08 
6.78 
1.64 
10.46 
8.9 
5.74 
83.94 
5.8 
5.07 
6. 52 
5.74 



11.16 
3.91 
3.88 

165 
4. 27 

11.45 

27.93 
4.32 
5.74 
1.99 
9, 

6.31 
4.15 
54. 92 
7.51 
5.8 
4.69 
4.76 



433.13 233.63 
3.64 1.67 



48.19 
23. 55 
19.66 
6.35 
3.52 



37.22 
19.83 
12.93 
6.27 
2.76 



8.59 
4.04 
3.37 

10.77 
7.11 

18.69 
4.34 
5. 56 

10.68 

15.84 

32.07 
50.6 

13.37 
7.06 
6.49 

18.24 
75.5 

41.09 
5.49 

10.72 
8.39 

26.57 



4. 82 
2.23 
2.88 
4.02 
2.74 

15.25 
2.31 
3.75 
5.02 
7.01 

18.35 

40.71 
8.47 
8.85 

22.47 

32.57 
112.08 

23.85 
1.3 
5. 09 
3.2 

21.39 



139.17 100.56 



5.66 
10.77 
16.97 
3.37 
S.2 
8.36 
5.77 
5.44 
7.15 
4.03 
18.81 
2.19 
11.68 
38. 96 
6.52 
67.3 
4. 24 
4. 59 
2. 68 
80. 87 
3.75 
13. 72 
22. 24 
3.9 
5.78 
3.42 
8.86 
9.07 
6. 79 
41.98 
10.92 
3.91 
3.16 
5.15 



3.45 
9.49 

12.22 
0.61 
2.26 
1.4 
8. 47 
5.45 
7.65 
0. 89 

10. 34 
1.93 
7. 36 

21.71 
8.53 

41.82 
5.15 
2.56 
0.75 

65.01 
1.77 
5. 68 

21.62 
1.99 
2.58 
2.15 
8.35 
7.22 
3.29 

17.99 
2.6 
4.02 
3.33 
2.1 



384.76 246.29 
4.69 0.43 



52. 37 
20.48 
14.13 
7.48 
4.48 



23.73 
9. 78 
7.11 
4.06 
1.49 



5. 46 
3.75 
5.47 
8.83 
5. 57 

20.25 
5.66 
4.11 
4. 92 
8. 52 

34. 97 

38.08 

13.17 
9.17 

10.72 

32.51 
127.01 

46.77 
6.52 
4.25 
3.6 

27.54 
162.13 
4.93 
8.81 

16.92 
3.29 
4. 93 
3.1 

15.97 
3.49 

10.67 
3.73 

19.89 
1.96 
6.25 

36. 83 

10.32 

79.65 
6.41 
3.21 
5.03 

83.79 
3.34 
6.36 
27.1 
5.52 
3.49 
2.75 
11.65 
9.19 
5. 42 

24.76 
3.93 
3.67 
2.24 
2.94 
107.4 
1.85 
35.43 
17.51 
7.2 
5.93 
2.47 
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HEMBA1 007347 
KEMBA1007353 
HDffiB 1000065 
HEHBB1 000008 
HEMB81000018 
HEM6B1 000024 
HEM8B1000025 
HEMBB1000030 
HEIBB1000036 
HEMBB1000037 

hdcbi 000039 

HEMBB1 000044 
hOBBI 000048 
HBBB10Q0050 
HEUBB1000054 
HB8B1000055 458 
HEUBB1000059 
HEHBB1000072 
HEMBB1000081 
HEMBB1 000083 
HBBB1 000089 
HEMBB1 000094 
HBBB1OOO097 
KIBB1000099 
HEUBB1000103 
KBS81000106 
JOBB1000113 
HEMBB1000119 
HEHBB10O013J 
HEU8B1000134 
HEMB61000136 
HHBB1000141 
HEMB81000144 
HEMBB1000147 
HBBB1000152 
hEIBB 1000 154 
HDBB1000155 
HBBB1000173 
HEMBB1000175 
l£MBB100O176 
HEIBB1000198 
«BB 1000208 
HBB81000209 
HBB6 10002 12 
HEMBB1000215 
HEMB81000217 
HEMBB1000218 
HEHBB1C00226 
HEMBB100O23O 



HEK81000240 
HB6B1000244 
KOBB 1000250 
HBBB1000258 
MEMBB1000264 
KEHBB1000266 
HEMBB1 000272 
HQBB1 000274 
H9B8 1000276 
HQSB1000284 
JOBB1000307 
HEH881000309 
HEK8B1 000312 
HEHBB1000317 
HBB61000318 



16.98 
5.79 
12.22 
18.71 
26.09 
16.68 
4.76 
20.29 
14.36 
11.11 
8.22 
11.18 
8.23 
12. 03 
10.07 
88 
37.26 
84. 93 
14.03 
11.03 
12.54 
10. 67 
6.26 
14.89 
79.17 
13.4 
4.8 
3.97 



22.65 
10. 55 
17.75 
35.13 
49. 37 
21.57 

6.51 
17.68 
14.21 
16.21 

15.6 
16.44 
14.79 
11.84 

11.4 



29. 56 
11.68 
30; 51 
41.01 
73.92 
43.98 
12. 97 
33.24 
18.16 
12.93 
26. 39 
31.14 
19.17 
30.06 
26. 35 



310.46 850. 13 

47.72 97.02, 

93.08 177.56 

23.77 42.88 



13.38 
34.17 
7.91 
8.4 
3.5 
1.94 
7.06 
7.22 
36.12 
4.3 
23. 34 
1.73 
2.42 
4. 99 
4.66 
16. 57 
25.38 
31.37 
12. 28 
5.26 
5.06 
7.48 
1.27 
10.17 
26.46 
12 
8. 27 
6.98 
5.09 
6.8 
8.46 
5.61 
6.97 
7. 52 
6. 93 



18.35 
18.95 
10.41 
10.91 
12.94 



42.57 
30.4 
27. 93 
14. 76 
32. 83 



84.17 1 54.39 
15.97 19.47 



10.67 
10.01 



20. 57 
14. 45 



47.28 101.21 
15.77 31.72 



26.36 
11.34 
6. 34 
3.8 
5.3 
8. 64 
13.83 
47.88 
6.41 
24.4 
5.17 
2.22 
7. 73 
5. 69 
20. 63 
37.33 
54.57 
16.29 
3.6 
6.06 
12.78 
3.14 
16.3 
35. 45 
14. 67 
9.13 
5.53 
3. 14 
5. 53 
14.9 
8.47 
8.62 
4.64 
8.7 



69.3 
20.35 
18.36 
22 

5.59 
11.01 
13.07 
77.86 
7. 

50. 

9.68 

6.16 
19.16 

7.88 
27.19 
52.96 
73.09 
20.13 

7.07 

9.84 
15. 39 
7.4 
24. 98 
52.88 
15. 28 
14. 25 
13.54 
11.53 
21.26 
24.21 
14.17 
14. 26 

7. 99 
14.09 



14. 57 13.83 11.3 

3.83 9.63 8.03 

11.82 12.76 11.43 

19.83 22.41 13.75 
38.01 40.34 30.35 
24.42 20.7 22.54 

5. 38 4.72 5.89 

12.16 16.77 10.61 

2.88 10.75 5.3 

4.27 8.42 4.3 

9.92 10.66 6.68 

11.2 12.12 8.02 

7.61 10.2 7.2 

14.4 13.92 13.02 

13. 58 11.4 7.91 

127.99 485.16 208.47 

40.48 50.48 36.83 

149.4 148.43 

19.18 19.43 

14.86 14.26 

14.81 12.6 

21.42 16.12 

9.5 4.S4 

17.02 13.25 



168. 05 
15.97 
17.47 
15.64 
13.66 
6.71 
17.41 
129.48 
7.19 
6.45 
4.41 



133.3 142.91 



4. 59 
7.88 
4.33 



23.18 118.13 
20.8 11.19 



67.42 
10. 92 
7.4 
5.61 
10.75 
9.8 
9. 95 
40.67 
6 

18.86 
5.19 
4.71 
5.65 
3. 69 
17.82 
16.68 
37.79 
10.11 
0.71 
4.39 
11.19 
1.44 
15.16 
26.93 
5.33 
3.35 
4.71 
3.19 
3.19 
13.5 
8.25 
14.76 
3.4 
8.17 



34.73 
6.05 
9.42 
6.52 
5. 38 
10.82 
12.99 
28. 34 
3.69 
26. 55 
3. 63 
3 

5.94 
6.97 
25.31 
15.01 
38. 52 
7.98 
2.52 
4.5 
10.98 
3.59 
17.62 
18. 98 
5.8 
4.95 
5. 52 
3.43 
4. 36 
12.6 
9.84 
8.04 
3.92 
6.23 



5.52 
9.01 
3.8 
70.04 
14.5 
49.05 
11.46 
9.69 
8. 28 
4.1 
8.45 
12.51 
43.42 
3.11 
28.15 
4.66 
3.25 
7.5 
3.08 
15.88 
12.09 
34.06 
11.16 
2. 36 
5.46 
11.37 
2.75 
13. 97 
21.08 
4.87 
7. 95 
4.64 
4.43 
4.46 
8.36 
9. 39 
11.17 
3.39 
6.97 



16.82 
10.26 
13.73 
23.85 
46.13 
19.03 
4.38 
16.77 
7.22 
6.83 
12.98 
10. 52 
15.14 
11.35 
11.76 
362.27 
47. 77 
84. 23 
14. 35 
18.14 
22.7 
14.95 
15.21 
13.99 
117. 04 
5.12 
9.02 
9:37 
134.7 
6. 59 
25.95 
11.73 
10.21 
7.06 
5. 98 
9. 52 
9.62 
25. 94 
3.98 
17.6 
4.31 
2.71 
3.72 
4.71 
26.39 
9.3 
37.08 
5.4 
2.7 
2.75 
6.63 
1.47 
14.16 
16.44 
9.31 
4.41 
3.24 
2.41 
4.47 
8.3 
9.88 
5. 36 
4.7 
7. 59 



11.86 
4.85 
6.39 
15.07 
23.51 
14. 92 
2.53 
10.43 



.69 
.67 
.81 
.21 
.23 
.38 
.55 



6. 
2 
7 
6 
3 
6 
6 

384.63 
33.17 
55. 56 
5. 64 
9.46 
8.13 
8.63 
6.91 
10.91 
80. 44 
3.42 
3.11 
5.02 
41.76 
5.64 
21.33 
5. 94 
5. 
1 
1 

5. 
5. 



.05 
.83 
.86 
.05 
.43 



23.15 
4. 45 
14.1 
1.03 
1.91 
1.31 
1.75 
12. 95 
23. 54 
24.06 
9.62 
2.25 
2.24 
4.57 
0. 52 
8.49 
18. 13 
5.79 
2.77 
3.87 
0.94 
2.08 
4.98 
4.06 
4. 07 
5. 98 
3.11 



19.8 
8.24 
17.44 
25.11 
34. 37 
22.2 
3.35 
14. 37 
3.23 
4. 79 
13.65 
8.17 
4.66 
12.59 
12.26 
141.27 
34. 67 
75.03 
10.31 
16. 73 
18. 39 
10.48 ' 
3.77 
12 
93.95 
4. 98 
6.76 
5.7 
81.57 
9.53 
26.27 
9.7 
11.22 
3.83 
3.56 
11.09 
10. 29 
34.58 
4.04 
16.3 
3.4 
2.68 
4.4 
3.95 
25. 36 
15.2 
36.49 
9.11 
2.54 
3.3 
10. 35 
2.71 
16.99 
29.32 
7.42 
4.49 
5. 65 
4.11 
4.87 
7.86 
6.44 
7.05 
4.31 
9.29 
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HEMB810D0332 

HEM8B1000335 

HEMBB 1000136 

HEMB1OO0337 

HEMBB1000338 

HEJrfBB 10003 39 

ffi»81000341 

HEMB81000343 

HEMBB10003S4 

HEMB810O0358 

HEMB81000369 

HEMB81000373 

HEHBB1 000374 

HEJffiB 1000376 

HEMBB1000383 

HDBB100039I 

HEMBB 1000399 

HEMBB1000402 

HEMBB 1000404 

HEMBB1000407 

Ha©BI000420 

HEMBB 1000430 

KEM8B10O0434 

ffcMBBI 000438 

HEMBB1 000441 

HEMBB 1 000447 

HEMBB 1 000449 

HEMBB1000453 

HQ6B10004S5 

HEMBB 1000472 

HEMBB1 000480 

HEMBB1 000488 

HEMBB1000487 

HEMBB1000490 

HEMBB1000491 

HEMBB1000492 

HEMBB 1000493 

HEHBB1000510 

HEMBB10OO516 

HEMBB1000518 

HEMBB1000523 

h£MBB1000530 

HEKBB1000542 

HHBB1000550 

HEMBB 1000554 

HEMBB100O556 

HEMBB1000S64 

«MBB1000567 

HEMBB1000569 

HBBB1 000573 

h£MBB1 000575 

HEWB1000579 

HEKBB1000585 

HEMBB1000586 

KEMBB1000589 

HEMBB1000591 

HEMBB1000592 

HEMBB1000593 

HEMBB10O0595 

HQBB1000598 

HEiBB 100061 

HEMBB1000617 

HEBB10C0623 

HEM8B1000630 



4. 52 
4.77 
4.61 
29.33 
34.7 
10.36 
7.15 
22. 54 
24.93 
4.2 
7.77 
4.9 
33.91 
23.61 
18.87 
18. 94 
7.91 
5.66 
4.49 
10.22 
8. 96 
87.5 
34.1 
4.47 
14.04 
26.11 
4.61 
36.46 
7.98 
8.9 
18.47 
36.69 
6.37 
32.85 
10.98 
11.93 
3.37 
11.39 
5 

5.79 
16.51 

6.45 
11.01 
7.5 
23.66 

5.71 

7.31 
20.61 

5.63 
32.51 
14.84 
12.25 

4. 75 

9.22 
11.66 
12.71 

4.57 
91.28 
28.02 
22.01 

2.41 
53.65 
31.42 

5.75 



4.05 
4.71 

9. 32 
35.43 
54.08 
11.59 

6. 94 
22.93 
29. 93 

3.56 

9. 59 
5.6 
39.77 
37.46 
23.34 
23.82 

9.01 

7.15 

5.13 
16.01 
13,82 
75. 56 

37.7 

5.36 
2S.42 
49.46 

5.17 
39.41 

15.4 

8.65 
20.31 
36.48 

6.26 
71.05 
13.88 
15.36 
12.88 
16.53 

6.48 

7.56 
22.61 

6.62 
10.05 

9.67 
38. 54 

9.66 

9.82 
20.17 
6.5 

36.2 
26.39 
14.06 

6.58 
12.19 
16.54 
17.74 

3.51 
145. 08 
34. 64 
31.15 
5.2 
47.37 
31.62 
17.04 



10.22 
13.27 
IT. 37 
67.58 
50.89 
21.89 
11.5 
36.07 
37. 49 
9.08 
8. 26 
9.86 
79. 58 
51.78 
28. 75 
39. 78 
13.97, 
13.91 
14.15 
27.46 
23. 72 
120.02 
48.77 
6. 73 
32.37 
42.13 
16. 11 
48.95 
31.12 
20. 38 
37.47 
47.19 
12.27 
75.4 
21.94 
18.28 
19.63 
31.92 
9.48 
16.99 
33.14 
14. 38 
25.81 
18.88 
60.71 
13.39 
18.45 
47.53 
12.71 
72. 29 
42.18 
26.61 
10.45 
32 

23.61 
34.25 

5. 52 
255.41 
53.56 
65.04 

6.28 
106. 59 
79.25 
13.07 



2.71 
5.2 

I. 79 
48.11 
33.23 

13.7 
5. 95 
24. 96 
16.95 
2.24 
0 

3.73 
37.61 
26.25 
7. 22 
18.85 
2. 99 
3.49 
2.37 
10.21 
10.31 
34.45 
30.73 
3.08 
16.04 
39. 56 
3.65 
17.29 
12.14 
10.03 
19.05 
21.3 
7.11 
38.48 

II. 39 
8.6 

10. 93 
20. 35 

3.37 

3.63 
14. 54 

4.57 

5.58 
5. 5 
31.87 

4.65 
11.61 

8.75 
2.7 

43.4 
17.14 

6.45 

5.85 
16.92 
18.44 
24. 96 

1.66 
284.78 
11.28 
24.88 
7.8 
110.75 
50.87 

8.82 



3.85 
6.34 
3.32 
46.55 
39.29 
11 
5.91 
20.99 
17.28 
3.75 
3.16 
5.67 
43.98 
29. 92 
8.14 
17. 85 

3.3 
5.23 

3.5 
12.59 
11.56 
32.4 
22.51 

3.98 
15.64 
42.28 
5.27 
27.48 

13.6 
8.41 
17.04 
19.24 

4.47 
33.85 
11.14 

7.89 
27.47 
17 

2.52 

4.25 
14.09 

5.23 

5.42 
6.7 
34.21 

5.23 
10.28 

7.89 

3.07 
30.21 
17.78 

6.01 

6.89 
12.87 
15. 28 
T9.88 
2.6 
269.98 
18. 32 
33.54 

5.78 
55.04 
28.93 

8.82 



3.38 
6.3 

I. 88 
55. 37 
35.27 

9.9 
6.13 
25.34 
19.25 
2.51 
0.74 
3.02 
33.27 
24.65 
5.48 
18.64 
3.33 
2.79 
4 
7.8 
10.07 
42.69 
21.34 
3.03 
13.8 
10.3 
3 

II. 55 
12.23 

7.69 
11.84 
16.88 
4.08 
25 
7.83 
5.65 
71.09 
14.3 
5.44 
4.51 
13.74 
3.03 
6.88 
4.85 
23.57 
10.47 
10.62 
6.36 
4.45 
37.17 
15.29 
11.92 
6.63 
17.45 
16.1 
19.6 
2.47 
262. 29 
41.15 
29.35 
3.85 
84.65 
40. 28 
8.76 



4.09 
5.06 
2.23 
21.92 
51.12 
8.4 
8.18 
24.47 
24.74 
2.41 
4.97 
3.88 
46.4 
24.75 
8.08 
26.67 
3.37 
6.8 
3.34 
5.46 
12.86 
83.02 
32.9 
2.33 
26.09 
26.83 
5. 36 
If. 42 
19.02 
7.24 
20.16 
39.82 
6.03 
47.17 
9.44 
7.79 
13.51 
15.03 
4.17 
8.74 
17.51 
6.95 
5.64 
3.66 
36.99 
3.94 
15.74 
13.88 
4.1 
37 
22.14 
12.64 
6.35 
7.51 
11.67 
12.6 
2.07 
122.51 
22.88 
68.32 
5.15 
42.52 
29, 97 
7.96 



2.98 
1.38 

I. 53 
22.71 
24.63 

6.43 
5.44 
20.51 
17.57 
0 

3.09 
2 

29.37 
22.13 

3.98 
13.66 
1.8 

2.16 

I. 25 
2.69 
5.36 

74.93 
22.77 
1.63 
16.54 
15.38 
1.18 
4.83 
4.77 
3.85 
15.95 
23.52 
4.45 
24. 97 
3.7 
2.28 
1.84 
12.6 
3.02 
3.95 

II. 52 
3.14 
1.26 
1.58 

19.84 
4.86 
5.76 
8. 67 
3.02 

20. 09 

II. 44 
5.71 
0.91 
6.24 
7.91 
9.24 
3.49 

62.28 
29.26 
20. 76 

1.83 
37. 92 
27.06 

4.83 



4.92 
4.17 
1.7 
26.93 
33. 57 
14.47 
9.71 
25.26 
19.26 
3.07 
8. 59 
4.12 
24.06 
31.75 
4.53 
21.63 
1.69 
2.32 

I. 09 
5.89 
9.15 

33 
33.21 
2.04 
18.05 
20.58 
6.41 
8.75 
15.17 
5.6 
20.84 
22.96 
5.18 
28.6 
10.75 
4.01 
8.84 
21.32 
4. 74 
5. 88 
13.77 
3 

2.47 
2.78 
22.96 
6.74 
7.4 
4. 74 
2.02 
25.58 
16. 53 
5. 94 
4.03 
9.01 
7.82 
10.66 
1.32 
150.94 
17. 38 
23.46 
3. 38 
47.84 
51.77 

II. 56 
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KEM8B1 000631 

HBfiBI 000632 

HEMBB1000636 

HEHBB1000637 

WIB81 000638 

HEMBB1 000642 

HEMBB1 000643 

HEWB1000649 

HEMBB1 000652 

HEMBB 10006 55 

HEHBB100066S 

HEMBB1000668 

HEMBB1 000671 

KIBB1000673 

HEMB&1 000679 

HEMBB 1000684 

HEM8B1000692 

HEIBB 1000693 

HEMBB 1000705 

HEMBB 1000706 

HEMBB1 000709 

HEMBB 10007 14 

HEMBB1O0O72S 

HEIBB1000726 

HEMBB1 000729 

KMBB1000738 

HEMBB1000749 

1GBB1000763 

HEMBB1000770 

HE1BB1000774 

HEMBB1 000777 

I&BB1000781 

ffl»B1000788 

HEMBB 1000789 

KM8B1000790 

HE1BB1000794 

HEMBB 1000807 

HEMBB1000809 

HEMBB 1000810 

*€MBB1 000821 

HEHBB1000822 

HEMBB 1 000826 

HEWB1000827 

HEMBB1000831 

KEMBB1000835 

HEMBB100084O 

KMBB1 000848 

HEMBB1000852 

HEMBB 1000857 

HEMBB 1000858 

HEMBB1 000867 

HEMBB 1000870 

HOBB1000876 

1CMBB1000881 

HEMBB1000883 

*£MBB1000887 

HEMBB1000888 

HEMBB 1000890 

HEMBB1000893 

IEMBB1000900 

ffi»B1000905 

JGBB1000908 

HEMBB1O0091O 

HEM5B10C0913 



17. 85 
9. 09 
2.41 
10. 09 
2.99 
39.5 
19.66 
12.99 
14. 35 
4.61 
4.16 
16.93 
38. 43 
32.99 
47.01 
6.8 
16.03 

I. 76 
14.59 
11.29 
45.75 
31.43 

5.12 
0. 86 
6.42 
18.18 
19.05 
2.4 
32. 56 
35.04 
45.62 
6.33 
18.37 
23.79 
5. 59 
18.79 
12.94 
78.77 
10. 52 

II. 49 
14.47 

7.31 
3.32 
2664. 2 
65.9 
22.85 
11.78 
6.96 
14.9 
16. 62 
3. 35 
5.48 
9.67 
16.87 
6.22 
5. 96 
3.12 
10.06 
34.65 
14.11 
8.7 
10.34 
14.49 
52. 28 



20.22 
8 

3.55 
17. 58 
4.17 
47.36 
15. 32 
15.1 
8.01 
7. 58 
6. 24 
27.34 
46.48 
36.97 
69.39 
10.16 
14.55 
2.64 
17.08 
12.22 
62.83 
34. 95 
8.87 

I. 95 
9.45 

14. 39 
25.67 

3.95 
40.83 
53.35 
74.38 

5. 26 
23.49 
24.39 

8.56 
29.68 

8.25 
111.21 

9. 56 

9.52 
17.81 

8.22 
10. 97 
3968.9 
87.92 
22.57 
12.27 

7.11 

19.2 
21.62 

5.16 
10.65 
10.87 
17.18 

6.79 

5.57 

5.25 
35.98 
25.07 
15.32 

II. 8 
11.07 
13. 52 
41.72 



28.17 
17.51 
fr.37 
15.59 
4.52 
81.46 
32.08 
28.14 
17.67 
7.57 
9.15 
0.25 
92.78 
43.71 
88.27 
24.24 
25. 59 
8.52 ! 
31.29 
20. 56 
118.05 
47.38 
10. 38 
5.91 
14.46 
28.4 
36.38 
6.27 
67.59 
80.31 
70.43 
11.47 
32.23 
34. 32 
17.48 
40, 
2.03 
120.34 
13.14 
21.32 
31.19 
12.01 
13.01 
2993.4 
134.3 
43.26 
18.41 
13.9) 
33.57 
40.52 
11.87 
17.84 
29.49 
33.12 
8.96 
6.2 
10.45 
23.82 
51.31 
20.53 
4.84 
11.16 
29.52 
87.34 



18.29 
9.07 
2.23 
10.48 
3.32 
47.61 
23.95 
16 
7.91 
5.6 
3.47 
1.82 
44.14 
17.4 
46.4) 
9.32 
15.28 
1.53 
17.89 
12.35 
70.74 
12.83 
4.23 
0.06 
7.38 
16.66 
23.07 
1.43 
46.89 
43.91 
17.25 
6.25 
14.46 
14.31 
2.6 
14.17 

I. 02 
77.13 

4.85 
7.91 

12.64 
4.01 
2.13 
2288. 3 

99.52 

24.08 
9.27 
5.13 

16.67 

17.01 
1.01 
3.33 
19.7 

17.09 
2.61 
3.69 
4.39 
9.78 

20.43 

II. 04 
3.81 

10.97 
12. 54 
40.16 



17.71 
9.79 
5.22 

18.82 
2.17 

39.34 
12.4 

12.05 

13.41 
5.2 
7.38 

I. 14 
31.73 

18 
43.74 
9.77 
15.92 
4.27 
15. 24 
17.3 
40.37 
21.37 
3.1 
0. 38 
5. 18 
7. 78 
19.8 
7.01 
28.6 
38. 96 
25. 76 
5.6 
15.9 
19.85 
6 

25.07 
2.13 
62. 86 
2.89 
10.41 
15.48 
6.22 
2. 92 
2955.9 
82.05 
23. 34 

II. 15 
5.29 

15.76 
24.14 

3.43 
10.48 
15.97 

13.5 
2.5 

2.17 

3.56 
19.94 
19.67 
14.54 

3.66 
10.92 
13.67 
51.04 



18 
9.7 
2.73 
18.4 
3. 48 
45.01 
14.81 
14.32 
10.82 
3.31 
6.78 
0. 36 
40.3 
19.87 
44. 85 
12.54 
17. 55 
2. 95 
18.52 
12.09 
58.09 
16.81 
4. 36 
0.65 
5.16 
8.45 
20.09 
5. 93 
43.89 
45. 26 
25. 38 
4 

16.37 
15.3 
2.29 

14.74 
2. 36 

41.38 
5. 55 
6.87 

12.05 
5.16 
3.29 
3122.5 

71.78 

18.79 
6.47 
6.06 

14.92 
29. 
0.49 
4.74 

14. 54 

10. 07 
1.97 
1.88 
2.35 

41.91 

19. 95 
9. 38 
3. 74 
24.1 

12.24 

32.05 



15.1 
5.89 
5.28 
10.07 
2.49 
39.82 
11.1 
13.77 
9.88 
4.16 
5.21 
23.87 
25.53 
6.02 
52.81 
6.96 
16. 09 
4.06 
13.25 
6.4 
48.11 
5.14 
4.23 
0.77 
5. 32 
31.84 
17.18 
4.26 
33. 53 
39.09 
18.75 
3.41 
22.44 
18.54 
4. 26 
20.31 
2.69 
80.76 
9.37 
11.4 
15.29 
2.28 
2.14 
3699. 5 
46. 56 
20.99 
11.75 
3.72 
14.34 
19.12 
5.8 
3.16 
9. 25 
12.12 
4.54 
2.97 
3.24 
13.4 
21.33 
11.56 
10. 34 
19. 82 
17.07 
56.11 



13.03 
4.13 
1.01 
3.67 
1.75 
28.49 
10. 59 
8.35 
9.25 
0.72 
1.62 
15.76 
28.64 
26.42 
42.78 
8.46 
8.5 
0.19 
7.08 
4.7 
45.53 
8.31 
1.66 
3.05 
4.5 
5.87 
15.06 
0. 57 
25. 96 
37.25 
21.39 
2.88 
12.27 
10.27 
1.79 
17. 36 
4. 28 
69.07 
2.32 
5. 99 
6.81 
1.16 
1.1 
1769.3 
49.76 
18.48 
6.28 
3.05 
9.21 
14.81 
0. 59 
0.41 
5.54 
11, 
1 
1 
2 
7, 



13.24 
4.15 
4.58 
7. 35 
12.01 
40.33 



22.53 
8.31 
4.17 
7.99 
2.68 
56.57 
13.67 
17 

II. 18 
5.12 
5.11 

19. 86 
41.28 
8.4 
53.45 
13.11 
14. 57 
6.13 
17.6 
7.15 
67.69 
8.35 
4. 96 
1.2 
6. 56 
7.73 
19. 35 
3. 97 
52.34 
56.98 
27.43 
6.03 
19. 59 
14.08 
6.06 
24.13 
6.87 

III. 98 
10. 71 

7.83 
15.5 
3.63 
3. 35 
603.46 
78.94 
32.32 
10. 74 
2 

17.14 
25.58 
7.29 
3.45 
15. 24 
18. 55 
3.25 
2.62 
1.97 
9.49 
12.88 
3.3 
8. 59 
6.29 
16.77 
43.91 
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Table 384 



HEMBB1000915 

HEMBB1000917 

HEMBB1000927 

HEHBB1 000932 

HEKBB1000933 

HEMBB1000936 

HENB81000939 

HEMBB1000941 

HEMBB1 000947 

HEMBB1Q00954 

HEMBB1000959 

HEMBB10Q0973 

hEMBB1000975 

raBB1000981 

HEMBB1000985 

HEHBB1000991 

KEHB81000996 

HEMB8100100O 

>EMBB1001O04 

HEMBBIOOIOOe 

HBSBI 001011 

HQBB1001014 

HBBB1001020 

HEHBB1001O24 

KK8B1001026 

HEMB81001037 

HE1BB1001042 

HEMBB1001046 

HEMBB1001047 

^MBBt001048 

HEKBB1001051 

HEHBB1001056 

HEMB8100105S 

HEMBB1001060 

HEMBB1001063 

HEHBB1001066 

HBBB1001082 

HBBB10O1095 

HEMB61001096 

HEM&B1001 101 

HQBB1001102 

HEHBB1001104 

HEMBB1001105 

HDBB1001112 

HOBB1001113 

HENBB1001114 

HEMB&100111S 

HEMB81001117 

HBBB1001119 

f£WB1001126 

HEMBB1001133 

HBBB1001137 

HOBB1001142 

toraiooms 

HEIBB 1001 151 
HBB&1001153 
*MBB100115S 
(QCB1001169 
HEMBB1001170 
HWB1001175 

*»iooiin 

KEHB1001182 
HBBB1001192 
10681001199 



26.06 
5.69 
17.9 
14. 04 
73.2 
28.64 
13.01 
55. 55 
13.1 
9.7 
S.31 
7. 09 
3.47 
13.64 
21.62 
46. 57 
7.55 
8. 66 
4. 52 
27.45 
13. 92 
4. 93 
38. 49 
14.35 
36. 33 
29.37 
40.43 
1.02 
3.32 
14. 93 
16.67 
5.76 
13.02 
6.48 
7.02 
12. 88 
19.71 
9.14 
44. 08 
14. 24 
5.29 
38.08 
.44.24 
7. 32 
12.36 
10.5 
5.38 
24 
6.59 
22.85 
2.49 
7.73 
3. 94 
7. 24 
3.26 
3.1 
5.14 
31.33 
8.62 
2.65 
5. 44 
18. 97 
9.02 
4.71 



60. 99 
5.32 
20.69 
31.9 
82.97 
37.39 
16.47 
67.95 
15.93 
14.84 
7.05 
9.47 
3.38 
11.74 
19.08 
60.97 
10.13 
10. 27 
20. 53 
57.49 
18. 59 
5. 88 
45. 64 
17.88 
37.82 
38.91 
19. 68 

3.17 

3.99 
18.87 
10.51 

S.07 
13.37 

6.79 

9.34 
13.51 
21.28 

8. 65 
45. 29 
13.37 

6.01 
39.86 

54.5 
12.27 
16.73 
25.04 

5.54 
32.48 

8.79 
31.95 

4.42 
11.05 

3.85 
10. 68 

6.63 

3.77 

4.68 
46.44 
15.69 

3.14 

6.28 
18.18 

9.64 
4.4 



57.47 
12. 64 
49.41 
58.79 
106.78 
39.34 
24.62 
96.78 
33.36 
29.47 
16.81 
31.63 
0.39 
28.6 
51.54 
104. 38 
19.44 
29.4* 
22.05 
106.29 
22.13 
7.48 
94.13 
33.12 
64. 87 
99.73 
79.17 
4. 37 
7.05 
36. 47 
26.31 
15.19 
20.82 
11.56 
7.27 
18.25 
25.07 
18.5 
88.46 
19. 97 
11.42 
49. 87 
42.57 
12.48 
27.57 
16. 53 
12.69 
48.34 
10.75 
38, 
8.71 

6.48 

17.23 
6.67 
9.66 
9.64 
55.42 
19.05 
5. 

5.09 
22.47 
12.65 
13.79 



26.29 
3.03 
20.99 
23.84 
17.69 
11.49 
8.79 
34.29 
11.69 
10.7 

I. 63 
11.47 

0.25 
8.77 
22.07 
49.12 
15.43 
13.94 
7.15 
36.82 
8.85 
5. 94 
52.12 
21.84 
35.84 
42.44 
12.87 
2.13 
6.87 
38.03 
24.66 
9.62 
14.04 
3.09 
6.14 

II. 13 
26.2 
8.62 

46.23 
9.53 
4.54 

41.44 

26.76 
6.67 

10.87 
8.31 
5. 57 
30.8 
5.08 

19.87 
2.43 
0.73 
2.73 
5.39 
3.5 
1.47 
3.27 
27.9 
7.59 
4.52 
1.64 
9.28 
5.82 
2.26 



36.05 
4.44 
18.29 
30.24 
17.17 
17.42 
10.18 
51.94 
15.06 
10.34 

2.59 
11.07 

0.11 

7.91 
25.82 
52.31 

7.58 
12.61 

7.85 
29.09 

6.12 

4.03 
43.15 
15.86 
31.03 
38.61 
30.43 

2.63 

5.14 
15.11 
18.42 
10.04 
12.97 
7.6 

6. 79 

9.67 
26.41 

9.69 
37.21 
14.04 

5.69 

36.7 
34.74 

5.72 
11.17 

9.62 

5.33 
26.94 

5.94 
19.28 

5.35 

0. 56 

4. 

7. 

3 

2 

3 



34.88 
11.25 
2.61 
3.43 
11.35 
4.73 
2.76 



22.49 
3.24 
12.76 
22.56 
51.59 
18.08 
11.8 
34. 02 
7.82 
IK 24 

I. 53 
10. 69 

0. 78 
9.41 
18.12 
37.69 
7.76 
10.4 
4.71 
41.72 
13.6 
6.17 
44 
15.33 
31.81 
41.96 
38. 57 

I. 33 
9.57 

21.97 
23. 37 
7.15 
13.5 
8. 52 
5.01 

II. 92 
15. 74 

8. 93 
42.49 

14.7 

5.17 
31.13 
25.96 

6.06 

II. 23 
7.81 
6.84 

25.33 
5.54 

19. 37 
3. 57 
0.68 
2.68 
5.26 
2.34 
1.7 
3.55 

25.03 
8.63 
4.91 
6.94 

10. 35 
5.18 
5. 59 



27.81 

2.96 
18.76 
24.51 
30.19 

9.46 
13.33 
64. 38 
14.81 
13.58 

2.83 
11.63 

2. 64 
10.88 

29.3 
58.02 
25. 49 

13. 32 
7. 51 

54. 86 
9. 78 
3. 66 
42.48 
12.31 
34. 99 
49.51 
43.54 
J. 19 
4.92 
9.91 
16.85 
7.61 
13.64 
5.42 
6.52 
6. 97 

14. 59 
5.69 

31 
13.73 
5.82 
23.82 
40.78 
2.52 
11.03 
7.26 
5. 79 
34 
5.24 
24.09 
4.22 
7.84 
2.5 
4. 34 
0. 95 
2.21 
2.97 
41.78 
12.14 
2.72 
2.77 
7.83 
6.79 
3.91 



17. 27 
0.58 
15. 57 
13.79 
46.68 
19.76 
5.75 
50.22 
8.66 
8.18 
0 

4.69 
0.48 
6.85 
14.45 
46.82 
7.93 
7.07 
4.91 
25.83 
8.17 
1.76 
28.95 
9.54 
27.91 
23.14 
27.06 
0 

2.39 
8.51 
8.02 
2.99 
8.33 
2.73 
5.39 
9.12 

12.53 
6. 23 

20.55 
9. 26 
3.61 

16.12 

32.97 
6.54 
6.35 
S. 53 
8.01 
33.8 
3.59 
9.52 
0.99 
6.26 
3.32 
3.98 
2.94 
0 

1.38 
26.83 
5. 58 
1.86 
2. 32 
8. 39 
2.78 
3.02 



27.94 
2.57 
19.4 
19.35 
77.12 
21.12 i 
13.18 
47.74 
11.7 
14.09 
2.89 
9. 55 

3.5 
13. 87 
17. 75 
42. 32 
12. 48 
9.02 
9. 37 
43.51 
13.65 

2.96 
25.72 
11.76 
28.23 
48.42 
24.73 

2.81 

5.02 
13. 37 
15.72 

9.72 
17.02 

5. 08 
11.16 
12.67 
27.86 

9. 72 
25.13 
15.99 

6.55 
29.93 
47.69 

5.01 
13.81 
13.76 
10.93 
46.28 

5.78 
26.55 

2.59 
16.01 

8.04 
7.6 

4.05 

1.53 

2.99 
37.34 

9.38 

6.12 

6.91 
8.5 

10.91 

2.96 
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Table 385 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEH8B1001200 

HEMBB1001208 

KQBB10042O9 

KIBB1001210 

HEHBB1001215 

HDBB1 001217 

KMBB1001218 

HEIBB1Q01221 

HEMBB1001224 

IOBB1001230 

HEMBB1001234 

HEMBB1001235 

HEHBB1001237 

(€MBB1001242 

HEMBB1001244 

HEMBB1 001249 

HEMB81001253 

HEMBB1001254 

HEMBB1001268 

HEMBB1001267 

HEMBB1001271 

HEMBB1001282 

KEMB81001287 

KEK8B1001288 

J€MBB1001289 

HEMBB1001290 

1OBB1001294 

HEBBB1001299 

KEK8B1 001302 

HEHBB1 001304 

ffiMBBIOOUU 

HEK8B1001315 

HEMBB1001317 

HEMBBJ0O1326 

f€JBB100U31 

HEHBB1001335 

HEISB1001337 

HEM8B100U3S 

HD8B1001344 

HEHBB100U48 

HBBB1001348 

*O8Bl001350 

HBBB1001356 

HEKB1Q01364 

HEIBB100I366 

HBB61001367 

HEH81001369 

KKB1001380 

HEMBB1001381 

HEHBB1001384 

HEMBB1001387 

HEMBB1001394 

HEWB1 001407 

HEMBB1001410 

hOBB 100141 3 

t€*B1001419 

KBB1001421 

KMBB1001424 

f«BB1001426 

HEMBB1001429 

HEMBB1001436 

JHBB1001443 

fOBBI 001449 

HEBB1001454 



13.2 
18.63 
6.61 
2.22 
9.7 
10. SI 
6 

26.87 
16.71 
17.23 
6.94 
4.87 
5.75 
16.88 
35.65 
22.08 
28.9 
7.43 
69.19 
104.19 
34. 55 
9.97 
3.47 
15. 95 
22.37 
4.47 
300.12 
11.76 
14.9 
20. 54 
6.45 
4.17 
58. 08 
7.12 
60.43 
0. 53 
19.31 
6.1 
11.08 
14.51 
2.18 
52.05 
7. 52 
8.27 
11.82 
34.9 
13. 59 
5.78 
7.8 
64. 99 
12.67 
1.26 
7.9 
2.04 
4.48 
11.47 
5.76 
2.91 
14.06 
6.88 
18.71 
19.58 
35.58 
4.44 



15. 34 
26.31 
9.43 
5.57 
12.03 
10.25 
5.57 
26.88 
16.42 
21.95 
12.6 
3.91 
2.45 
13.35 
49.79 
31.03 
34.49 
6.21 
45. 43 
98.07 
33.29 
10.71 
3.55 
79.12 
27.51 
6.46 
442.69 
27.27 
20.75 
137.19 
11.88 
4.2 
165.69 
11.9 
105.03 
0.14 
21.8 
5.5 
7.69 
8.09 
3.12 
108.41 
9.31 
9. 27 
16. 33 
33.46 
34.47 
6. 69 
18.4 
90.97 
18.5 
2.69 
11.42 
3.94 
4.13 
23.84 
4.41 
4.4 
23.97 
11.32 
17.94 
21.95 
35. 95 
10.09 



26.9 
21.34 
16.7* 
9.4 
15.37 
17.62 

10.2 
47.38 
17.84 
42.64 
13.24 

I. 57 
7.86 

16.55 
60.5 
56.18 
70.42 
17. 96 
92.09 
152. 36 
51.36 
15.91 
8.03 
35.23 
58.3 
15.08 
478.77 
23.84 
33.76 
27. 35 
16.63 

II. 99 
115.47 

25.13 
131 

1.28 
38.53 
14.98 
21.58 
19.68 
12.35 
129. 66 
26.43 
21.55 
29.77 
79.86 
15.16 
14. 57 
21.36 
10.61 
30. 56 

4.65 
30.12 

3.61 

8.65 
24. 98 
16.42 

4.11 
51.32 
20.01 
33.05 

43 

71.7 
10.48 



9.43 
16.48 

4.47 

5.43 
9.6 

6.77 

5.12 
27.34 

3.84 
15.78 

4. 58 
0 

3.45 
9.1 
32.41 
21.17 
28.32 
4.5 
93.11 
13.92 
34.34 
7.88 
3.1 
25.95 
21.33 
5. 02 
294.44 
14. 94 
16.74 
22.15 
9.21 
3.59 
26.35 
9.45 
66.61 
1.92 
21.67 
6. 52 
3.98 
7.72 
0.43 
78.51 
13.44 
13.04 
17.62 
33. 05 
9.61 
4.06 
7.96 
0.27 
17. 22 
6.43 
19.8 
2.6 
5.53 
19.26 
7.89 
0.76 
27. 45 
14.76 
24.24 
20. 44 
35.81 
10.32 



12.58 
23.59 
13.17 
2.97 
10.02 
6.49 
3.8 
25.86 
6.91 
20. 28 
8.31 
1.12 
3.48 
8.16 
25. 43 
2S.84 
28. 95 
6.62 
71.97 
33.06 
20. 46 
6.97 

I. 84 
31.84 

26.2 
4.85 
431.41 
18.67 
10.48 
29.27 
7.91 
3.25 
66.22 
10.76 
74.76 
0.74 
17.28 
5. 57 
10.13 
9. 53 
2.84 
93.58 
18.12 
8.88 
9.11 
29.6 
17.82 
3.91 
16.58 
3.72 
19.87 
2.24 
14.97 
2.74 
3.83 
14.85 

II. 28 

0 

25.66 
14.71 
11.69 
16.81 
35.7 
5.73 



11.64 
6.33 
7. 28 
2.71 
9.52 
7.62 
3.11 

18.24 
9. 28 

10.72 
8. 14 
0.17 

I. 87 
9.95 

27. 28 
20,21 
21.57 

3. 53 
69.72 

57.1 
23.71 

9.33 

1.48 
28. 36 

17.4 
3 

291.22 
41.4 

13.15 
12.7 
6.84 
2. 94 

33. 54 
5. 58 

59.35 
0.41 

16.88 
3.43 
4.45 
5.04 
1.52 

81.19 
16, 

12.02 
9.15 

26.79 
9.58 
3 

12.19 
0.15 

15.36 
3.63 

II. 43 
2.85 

5.6 
15.61 
6.94 
0.56 
29 
20 
16.55 
19.91 
39.37 
8.72 



13.65 

19.57 
9.02 
2.73 
8. 36 

10. 25 
4.86 
28 
7.94 

28.16 
5. 53 

I. 32 
2.9 

11.54 
45. 76 
27. 38 
41.19 
4. 22 
54. 64 
34. 39 
30.23 
8. 95 
2.02 
30.82 
27.36 
3.41 
536.94 
14. 69 
15.46 
29.77 
9. 36 
5.12 
41.88 
7. 57 
124.09 
1.38 
20.3 
4. 24 
6.01 

II. 31 
3.82 

64. 58 
11.29 

9.82 
17. 69 
45. 62 
10, 33 

3.91 
13.62 
67.41 
19.61 

0.47 
10.87 

1.42 

1.34 
11.95 

5. 16 

5.88 
16.69 
10. 35 
21.47 
22.72 
42.62 

4. 72 



8.01 
7.02 
4.73 

I. 63 
4.91 
4.74 
3.23 

17.58 
2. 93 
18.31 
1.54 
0.88 
1.6 
6.31 
28.88 
14. 91 
24.41 
0.83 
34.46 
45.65 
24.87 
7.26 
1.47 
15.48 
15.96 
2.52 
211.14 
12.85 
13.18 
14.5 
5.15 
2.66 
11.39 
2.53 
50.05 
0 

14.12 
2.59 
7.37 
3.15 
0.54 

43.45 
5.29 
4.71 

10.49 

23.04 

II. 36 
2.87 
2.72 

60.83 
9.65 
1.11 
6.27 
0.21 
2.67 
7.31 
2.14 
1.84 
8.5 
6.2 
12.B9 
13.56 
30.92 
2.95 



17.32 
6.33 
7.13 
4.83 
10. 29 
16.86 
6.96 
20.46 
4.93 
25.4 
8.42 
4.29 
4.06 
10.57 
37.22 
24.06 
34.07 
3.95 
57 
70. 55 
29.48 
10.691 
1.7 
12.44 
26 
3. 43 
291.4 
20.6 
16.41 
13. 73 
7. 34 
3. 24 
13.42 
8.72 
41.99 
1.24 
26.23 
4.91 
4.42 
5.25 
2. 87 
65.59 
11.49 
9.74 
12.4S 
29. 37 
4.3 
4.28 
8.14 
3.42 
12.99 
0.58 
10.35 
2.14 
1.9 
16. 96 
5.02 
0.07 
8.91 
12. 32 
21.69 
24.01 
51.15 
5.93 



t* *f 
8 
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Table 386 



ffillBB100145B 

HEKB1001461 

HEM8S1UH463 

HBBB1001464 

h£MBB100l466 

HOBB1001482 

HEMBB1001500 

HEMBB 100 1505 

HEMBB1Q01521 

HEMBB1001527 

HEHBB1001530 

HEHBB1001531 

HEHBB1001532 

KEM8B1001535 

HEKBB1001S36 

HEMBB1001S37 

HEMBB1001542 

HEMBB1O01543 

HEHBB1001547 

HEMBB1001548 

HEMBB1001551 

HEMBB1O01555 

HEMB81001562 

HEMBB1001S64 

HEMBB1001565 

HEMBB1001569 

HBMB81001573 

HEHBB1001585 

t£MBB1001586 

HEMBB 100 1588 

HEMBB1001595 

HEMBB 1001 596 

HEffiB 100 1599 

HEMBB 100 1603 

HEMBB1001606 

HEMBB1001612 

HEM81001618 

HEMBB10O1619 

HO»81001623 

HEMB81001625 

HEMBB1001630 

HEMBB1001635 

HEMBB1001637 

HEMBB1 001 641 

J€)BB1001653 

JOBB1001665 

HEMB1001666 

HEIBB1001667 

HEMBB1001668 

H&KBB1001669 

HEMB81001670 

WMB81001673 

HEMB81G01675 

HEMBB1001679 

HEMBB1001684 

HEMBB 100 1685 

HEB8B1O01695 

f£UBB1001703 

HBM10017O4 

HBBB1001706 

HQBB1001707 

f€MBB1001717 

HEMBB1001731 

*€MBB1001734 



9. 69 
19.67 
19. 56 
28.01 
15. 16 
17. 23 
41.82 
20.94 
8. 53 
2. 99 
3.48 
36.17 
17. 53 
12. 38 
66. 38 
11.79 
14. 96 
23.66 
23. 94 
3.11 
3.8 
8.19 
17.05 
38. 37 
18.11 
18. 83 
3.68 
31.55 
19.62 
3.6 
10. 36 
50. 23 
12.08 
15.69 
8.92 
12.97 
47. 24 
21.53 
32. 27 
8. 57 
10.5 
8.75 
32. 58 
50.01 
12.57 
3.93 
19. 92 
16.89 
4. 06 
4.2 
46. 37 
67.96 
17.04 
6.24 
10.61 
5. 57 
5.09 
4.68 
5.61 
7.42 
3.87 
14.88 
39.25 
5.17 



12.19 
23.1 
21.33 
27.99 
15.92 
20.81 
45. 54 
22. 59 
7.62 
3.88 
3.01 
50.68 
24.2 
16.91 
84.8 
11.39 
22.23 
28.65 
50.04 
4.4 
7.07 
9. 59 
18.48 
SO 
21.08 
22.86 
5. 99 
42.11 
27.08 
1.4 
11.37 
70.48 
19.55 
23.5 
10.53 
18.3 
51.05 
28.8 
35.63 
7.58 
14.13 
10. 43 
33.36 
60. 79 
22.18 
2.53 
21.89 
20.47 
3.82 
4.89 
46.73 
61.75 
14.33 
17.91 
21.58 
8.99 
9. 94 
6.84 
7.68 
2.91 
5.86 
12.76 
68.03 
6.48 



21.36 
39.56 
35.61 
31 
27.83 
35. 32 
68.26 
32.35 

10.6 

4. 38 

4. 27 
53.86 
32.45 
23.89 
143. 72 
16.93 
29.71, 
30. 691 
39. 45 

5.6 
10.09 
15.51 
38.18 
64. 37 

35.2 
28. 98 

8.15 
57.35 

60.2 
8.8 
25. 05 
94. 67 
22. 95 
36. 56 
14.14 
27. 94 
53.93 
35.45 
43.91 
12.04 
23.29 
14.63 

51.7 
92.28 
30.48 

9.42 
36. 37 
51.29 
13.97 
17.86 
48.84 
141.78 
30. 97 
21.96 
17.28 
14.97 
17.45 
16.43 
21.01 

5.37 

5.44 
30. 35 
95.93 
12.05 



34.84 
20.5 
31.93 
14.62 
19.85 
19.01 
37.83 
26.78 
8.16 
4.6 
1.8 
24.43 
18.39 
12.47 
91.2 
9.29 
13.95 
20.28 
14.74 
1.9 
4.64 
4.72 
19. 29 
49.41 
23.9 
20.6 
7.26 
32.5 
25.12 
2.53 
8.69 
85.43 
3.76 
18. 96 
3.61 
17.56 
31.05 
21.69 
23.19 
5.34 
7.12 
5.84 
33.85 
48.36 
17.59 
3.83 
13.51 
17.31 
2.65 
5.72 
13.56 
71.26 
18.1 
5.19 
4.97 
3.84 
5.82 
5.87 
10.94 
4.07 
3.17 
13.57 
39.11 
1.52 



17. 29 
28.42 
33.77 
14.82 
13.38 
19 
39.48 
22.08 
6.3 
7.15 
4.75 
15.05 
15.75 
13.36 
78.03 
11.02 
16.64 
24.21 
15.27 

I. 94 
4.24 
6.09 

13.39 
38.27 
18.29 
18.61 

5. 87 
28. 22 
17.34 

0. 56 
10.88 
78.99 
11.11 
19.27 

II. 6 
18.03 

43.7 

15.6 
16.98 
5.5 

9.43 
10.39 
36.86 
49. 96 
15.29 

1.95 
17.12 
18.04 

3.74 
6.1 
78.84 

44.3 
10.45 

4.96 
9.8 

6.75 
8.3 

6.69 
17.96 

5.66 

4.08 
11.78 
36.32 

7.19 



10.08 
24.75 
43.28 
15.04 
15.96 
19. 25 
37.77 
24.15 
6.64 
3.37 
3.13 
19.86 
13.6 
10.82 
69.03 
10.91 
16.35 
31.58 
12.72 
2.29 
4.26 
5.64 
17.57 
48.76 
10.69 
17.83 
2.52 
32.05 
21.21 
1.81 
9.92 
83.08 
7.77 
14.23 
8.26 
14.45 
40. 99 
18.53 
32.29 
6.91 
7.75 
7.88 
33.36 
43.85 
13.82 
2.69 
14.78 
14.47 
1.89 
3.19 
42.13 
44.21 
10.58 
3.87 
7.91 
3.87 
5.19 
4.05 
9.05 
4.18 
5.01 
8. 58 
32.38 
2.49 



13.2 
17.54 
30.72 
16.45 

13.7 
19.83 

46.2 
26.64 

6.41 
3 

7.05 
14.37 
15.22 
9.04 
101.64 
6.73 
12.71 
17.34 
12.08 
3.65 
3.14 
3.45 
16.22 
40. 56 
18.09 
18. 18 
10.81 
31.45 
21.42 
2.28 
9.72 
60.67 
4.14 
19.02 
6.12 
13.69 
38.7 
19. 99 
44.61 
4.26 
11.72 
13.65 
45.82 
47. 93 
24.06 
2.78 
11.97 
10.43 
2. 27 
6.26 
34. 32 
62.82 
21.47 
10.86 
15.07 
5.52 
6.66 
8.72 
14.4 
6.33 
5.27 
13.5 
46.55 
5.94 



9.97 
14.4 
20. 68 
13.58 
10.31 
14.79 
37.01 
17.19 
3.73 

I. 09 
4.01 
19.2 

13.76 
12.27 
71.92 
5.87 
5.92 
19. 58 
2.84 
4.19 
1.65 
5. 22 
12.15 
25.46 
9.6 
11.82 
4.11 
26.22 
13.56 
0. 36 
7.65 
47.9 
3.06 
14.12 
2.83 
13.84 
45.72 
9. 27 
25.32 
3.63 
5.74 
6.62 
19.62 
38.87 
13.06 
1.9 
10.86 
9.14 
0.07 
1.74 
15.02 
56.55 
8.1 
6.26 
5.39 
1.65 
2.16 
2.46 
6.3 
3.36 
1.48 

II. 39 
35.06 

1.69 



12.41 
25.15 
36.42 
23.87 
15.02 
21.88 
39.45 
32.59 
7.14 
4.09 
3.15 
25.31 
17.31 
13.78 
118.47 
10.85 
15.48 
58.07 
4.52 
3.74 
6.16 
5.59 
22. 52 
46.57 
15.5 
14.18 
5.2 
33.57 
26.31 
3.78 
13.65 
57.78 
5.8 
17.69 
3.66 
21.14 
63.89 
17.16 
56.22 
6.59 
8.87 
10.88 
25.12 
56.74 
30.12 
1 

17.21 
14.45 
2. 33 
4.46 
19. 72 
66.02 
12.88 
6.43 
2.51 
2.86 
2. 97 
4.64 
9.45 
3.19 
7.88 
12.48 
44.86 
6.44 
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Table 387 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEMBB10G1735 

KEMBB1001736 

>€1»B1081747 

HEMB81001749 

HEHBB10O1753 

HEHBB10017S6 

fdffiB1001757 

KMBB100176O 

HEMBB1001762 

«MBB1001780 

HEMBB1001785 

HBfflB 100 1788 

HEMBB1001793 

KHBB1001797 

HEMBB1001802 

HEM8B1001812 

HEHBB1001815 

HEKB1001816 

HEWB1001831 

IOBB1001834 

HEWB1001838 

HEHBB1001839 

KUBB1001841 

HEMBB1001844 

HEMB81001847 

HEMBB1001848 

HEMBB100185O 

HEUBB1001859 

HEMB81001863 

HEMB81001867 

HEMBB1001868 

KBBB1001869 

HEMBB1001B72 

►©©81001874 

ra»B1001875 

HEHBB1001880 

WHBB1001899 

HEMB81001903 

HEMBB1001905 

HEM8B1001906 

HEHB1001908 

HEMBB1001910 

KHBB1001911 

HEMBB100T915 

HEVBB1001921 

HEMBB1001922 

fdffi81001925 

HEMBB1001930 

HOBB1001944 

HEM8B100194S 

HEWB1001947 

KEMB81001950 

HEHB1001952 

HQBB1001953 

10881001957 

%VB61001959 

HEMB61001962 

HEMB81001967 

HBBB1001973 

KHBB1001978 

>BffiB1001983 

HBBB1001987 

HEMB81001988 

HEMBBIOO1990 



41.8 
7.77 
2.69 
10.28 
10.3 
6. S3 

7.8 
14.27 

0.8 
13.76 
6.49 
25.43 

5.14 
14.78 
13.95 
19. 94 
11.81 
17. 77 

8.13 

14.4 
30.28 
14.36 
25.77 
15.48 
17.89 

4. 85 
38.14 
30.81 

3.46 

14.5 

5.84 
54.86 

6.07 
3 

12.99 
18.04 
34.29 

8.16 
28.16 

4.65 

2.42 
5.2 
29.98 
21.14 

7.15 
17.41 
13.97 
40.03 

I. 94 

II. 9 
12.74 
17. 57 
26.14 

17.2 
5.93 
4.28 
11.92 
34.68 
28.25 
70.1 
4.69 
10.55 
9.33 
26.2 



74.33 
13.39 
8.82 
24. 28 
11.05 
8.08 
24.09 
19.82 
3.04 
23.09 
12.36 
19.69 
15.25 
27.69 
6.42 
26.82 
IS. 53 
23.19 
8.07 
18 
39.5 
16.68 
32.45 
34.84 
27.89 

5.43 
52.12 
27.05 

3.98 
16.62 

8.18 
64. 59 
11.98 

3.3 

18.2 
17.79 
45. 59 
10.41 
29.19 

5.05 
5.7 
10.62 
51.31 
31.44 
10.68 
22.59 

12.3 
59.19 

5.58 
14.15 

2.15 
25.59 
33.12 
26.64 

5.66 

3.66 
43.87 
44.03 
35.18 
95.85 

4.06 
12.27 

7.22 
19.68 



131.1 
28.59 
13.53 
26.11 

20.9 
12.86 
26.61 
42.06 

8.27 
49.83 
24.07 
45.01 

7.48 
37.34 
12.11 
51.97 
37.64 
75. 37 
23.31 
35.74 
43.48 

38.4 
51.17 
44.55 
60.83 
11.29 
78.88 
59.36 

8. 32 
28.09 
12.72 
94. 37 

13.6 

6.61 
23.61 
33.89 
63.32 
29.09 

50, 
9. 
6 

10. 84 
56.74 
37.82 
16.34 
26.93 
26. 77 
73.92 
8 

28. 25 
16.64 
40. 32 
47. 22 
33 

12. 29 
11.59 
27.13 
60.34 
38.62 
135.62 
8.04 
28. 
23. 
27.76 



48.7 
8. 57 
4.41 
5.15 
9.25 
3.9 
6.4 
14.81 
0.57 
16.38 
15.82 
19 
1.07 
12.45 
6 

30.77 
17.99 
26.22 
9. 34 
22.13 
42. 55 
17.83 
33.9 
31 
26.2 
3.58 
56.18 
68.19 
5.64 
12. 79 
7.12 
86.31 
18.66 
4. 59 
26.52 
31.27 
39.63 
6.47 
33.46 
6. 27 
5.21 
8.51 
43.98 
20.71 
7.38 
13.84 
11.6 
44.03 
6.66 
12.61 
14.03 
25.51 
23.32 
20.18 
2.67 
1.82 
12.9 
44.77 
28. 67 
108.46 
3.84 
12.58 
8.24 
43.3 



40.13 
9.16 
6.88 
8.2 
9.8 
3.99 
12.83 
14.45 
4.82 
14.53 
12.17 
16.71 
13.29 
18.06 
9.1 
23.99 
17.45 
24.8 
10.75 
11.64 
36.92 
16. 75 
26.13 
24.08 
23.47 
4.51 
68.55 
35. 46 
4.36 
10. 98 
6.24 
67.89 
9.46 
12. 05 
29.44 
17.63 
32.89 
10. 69 
32. 78 
6.88 
4.63 
10.51 
49.16 
15.99 
7.15 
10. 93 
11.78 
41.91 
4.5 
15.86 
14.01 
11.85 
21.94 
17.54 
5.82 
2.82 
32. 94 
38.71 
29.33 
60.16 
5.22 
12.32 
11.34 
26.68 



60.42 
5.35 
3.98 
10.2 
9.74 
4.72 
5.96 
11.21 
0.71 
12.62 
15.29 
23.01 
8 

22.63 
3.62 
24. 59 
14.83 
18.06 
10.45 
13.05 
34.82 
14.74 
25.07 
23.04 
23. 52 
3.65 
53. 58 
57.28 
4 

12.92 

5.61 
82.85 

7.21 
11.19 

24 
20.15 
31.82 
12.17 
32.37 

4.65 
6.7 

9.98 
34.13 

14 

5.66 
18.21 

10.4 
43.37 

5.16 
30.85 
12.25 

16.5 
24. 22 
17.43 
5.6 

5. 97 
14. 36 
38.73 
21.67 
80.87 

5. 54 
11.95 

8. 88 
36.79 



53.81 
8.09 
4.96 
5.99 
6.82 
5 

11.18 
17.24 
2.56 
15.44 
9.31 
19. 54 
16.96 
22. 37 
4.89 
25.74 
20.39 
30.17 
10.25 
15.55 
31.2 
12.83 
27.91 
21.12 
21.19 
6.07 
61.43 
19.8 
7. 82 
14.13 
8.09 
80.48 
18.78 
3.13 
34.89 
14.84 
35.58 
9.48 
33.69 
7. 25 
4.19 
6. 79 
49.74 
18.9 
5.97 
23.02 
15.51 
40.7 
2. 67 
15.45 
15.71 
13. 53 
34. 78 
18.02 
4.01 
1.57 
12.1 
44. 26 
37.28 
54. 72 
5.15 
11.85 
13.31 
27.71 



28. 45 
5.45 

I. 05 
4.27 
5.36 
3.97 

14.36 
9.18 
0.81 
6.8 
2.84 
20. 38 
8. 27 
14.75 
7.62 
15.27 
13.54 
15. 34 
3.73 
10.35 
18.99 
10.7 
22.04 
16.3 
9.97 
3.08 
34.94 
14.26 
2.45 
8.77 
8.94 
51.3 
6. 55 
1.36 
17. 55 
10. 37 
26.2 
4. 66 
21.9 
6.26 
0.96 
2.76 
26.26 
21.96 
5.19 

II. 95 
12.85 
31.14 

2.16 
10. 36 
4. 99 
12.65 
37.99 
10.46 
5.73 
2.64 
15.99 
27.2 
18. B7 
61.03 
3.31 
6.54 
6. 56 
13.13 



63.52 
9.42 
3.48 
10.01 
10.12 
3.65 
9.41 
15.44 
3.52 
13.71 
7.32 
26.43 
6.44 
11.18 
4.73 
19.71 
19.43 
21.15 
10.62 
12.6 
16.41 
10.84 
19. 78 
25.7 
20.24 
5.61 
43.46 
20.24 
4.74 
15.8 
8.48 
89. 82 
10.02 
5.74 
28.83 
14.08 
35. 72 
7.91 
33.71 
9.65 
5.33 
7.39 
62.6 
29. 35 
7.01 
17. 79 
15. 94 
54.53 
4.4 
15.75 
12. 24 
19.84 
49.1 
24.03 
6.62 
3.72 
21 
37. 33 
23.03 
86.88 
5. 57 
23. 57 
9.69 
24.3 
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KHBB1001996 

KKB1001997 

KEHB81001999 

KEMB81 002002 

HEMBB1 002005 

HEMBB1 002009 

hembbi 00201 3 

HEMBBI 00201 5 

HEHBB1002024 

HEMB81002035 

HEJB81002039 

HEMBB1002041 

HEMBB1002042 

HEMBB1002043 

HEMBB1 002044 

*OBB1 002045 

HEMBB 1002049 

HEMBB10020SO 

KEJB810020S1 

HDBB1 002068 

HEKB81002069 

HEIB81002075 

HEMBB1002079 

HEW61002080 

HEMB81002082 

HEMBB1002084 

KEMB81002088 

HEMBB1002092 

HEMBB1C02094 

HEMBB1002103 

HEMBB1002109 

HEMBB1002115 

HEB8B1002120 

telBB1002121 

HEMBBI 002 134 

*OBB1002136 

HEMBBI 002 138 

HEMBB1002139 

MEM8B1002141 

HEMBB1002142 

«IBB1002145 

HDBB1002152 

KNBB1002162 

HEMB61002173 

HEHB81002189 

KEHB81O0219O 

HEU610021S3 

HEMB81002217 

HEMBB1O02218 

HEMBB1002228 

HEIBB1002232 

HEM8B1002245 

HEMBB1002247 

HEMB81002249 

KEMBB10022S4 

HEMBB100225S 

HEMBB1002266 

HEMB81002271 

HBBB1002280 

HBBB1002296 

>£MBB1002300 

1QBB1002302 

HEMBB1002306 

HEMBB1002316 



27.04 
14.71 
15.2 
6.41 
13.93 
13.81 
35.52 
17.64 
5.8 
52.65 
4.95 
26.99 
7.32 
15. 38 
6.28 
13.55 
20.72 
12. BJ 
28.94 
64.56 
20.88 
15.68 
27.46 
27.32 
11.54 
17.19 
4.86 
144. 34 
15.12 
5. 46 
59.58 
5.46 
6.4 
19.45 
10.91 
18.33 
50.09 
8.36 
9.19 
6.36 
10.49 
24.88 
46.61 
3. 55 
5.91 
8.05 
13.5 
11.76 
25.74 
108.24 
10.76 
29.32 
23.04 
8.45 
13. 55 
24 
19.55 
8.4 
0 

13.25 
7.2 
8.19 
4.46 
9.41 



42.61 
23.01 
22.46 
8.68 

14.9 
20. 37 
43.43 
16.37 

10.6 
85.52 

5.73 
42.34 

8.11 
16.33 

7.19 
14.05 

21.4 
16.25 
18.92 
61.13 
27.08 
17.27 
41.14 
43.03 
12.93 
20.49 

8.19 
116.11 
19. 26 

7.53 
63.46 
60.72 

5.75 
25.43 
24.24 
18.78 
51.59 
15.47 
16.96 

8. 37 
16.24 

22.9 
80.75 

25.4 

5.36 

5.19 
31.42 
15.56 
52.63 
64. 59 
24. 39 
39.47 

30.4 
5.4 

8.54 
39. 55 

37.2 
14.75 

1.32 
17.07 
17.96 

9.95 

4.94 
18.69 



48.67 
29.3 
20; 51 
14.02 
24. 54 
28.5 
61.55 
26.67 
13.79 
32.75 
12.99 
59.33 
15.44 
33.37 
15.99 
38.81 
45.82, 
37.04 
52.44 
134.22 
36.85 
22.02 
33.47 

71.5 
24.86 
48.44 
14.88 
135.03 
35.12 
11.18 
107.06 
14.77 

12 
55.52 
43.39 
45.57 
110.11 
10.43 

13, 

8.62 
32.26 
59.51 
107.44 

7.84 
11.91 

7.81 
40.95 
34.59 
73.43 
214.25 
31.98 
46.03 
36.26 

12 

22.22 
56.2 
69: 12 
33.73 
3 

48.86 
22.84 
13.55 
10.04 
11 



17.55 
15.9 
t3.68 
3.86 
14.07 
12.9 
22.34 
10.62 

2.3 
21.71 
4. 99 
33.42 
8.43 
9.15 
4.63 
21.11 
13.96 
11.52 
23.53 
53.82 
26.67 
11.81 
23.15 
48.33 

5.24 
15.57 

4.12 
45.77 
17. 76 
8.4 
62.19 
39.13 

2.74 
28. 56 
24.03 
23.81 
35.51 

4. 01 
1.9 

2.74 

9.14 

8.84 
66. 24 

5.45 

4.49 

3.82 
12.51 
12.72 
32.82 
80. 62 
19.41 
33.69 
21.55 
9.1 

9.35 
39.15 

27.4 
16.63 

1.59 
29.84 
22.43 
11.87 

8.42 

13.6 



24.82 
17.15 

17.9 

4.69 
12.64 
13.24 
25.52 
13.94 

5.04 
70.63 
10.04 
31.41 

5.37 
15.16 

6.03 
17.68 
20.22 
18.46 
26.05 

39.3 
17.79 
12.44 
21.35 
38.81 
21.72 
24. 56 
8 

56. 49 
15. 07 

4.51 
50. 92 
16.84 

5.51 
24.08 
23.79 
13.25 
42.15 

4.89 
10.98 

2.82 
12.19 
21.58 

81.5 
25.86 

4.74 

3.51 
15.71 
11.26 
28.59 
78.36 
21.33 
25.42 
23.11 

8.18 
11.14 
37.05 
30.03 
15.77 

2.57 
17.46 

7.83 

6.29 

4.47 
12.17 



16. 56 
12.6 
14. 36 
7.48 
13.23 
9.2 
25.39 
14.86 
3.13 
38. 58 
5. 87 
30. 59 
4.7 
12.75 
3.49 
16.3 
15.6 
11.6 
15.13 
49. 08 
16. 95 
12.63 
9. 24 
19.92 
15. 36 
30.61 
4.95 
60.46 
8.88 
4.6 
51.12 
5.85 
2.64 
19.83 
24.09 
20.44 
39.79 
4.74 
7 

2.25 
10.34 

20. 

44.12 
14.76 
3.73 
3.24 
29.81 
16.37 
24.52 
108.65 
17.37 
30.62 
19.18 
7.58 
10.19 
37.31 
37.09 
17.75 
0.19 
25.16 
12.63 
9.78 
9.84 
15.43 



28.17 
18.98 
19. 76 
2. 32 
24.2 
14. 63 
38. 97 
13.44 
2.77 
40.44 
7.91 
35.5 
6.95 
12.63 
8. 95 
14. 27 
21.11 
18.41 
33.91 
48.07 
23.6 
5.87 
13.25 
37.68 
15.59 
24.16 
6.55 
15.5 
14. 96 
8.52 
65.01 
5.92 
3.13 
25.58 
19. 26 
11.9 
27.69 
7.89 
5.65 
4.04 
12.54 
34.39 
82.89 
4.91 
7.69 
3.4 
30.17 
17.63 
35.6 
166.71 
22.17 
28.25 
30.01 
2.92 
5.38 
39.64 
27.79 
17.9 
2.26 
17 
8. 34 
7.21 
5.18 
7. 32 



23.4 
11.27 
8.32 
2.31 
15.6 
11.53 
23.31 
9 

I. 85 
20.7 
2.61 

25.94 
4.45 

10.91 
3.61 
7.83 

13.82 
9.54 

14.41 

48.15 

16.68 
5.58 

11.63 

22.99 
4.71 

14. 34 
2.38 

25.51 
9.23 
3.47 
50.9 
6.74 
1.57 

15.89 
8.44 

15.85 

28.58 
6.83 
7.53 
2.02 
5.18 

10.44 

47.69 
5. 53 
4.5 
1.73 

23.34 

II. 07 
20.64 

123.42 
6.39 
20. 36 
21.82 
2.96 
9. 93 
23. 55 
17.42 
8.81 
0 

14.47 
8.09 
2.24 
3.92 
2.42 



25. 36 

17.5 
11.63 

9.35 

24.4 
16.62 

36.2 
13.73 
3.6 
17.84 

3.57 
36.66 

6.64 
12.91 

5.78 
17.45 
17 

14.5 
28.65 
30. 52 
23.73 
11.32 
12. 65 
28. 59 

14 
22.35 

8.06 
16.94 
22.31 

4.97 
42 

5 

3.49 
20.17 
14.1 
24.31 
25.22 
4.81 
4.35 
5.71 
7.82 
7.92 
70.76 
5.99 
2.15 
2.03 
31.46 
12. 
25.88 
65.1 
14.13 
26 
18.27 
4.18 
4.18 
35.88 
23.42 
11.82 
1.09 
20.56 
9.04 
3.19 
6.24 
6.96 
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Table 389 



KHBB1002326 

HEHBB 1 002327 

KEMBB 1002 329 

HEHB81002340 

KEHBB1002342 

HEHBB10023S8 

JOBB1002359 

IEHBB1002364 

HEHB81002366 

HEHBB1002371 

HEK8B1 002381 

HHBB1002383 

HEMBB1 002387 

HEHBB 1 002409 

*€HBB1002413 

HEHBBI002415 

HEKBB1 002424 

KQBB1 002425 

HEHBB1 002427 

HEHBB1 002442 

HEH881 002447 

HEHB81 002453 

HEHBB 1002457 

HEMBB1002458 

HBI3B1002463 

tEHBBI 002465 

ffiMBB1002477 

HEHBB 1002479 

HQBB1002489 

HEHBB 1 002492 

HEHBB100249S 

HEHB81002502 

HEHBB1002509 

HEHBB1002510 

HEHB8100252O 

HEH8B1002522 

HEHBB1002527 

HEHBB 1002530 

HEHBB1002531 

HEH881 002534 

HBBB1 002536 

HEMBB1 002544 

HEHBB 1002545 

HEHBB1002550 

HEHB81002556 

HEHB81002S71 

H9881002579 

HEHB81002582 

HEH8810O2584 

HEMBB10O2587 

HEHBB10O259O 

HEICB1002596 

HEHBB1O026OO 

HEMB10O2601 

HQSB1002603 

IEHBB1002607 

HEHB81002610 

KHBB10O2613 

HEHBB100Z614 

HEHBB10O2615 

f€HBB10O2617 

HEHBB 1 002623 

HEHBB1 002624 

HBIBB1002631 



6,79 
29.86 
12.21 
3.57 
6.21 
32.09 
3.96 
3.43 
7.13 
17.53 
7.92 
135.68 
23. 79 
13.31 
3.49 
2.64 
6.07 
4.48 
29.25 
6.2 
110.71 
5.36 
16.89 
23.11 
24.77 
3. 27 
4.25 
20.58 
48.69 
11.53 
5.18 
34.71 
11.07 
28.51 
14.34 
27.23 
2. 56 
5.16 
26.73 
27.18 
13.04 
23 
3.59 
7.33 
19.36 
7.32 
3.21 
9.95 
4.7 
8.59 
27.91 
9.4 
7. 35 
13. 59 
4.01 
5. 59 
6.17 
5.1 
108.18 
3. 76 
15.34 
43.46 
20.45 
12.8 



10.97 
39.37 
17.09 
5.21 
7.8 
38.53 
3.69 
4.07 
10.16 
29.76 
12.33 



11.32 
46. 64 
28.57 
5. 98 
10.28 
65.28 
6.45 
8.33 
14.56 
21.32 
16.15 



179.56 228.28 
23.11 43.55 



12.51 
3.12 
3.61 
9.92 
7.81 
30.49 
17.54 
207.61 
5. 98 
16.27 
31.15 
42.25 
5.17 
7.51 
32.93 
62.6 
17.66 
3.21 
31.95 
15.55 
45.37 
15.62 
55.84 
2.91 
6.33 
31.41 
46.28 
20.55 
32.2 
4.33 
13.21 
24.38 
4.72 
4.8 
12.82 
5. 64 
15.17 
31.34 
9.36 
8.89 
25.38 
4. 35 
8.75 
9.3 
6.85 



22.34 
9.08 
7. 39 
9. 9? 
11.5 
60.22 
17.42 
155.4 
9. 95 
19.17 
52.26 
57.37 
9.01 
5.14 
33.42 
67. 58 
26.19 
9.5 
38.03 
26.84 
36.84 
18.28 
54.45 
5.88 
11.67 
45. 92 
57.65 
23.13 
43.29 
9.7 
13.27 
22.91 
8.5 
10.5 
19.84 
13. 38 
29.93 
78.12 
12.16 
8.63 
25.69 
8.49 
13.05 
18.74 
16.57 



118.26 257.79 



4.74 
16.43 
62.43 

39.7 
24.72 



6.46 
20.69 
70.11 

56. 

22.26 



21.02 
28.75 
18.73 
7.77 
6 

39.45 
3.93 
6.97 
9. 95 
21.87 
8. 95 
286.57 
20.25 
8.77 
4.81 
2.66 
6.37 
5.69 
43.33 
9.79 
83.72 
2. 72 
6.78 
31.43 
32.51 
3.69 
7.06 
17.09 
34.04 
13.16 
2.92 
46.31 
12.73 
31.94 
10.3 
41.8 
1.86 
5.25 
22.42 
25.13 
9. 22 
21.03 
5.81 
3.83 
7.66 
4.01 
2.3 
6.39 
4. 24 
11.81 
45.05 
12.87 
4.2 
13.58 
3.09 
6.25 
7.02 
4.47 
160.19 
3.53 
14.06 
89. 32 
29.45 
5.67 



12.83 

34.27 
8.27 
3. 22 
3.29 

32.86 
4. 64 
4.3 
9.83 

21.71 
3. 96 



6.76 
35.49 
19.71 
9.25 
3.42 
34.65 
4. 39 
5.26 
9.89 
16.54 
8.62 



191.47 226.83 
12.08 15.04 



11.21 
2. 78 
2.05 
9 

9.56 
23. 55 
7.28 
84.2 
2. 55 
17.09 
27.93 
37.48 
4.27 
3.76 
21.13 
44.48 
10.94 
4. 34 
31.48 
16.51 
38.1 
7.17 
39.6 
2.03 
3.42 
21.99 
29.76 
13.07 
30.23 
3 

6.5 
11.05 
3.71 
2.64 
6. 66 
5.58 
13.87 
22.1 
8.92 
3.37 
12.98 
3.23 
8.3 
8.85 
6.62 
127.61 
4.89 
10.46 
59.95 
24.85 
13.71 



10.89 
4 

3.42 
12.89 
5.52 
33.03 
9.01 
96.3 
3.56 
11.88 
29. 52 
24.85 
4.31 
4.24 
16.76 
57. 32 
12.55 
3.1 
35. 99 
11.29 
20.25 
4.37 
28.31 
3.34 
5.09 
29.07 
23.09 
13 

27.52 
3.66 
4.73 

11.87 
2.33 
2.3 
6.74 
5.79 

11.06 

24.36 
9.94 
4.13 

10.65 
2. 33 
3.46 
5.16 
3.43 
115.27 
3.11 
7. 36 

64.13 

24.11 
7.87 



6.12 
23.76 
9.42 
5.09 
3.33 
33.44 
3.95 
4.27 
9.48 
9.41 
4.76 
107.86 
3.85 
4.44 
1.3 
0. 86 
6.72 
4.13 
24.65 
4. 36 
26.65 
2.41 
7.07 
25.75 
28.18 
3.51 

I. 98 
11.95 

35.3 

II. 2 
3.82 

26.54 
10.77 
23.53 
1.27 
15. 32 
1.71 
4.28 
24.79 
34.17 
15.33 
19.17 
1.12 
2.81 
7.3 
1.87 
2.51 
3.36 
3.53 
10. 85 
21.48 
3. 39 
3.83 
15. 53 
3.4 
5.04 
5.21 
4.07 
80.95 
2.31 
16.03 
46.57 
26.5 
12.49 



3.86 
23. 05 
11.59 
2.16 
3. 85 
21.57 
0. 63 
1.48 
6.6 
9.09 
5.05 
116. 89 
6.21 
4. 37 
1.85 
1.28 
4.73 
1.79 
22.4 
12.11 
37.71 
1.81 
5.54 
14. 57 
20.41 
0.9 
3.33 
15. 32 
36.02 
5.85 
2.25 
23.82 
7 

21.31 
2.73 

22. 78 
1.04 
2.92 
13.7 

26.17 

12.24 

15.09 
0. 96 
3.61 
3.24 
1.16 
1.04 
2.01 
1.46 
4.49 

22.81 
4.59 
2.53 

14.47 
1.13 
2.83 
2.01 
1.86 

70. 77 
1.56 
9.38 
40.6 
22.1 
14.6 



6.53 
28.43 
11.1 
1.79 
5.15 
27.85 
2.74 
3.01 
10.03 
4.87 
4.4 
120.62 
4.42 
4,87 

I. 66 
2.41 
6.15 
5.11 

31.01 
11.81 
31.85 
3.86 
6.6 
26.97 
30.3 
2.26 
2.58 
21.36 
39.44 
15. 28 
3.88 
25.15 
12.74 
17.08 
3.96 
36.38 
2.87 
7.5 
18.84 
36.08 
18.4 
14.85 
13.79 
2.61 
5.41 
2.04 
2.73 
3. 49 
2.34 

II. 04 
39.4 

5.2 
0.85 
12.11 
1.07 
4.29 
3. 82 
3.63 
100.61 
0.85 
12.23 
51.16 
22.65 
9.64 
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Table 390 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEHBB1002635 
HEMBB1 002644 
HEMBB10O2654 
fOBB10Q2661 
HEIBB1002663 
HEK8B1002664 
(SKBB1002677 
HEMBB1002683 408. 
HBIBB1Q02684 
HEMBB1002686 
HEHBB1002692 
HEMBB1002693 
KEH3B 1002697 
HEM881002699 
HEHB81002702 
HEHBB1002705 
HEMBB1002712 
1MR321000028 
IMR321000031 
1MR321000034 
1MR321000039 
IHR321000044 
IHR321000063 
WR32100OO85 
WR321000O89 
IHR32 1000091 
LIYER1000004 
LIVER1000008 
LIVER1000011 
LIVER1000022 
LIVER1000025 
LIVER1000030 
LIVER100Q045 
LIVER1000046 
LIVER1000072 
LIVER 1000077 
LIVER1000080 
UYER1000086 
LIYER1000O92 
LIVER100009S 
LIVER 10 00097 
LIVER1000098 
LIVER10OO1OO 
LIVER1000101 
LIVER1000106 
LIVER100O1O8 
LIVER1000I1S 
LIYER1000120 
LIVER1000138 
LIVER1000146 
UVER100014S 
LIVER1000157 
LIVERI0O0I81 
L1VER10OOI67 
LIVER1000174 
LIVER1000185 
LIVER1000187 
LIVER1000190 



LIVER1000I92 
MAWA1000009 
MAMA10O0015 
HAINA10O0O19 



52 
IB 
78 
71 

HAWA10O0O2OI1O1.37 
HAMA1 000024] 19.83 



3.81 
6.38 
44.15 
16.29 
12.29 
26.04 
2.85 
U2 
5.89 
2.08 
6.27 
37.13 
12.19 
12.29 
4.21 
42.01 
82.07 
2.68 
7. 53 
9.42 
1.72 
5.65 

to. SI 

3.33 
3.15 
59.8 
4.13 
10.35 
59.6 
2.42 
11.19 
5.79 
4.77 
23.39 
9.51 
51 
07 
03 



7 
5 
11 

10.59 
51.53 
8. 95 
41.49 
3.55 
44.76 
3. 93 
6.19 
1.31 
5.87 
5.5 
4.13 
10.81 
4. 51 
85.1 
9.34 
14. 38 
15. 55 
40.28 
13.01 
3. 
5. 
5. 
8. 



5 

7.38 
47.27 
22.35 
20.14 
27. 32 

4.67 
530.85 
14.15 

2.21 

8.28 
59.89 
19.73 

7.97 

4. 82 
58.09 
113. 22 

4.75 
10.04 
10. 78 
2 

7. 
11 
5. 
5. 



.08 
.67 
.05 
.89 



78.47 
4.93 
13.6 

50. 92 
3.87 

21.41 
4.25 
5.86 

30. 93 

20. 72 
7.91 
5. 78 

13.61 

15.75 

68. 53 
15.6 

40. 97 
4.13 

62.72 
4.77 
8.29 
3.43 
8 

7.3 
5.06 
16.45 
3.83 
101.44 
7.8 
23.84 
11.69 
72.32 
13.24 
6.68 
9.12 
4.65 
5.86 
73.62 
36.9 



11.37 
19.6 
9a.- 11 
33. 51 
24. 54 
31.97 
7. 35 
581.04 
21.74 
13.73 
18.48 
50.13 
29.39 
29.87 
9.81 
92.41 
149. 92„ 
13.62 f 
0 

32.44 

2.81 
18. 45 
19.12 

6.66 
14.29 
131.41 

5.75 
22.11 
129.92 

7.13 
14.85 

9.83 

5.47 
40.35 
24.34 
13.85 
10. 96 
23. 46 
23.53 
98. 85 
14.45 
103.47 

7.44 
55. 32 

8.45 
14. 94 

5.31 
12.35 
19.82 

8.45 
14.93 

6.67 
127.49 
16.08 
29.19 
24.81 
62.92 
16.57 

4.51 

9.31 
11.74 
17. 78 
112.56 
36.17 



1.21 
6.87 
55.06 
18.43 
5.77 
12.71 

I. 19 
161.92 

5.64 
0.94 
7.56 
8.16 
11.74 
3.99 
4.02 
42.52 
77.66 
4.72 
0. 26 
15.73 
3.07 
11.11 
13.18 
2.61 
4. 37 
171.62 
3.08 

II. 7 
124.27 

5.18 
14. 92 
9. 98 
6.22 
28.67 
17.51 
13.46 
6.47 
8. 67 
19.18 
69.98 
10.75 
50.66 
3.5 
36.92 
2.61 
4.01 
1.07 
7.59 
7.01 
8.15 
9.86 
3.38 
155.4 
6.28 
10.08 
3.86 
52.19 
5.85 
4.92 
4.2 
5.4 
9. 05 
134. 32 
7.46 



3.62 
6.62 

50. 78 
18.3 

16.48 

14. 38 
3.8 

536.41 
5.67 
2.87 
4.81 
9.08 
11.32 
12.05 
2.81 
47. 93 
93. 78 
4.88 

15. 99 
16.03 

3.78 
7.14 
11.6 
3.29 
6.53 
125.26 
2.76 
10. 53 
66.83 
2.89 
17. 52 
5.67 
7.71 
14.67 
14. 57 
8.07 
4. 34 
23.05 
22.61 
49.46 
13.82 
24.2 
3.68 
31.17 
3.61 
4 

1.91 
6.45 
10.38 
4.26 
11.05 
5.06 
95.91 
7.39 
10.54 
12.76 
53.14 
5.19 
4.75 
4.16 
3.83 
5. 32 
82.42 
24.94 



1.06 
5.91 
51.15 
14.62 
12.72 
12.28 
1.22 
322.12 
5.5 
1.96 
4.6 
32.77 
12.96 
3.69 
2.59 
35.39 
72.72 
2.62 
0.79 
17.46 
1.79 
7.03 
12.05 
3.45 
5.77 
143.68 
4.02 
14.7 
94.45 
5.96 
18.14 
5.82 
6.61 
17.18 
15.78 
9.05 
6.39 
12.3 
13.71 
69.44 
9.14 
43. 26 
3.78 
34.9 
4.62 
6. 54 
1.17 
6.85 
6. 37 
4.91 
13. 74 
4. 69 
123.47 
6.18 
10.6 
7.24 
45.8 
5.07 
3.34 
3.51 
5.36 
5.22 
106.51 
15.61 



2 

7.04 
27.74 
15.42 
3.66 
15.87 
2.56 
493.61 
2.78 
2. 53 
4.23 
12.89 
13.01 
6.19 
2.32 
82.62 
96.78 
2.74 
7.55 
6. 96 
0.76 
4.83 
6.47 
1.96 
3. 28 
43.76 
2.18 
11.26 
48.23 
3.99 
8 
4 
4 
8. 
8. 
5 



.19 
.77 
.81 
.63 
,13 
.23 



3.86 

11.46 
8.85 

74.79 
5.8 

26.16 
2.58 

40. 25 
2.14 
5.47 
0.78 
5.23 
5. 23 
1.55 
6.11 
1.48 

63.19 
4.07 
4.27 
6.4 

30.48 
2.85 
0. 75 
1.94 
2.48 
3.67 

82.61 

12. 77 



1.05 
3.57 
20.25 
10.61 
7.87 
10.5 
0. 54 
190.86 
0. 53 
0.03 
1.22 
24.23 
7.86 
2.34 
3.46 
52.43 
72.75 
1.07 
3.43 
5.24 
0 

2.08 
7.76 
0.92 
1.07 

27.21 
1.07 
5.83 

37.68 
0.8S 
3.93 
2.89 
3.96 

19.03 
9.06 
4.4 
2.15 
8.1 
6.69 

43.47 
2.85 

32.27 
3.54 

36.83 
3. 23 
6.84 
1.21 
2.59 
4.12 
2.41 
8.29 
2.24 
53.6 
3.11 
1.62 
3.76 

15.14 
4.77 
1.7 
1.4 
1.65 
4.83 

44.53 

15. 51 



2.82 
7.83 

41.98 

19.12 
3.2 
16 
2.04 
318.34 
2.33 
2.4 
6.95 

25.51 

10.37 
1.91 
2.32 

59.52 

86.71 
1.92 
9.54 
7.94 
1.77 
3.62 
7.56 
3.07 
2.45 

45.98 
1.36 

10.54 

48.06 
2.2 
7.48 
3.63 
4.97 

18.73 

13.17 
6.07 
4. 56 

16.78 
7.35 

64.56 
3.46 

27.07 
3.3 

38.75 
3.22 
5.37 
1.27 
6.22 
9.23 
3.37 
5.5 
4.29 

81.33 
4.06 
4.26 
4.58 

10.77 
5.27 
3.55 
2.13 
3. IS 
8.34 
81.2 
6.89 
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Table 391 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



MAWA100002S 
MAMMA1000043 
MAMIA1000045 
HAMM 000046 
MAIMA100Q0S5 
MAMMA1 000057 
MAIMA1000O6O 
MAIMA1 000069 143 
NAJUA1 000084 
MAMMA 1 000085 
IIAIMA1 000092 
MAW A1 000096 
MAMMA 1000097 
MAMMA1Q00102 
MAMLA1 000103 
MAMMA1000106 
MAMMA1000117 
MAMMA1000118 
MAMMA1O0O129 
MAMMA1000133 
MAMMA1 000134 
MAWA1000139 
MAMMA1000141 
MAMHA1000143 
MAMMA10D0150 
MAMMA1O00155 
HAMIA1000163 
MAHMA1O00171 
MAMMA1000173 
MAMMA1000175 
MAMMA1000183 
MAMMA1000191 
MAWA1000192 
IIAMMA1000193 
MAMMA1000198 
MAMMA1O0D2O4 
MAMMA1000207 
MAMMA 1 0002 M 
MAMMA1000220 
MAWA1000221 
MAMMA1 000226 
MAMMA 1 000227 
MAMMA1 000230 
MAWA1 000241 
HAMMA100024S 
HAHMtAl 000248 
MAWA100Q251 
MAWA 1000254 
MAMMA 1000257 
MAWA1 000262 
MAMMA1 000264 
MAWA1 000266 
MAMMA 1000270 
MAMMA1 000271 
MAWA1000277 
MA1HA1000278 
MAWA1O00279 
MAMMA1000283 
MAWA1000284 
MAWA1000287 
MAWA100Q294 
MAMMA1 000298 
MAWA1000302 
MAWA1 000303 



3.49 
8.59 
9.03 
41.47 
10.6 
3.76 
10.21 
75 
3.34 
3.86 

I. 88 
3.52 
4. 98 

16.31 
24.25 
8.95 
2.83 
8.06 
4 

5.05 
7.25 
8.81 
10.59 
47.46 
7.57 
11.41 
15.02 
7.6 
6.75 
3.46 
25.33 
5.92 

II. 99 
3.19 

47. 4B 
11.23 
12.4 
6.42 
22.52 
10.4 
13.64 
14. 38 
3.53 
2.76 
6.45 
21.38 
5.31 
2.32 
2.97 
45.74 
9.34 
0.66 
13.12 
3.88 
41.4 
11.35 
3.26 
29.38 
5. 55 
18.44 
14.59 
4.06 
3.99 
1.77 



6.73 
8.02 
8.98 
53.57 
18.89 
2.41 
8.2 
270.15 
5.16 
4.9 
4.62 
3.48 
3.73 
20.65 
30.87 
10.76 
6.06 
8.77 
2.76 
7.04 
6.71 
13.92 
12.38 
88.55 
5.6 
12.76 
19.25 
10.37 
5.29 
6.59 
42.54 
8.95 
14. 56 
3.37 
56.45 
12.69 
7.47 
8.75 
15.12 
16.64 
11.97 
17.15 
5.09 
3.88 
7.89 
25.61 
4.84 
3.23 
3.77 
36.4 
12.72 
1 

14.9 
3.72 

51.52 

16.91 
3.91 

33.95 
5. 62 

27.31 
17.3 
4.13 
3.46 
4.16 



9.73 
15.22 
17.21 
56.97 
12.32 
12.19 
18.54 
259.45 
10.93 
7.86 
8. 98 
7.14 
8.88 
29.78 
39.49 
22.4 
12. 12, 
19.51 
5.79 
6.39 
12.23 
27.94 
22.86 
73. 36 
14.19 
22.27 
32.92 
13.24 
9. 57 
11.02 
44.08 
18.7 
36.16 
6.86 
65.4 
25.02 
19.55 
15.08 
36. 99 
24. 93 
28.4 
40.21 
7.34 
6. 29 
22.51 
55.84 
10.73 
8. 55 
9.11 
0 

36.1 

3.04 
18.21 

7.35 
103. 66 

37 

6. 49 
49.97 

6.77 
36.41 
29.88 

7.44 
11.09 

5.21 



4.76 
6.68 
It. 43 
30.34 
4.6 
2.23 
5.99 
49.26 
3.47 
4.65 
3.96 
2.58 
2.04 
15. 97 
18.45 
12.82 
2.65 
14. 56 
3.46 
3.71 
3.97 
9. 57 
16.46 
60.42 
2.79 
10.11 
19.25 
2. 98 
2.32 
3.52 
23.65 
5.23 
26.22 
4. 95 
32.82 
6.96 
6.26 
9.58 
5.02 
5.03 
5.25 
23.86 
3.64 
2.63 
9.95 
30. 22 
2.94 
2.43 
1.37 
0.39 
26.8 
2.63 
14.67 
4.08 
30.74 
22.57 
3.15 
69.77 
4.76 
15.51 
19.53 
4.06 
6.9 
2.14 



8.15 
3. 56 
6.71 
27. 99 
6. 26 
1.8 
7.11 
67.48 
4.79 
4.18 
2.75 
2.53 
2.02 
14.1 
29.7 
11.13 
4.11 
12.82 
3.6 
2.31 
5.46 
7.21 
15.91 
67.69 
8.22 
6.62 
12.39 
2.32 
2.23 
2.3 
35.89 
6.43 
18. 77 
4.82 
40. 48 
11.44 
5.09 
9.32 
6.29 
11.07 
12.91 
16.67 
2.92 
1.66 
8. 51 
20.66 
4.44 
2.71 
3.58 
0 

15.94 
2.61 

11.46 
3.89 
33.8 

16.53 
3.6 

34.21 
4.06 
4. 83 
15.7 
5.42 
6.86 
3.15 



5.09 
4.76 
9.34 
31.56 
5.89 
1.43 
5.88 
38.63 
2.05 
4.46 
3.09 
2.5 
1.49 
11.62 
17. 72 
10.63 
2.11 
9.23 
1.79 
3.3 
2.89 
7.44 
12.46 
52. 39 
2.73 
6.85 
13.68 
1.89 

I. 04 
2.43 

24.05 
6.14 

12.98 
4. 54 

46.35 
9.78 
4.84 
7.56 
6.82 
6.49 
9. 41 

19.14 
4.31 
1.65 
9. 68 

19.73 
3.42 
1.01 
0.82 
0 
23 
0. 59 

II. 77 
3.79 

53.69 
16.11 
2.86 
54.3 
5.69 
9.89 
20.07 
8 

5.91 
3.07 



3.99 
2.11 
5. 16 

37.45 
3.62 
1.21 
5. 98 

33. 36 
3 

2.36 
2.27 
0.67 
1.93 

28.48 

21.24 
6. 32 
5.97 
5.17 
1.7 
8. 78 
5.9 
10.8 
8. 35 

70.22 
5.6 
2.76 

10.19 

r.54 

2.07 
3.53 

16. 46 
3.97 
9. 82 
1.06 

28.71 
5.53 
6.03 
7.33 
6. 38 
6.69 
26 

13.63 
1.76 
1.27 
6.76 

24.19 
3.67 
0.9 
2.27 

34.58 
7.31 
0.15 
8.4 
1.47 

17.12 

10. 35 
2.52 

27.86 
4.18 
4. 34 

17.98 
4.25 
4. 93 
3. 83 



1.9 
1.9 
4.47 

30.61 
4.44 
1.53 
4.17 

39.16 
0.67 
1.98 
0.07 
1.83 
0.71 

21.84 

13.56 
4.47 
1.27 
8.7 
2.01 
9. 22 
4. 64 
7. 32 
6.81 

26.61 
1.58 
1.55 
9.3 
1.28 
1.37 

I. 51 
12. 47 

2. 29 
7.53 
1.39 

22.96 
7.76 
8. 39 
4.95 
3.87 
3.21 

12. 92 
7. 29 
1.24 
0.15 
3.1 

II. 24 
1.S3 
0. 97 
0. 96 

23.42 
7.06 
0 

9.61 
2.83 

13.52 
6.71 
0. 56 

21.79 
2.05 
3.99 
12.1 
2.39 
2.1 
0.5 



3.02 
6.1 
6. 29 

48.64 
2.53 
2.81 
6.29 

49.31 
2.88 
8. 94 
1.18 
1.35 

I. 64 
17.26 

7.51 
6.45 
1.18 

14. 06 
2.69 
3.38 
5.77 

10.69 
8. 
57.3 
3.48 
4.85 

14.14 
1.33 
0. 99 
2. 66 

14.16 
6.56 

II. 64 
2.14 

42.97 
6 

7.97 
7.33 
3.09 
1.94 
3 

12.46 
2.65 
1.78 
4.13 

13.89 
2.11 
0.54 
1.23 

46.99 
9.25 
1 

6.99 
1. 

16.27 

12.84 
1.77 

21.83 
4.21 
2.59 

15.45 
4.19 
3.71 
1.85 



t t 



*t tt 
t * 
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10 



15 



20 



25 



30 



35 



40 



45 



50 
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UAWA1O0O3O5 

MAWA10D0307 

HAWA1000309 

MAWA1O0O312 

MAWA1000313 

MAWA1000331 

MAWA1000335 

MAWA100O339 

UAHHA1000340 

IIAWA1 000348 

MAWA1 000356 

HAWA1 000358 

MAWA1000360 

MAWA1000361 

VAWA1O0O363 

HAWA1000370 

UAMIA1000371 

HAWA1 000372 

KAWA1000385 

NAWA1 000388 

HAWA 1000395 

HAMMA1 000402 

MAWA1000403 

MAWA1000410 

UAWA1000413 

HAWA1000414 

MAWA1000416 

MAWA1000421 

MAWA1000422 

HAWA1000423 

MAMA 1000424 

KAWA1000429 

UAWAl 000431 

MAWA1000432 

MAWA1000437 

MAMA 1000444 

HAWA 1 000446 

MAWA 1000449 

KAWA1000457 

NAWA1000458 

MAWA1000468 

MAWA1000472 

MAWA1000473 

MAWA10Q0477 

MAWA1000478 

MAWA1000483 

MAWA1000490 

NAWA1000496 

MAWA1000500 

MAWA1000501 

MAWA100O5O3 

HAMMA1000506 

MAWA1000510 

MAWA1000515 

MAWA1000516 

HAWA1000S22 

MAWA1000524 

MAWA1000526 

MAWA1000534 

HAWA 1000541 

MAWA1000550 

MAWA1000556 

MAWA1000S69 

HAWA 1000565 



32.01 
7.32 
13.21 
3.8 
5.23 
3.57 

I. 93 
4.85 
13.8 

6.6 
48.67 
9.54 
4.42 
62.5 
4. 98 
5.17 
2.39 
17,51 
2. 59 
15.23 
2.71 
17.65 
4.76 
8.38 
13.08 
26.2 
93.85 
12.39 
142.54 
5.22 
16.73 
9. 36 
1.71 
63.4 
7. 75 
7.3 
72. 49 
18.1 
18.4 
7.78 
16.03 
6.66 
18. 92 
3.29 
3.8 
141.82 

II. 74 
29. 48 

4.21 
3.3 
8. 55 
19.56 
6.43 
16. 44 
5.05 
27.99 
5.97 
3. 99 
20.75 
7.6 
2.63 
761.19 
6.09 
3.15 



34.24 
11.17 
12.45 
4.66 
3.78 
2.97 
3.97 
7.71 
21.06 
5.86 
74.66 
13.7 
6.35 
108.93 
6.13 
12.45 
4. 39 
21.43 
3.13 
16. 36 
2.65 
14.83 
5.81 
10. 39 
31.41 
35.15 
138.41 
14.43 
131.07 
2.76 
20. 92 
15. 84 
4.16 
133.96 
15.03 
9.64 
65. 48 
22.35 
25.87 
16.72 
28.35 
14.63 
28.23 
5.76 
4. 66 
256. 33 
16.92 
25.33 
8.78 
3. 92 
8.62 
37.71 
9.68 
20.18 
38. 96 
43.17 
11.73 
4. 53 
20. 93 
8.83 
1.99 
1381.9 
5.3 
5.75 



58.88 

15.9 
16.-6T 

7. 38 

8.22 

7.78 
7.5 

8.76 
20.06 
10.24 
87.35 
18.74 
14.28 
116.66 

8.18 
10.14 

9.15 
34.07 

9.36 
27.37 

9.67 
40.38 

8.95 
14.35 
34.59 
53.64 
125.21 
18. 48 
148.31 

10.5 
35. 59 
18.54 

6.38 
122.67 
14.39 

12.3 
72.84 
31.63 

17 
16.75 
43.07 
17. 94 
28.07 

7.67 

7.21 
267.79 
30.01 
53.38 
19.16 
7 

11.61 
40. 79 
12.68 
30.29 
14.92 
68. 38 
10.41 
7.16 
19.83 
11.36 
8.54 
1153 
11.69 
13.35 



37.52 
9. 52 

13.37 
5.51 
6.32 
3.29 
5.14 
4.7 

19.65 
5. 86 

53.83 
8. 76 
5.25 
101.62 
4.8 
5.35 
3. 68 

12.37 

4. 39 
8.49 
2.23 

21.39 
2.66 
8.64 
25.16 
41.13 
46.14 
7.65 
147. 75 

5. 24 
20.88 

7. 22 
1.45 
9. 74 

12. 33 
7.17 

97.16 

13. 49 
2. 76 
9. 69 
20.2 
8. 59 

15. 83 
2.77 
2.84 

98. 09 

11.37 

30.03 
2.1 
5.4 
8. 76 

41.28 
S.8 

25.14 
3. 26 

38.83 
4.38 
4.83 

14.18 
1.44 
2.03 
543. 64 
2.67 
1.46 



42.02 
5.29 
8.5 
4.44 
8.18 
3.56 
3.16 
9. 96 
20.75 
4.39 
37.37 
9.05 
6.74 
117.16 
3.56 
7.18 
6.58 
14.77 
3.21 
18. 09 
1.16 
34. 95 
5.93 
10. 52 
26.53 
33.28 
53.85 
12.15 
137.43 
3.96 
21.28 
10.71 
4.13 
51.75 
7.79 
6.74 
57.65 
17.76 
17.71 
10.94 
27.28 
8.34 
15.65 
2.69 
2.45 
257.9 
13.37 
31.05 
8.22 
3.37 
3.91 
34.62 
8.42 
20.54 
5.69 
18.51 
10.1 
4.31 
15.4 
4.17 
3.94 
1435.2 
3.19 
4.28 



39.78 
9 

6.68 
4. 58 
4.37 
6.01 
3.87 
8.63 
20 
5.28 

46.65 
7.26 
5.72 
105.86 
6.25 
7.58 
4.68 

13.39 
2.85 

20.18 
2.27 

27.07 
4.73 
7.1 

19; 73 

34.97 

91.17 

12.39 
173. 26 
3.14 

23. 97 
6.57 
3.04 

20.93 
9.82 
4.04 

80.67 
14 

11 
4.65 

30. 25 
7. 38 

17.15 
3.84 
2.89 
180.98 
11.4 

22.35 
5.73 
3.89 
6.21 

14. 86 
5.47 

20.81 
7.88 

22.66 
5.92 
6.82 

10.89 
2.11 
1.32 
1032.9 
2.37 
0. 82 



30.9 

4.83 
5.45 
3.65 
4.06 
3.84 
4.24 
2.97 

20.39 
1.91 

35.71 
6.27 
3.05 

87.17 
3.82 
3.49 
2.76 

11.25 
3.43 

11.94 
1.54 

11.67 
3.53 
6.79 

20.54 

22.92 

35.64 
5.74 
122.42 
2.65 

15.73 
4.21 
2.28 

35.92 
5.47 
4. 84 
67.4 

17. 72 
15.1 
4. 37 

21.32 
4.92 

17. 93 
2.99 
2.43 
169.43 

15. 98 

19.18 
7.01 
2.1 
3.65 

17.29 
7. 38 

15.29 

10. 33 

24.69 
5.73 
4. 96 

14.95 
2.2 
3. 32 

1229.3 
2.27 
2. 16 



18.25 
4.75 
4.69 
2.16 

I. 99 
1.96 
1.18 
1.94 

11.88 
2.51 

39.77 
7.75 
4. 95 

73.39 
2.21 
1.29 
1.36 

17.12 
3.75 

20.32 
2.51 
5.88 
2.03 
5.15 
9.59 
16.5 

64. 76 
4.49 
112.28 
0.29 

II. 76 
3.75 
2.32 

64. 94 
8.03 
3.63 

46.57 

12.22 
3.75 
2.84 
9.68 
4.41 

13.07 
1.75 
1.21 

158.7 
7.97 

13.04 
0.97 
0.03 
2.45 

25. 75 
4.77 
9.87 
1.91 

20.61 
2.46 
1.75 

12.85 
1.84 
0.71 
435. 34 
0.61 
0.1 



28. 49 
5.32 
8. 26 
2.53 
2. 36 
2.66 
2.51 
3.31 
a. 29 
3.44 

39. 98 
6.04 
4.76 
114.81 
3.44 
2.83 
2.71 
32.9 
2.78 

17.28 
1.57 
6.61 
3.28 
5.87 

10.58 

31.45 
53.2 
4.48 

99.77 
3.52 

16.32 
2.1 
2.5 

54.93 

11.07 
6.39 

58. 28 

IS. 97 

16.53 
7.72 

14. 64 
8.54 

20. 76 
1.93 
0.87 
175. 76 

17.05 

15.93 
6.78 
4.12 
1.88 
7.33 
5.1 

15.02 
1.96 
23 
2.76 
1.88 

11.39 
1.98 
2.83 
855. 29 
3.09 
1.13 
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MAMMA1 000567 
UA1MA10Q0576 
MAMMA1 000582 
MAWAI 000583 
MANMA1000585 
MAWA1000567 
MAWA1000591 
MAWAI 000594 
UAMUA1 000597 
MAMVA1 000605 
MAWAI 0006 12 
MAMHA1000614 
MAWA1000616 
MAWA1000621 
MAWA1000623 
MAWAI 000625 
MANNA1 000635 
MAWAI 000643 
MAWAI 000646 
MAWAI 000652 
MAWAI 000657 
MAWAI 000664 
MAWAI 000667 
MAWA1 000668 
MAWAI 000669 
MAWA10O0670 
MAMMA1 000672 
MAMHA1000681 
MAWA1000684 
MAWA1000696 
MAMHA1000702 
MAMHA10007O6 
MAWA1 000707 
MAWAI 000713 
MAMMA1000714 
MAWA1000718 
MAWA1000720 
MAWAI 000723 
MAMMA1 000731 
MAWAI 000732 
MAWA1000733 
MAWAI 0007 34 
MAWA1000736 
MAWA1O00738 
MAMMA1000744 
MAWA10Q0746 
MAWAI 000748 
MAWA10007S1 
XAWA1000752 
MAWAI 000757 
MAWA1000760 
MAWA1000761 
MAWAI 000775 
MAWA1000776 
KAWA1000778 
MAWAI OC0761 
MAWAI 000782 
MAMMA 1000784 
MAWA1000768 
MAWA1000798 
MAWAI 000802 
MAWA1000810 
MAWAI 00081 3 
MAWA 10008 14 



2.63 
14.4 
342.62 
3.44 
10.36 
9.1 
24.67 
25. 66 
10.5 
8. 03 
3.76 
8.91 
10.09 
18. 37 
5.51 
3.19 
3.08 
3.16 
53.05 
7.49 
4.53 
18.71 
6. 69 
23.14 
3. 03 
4.89 
127 
42.17 
6.35 
7. 53 
2. 37 
7.11 
5.79 
13.18 
21.05 
7.11 
56.24 
83.95 
13.21 
4.13 
12.22 
4.23 
4. 58 
27. 47 
11.43 
5.14 
2.95 
3.53 
9.18 
17.77 
6. 79 
4.06 
4.12 
26.15 
38. 93 
10.71 
5. 28 
12.93 
14.83 
10.63 
10. 59 
6.03 
22.11 
1.64 



9.61 
23.94 
404.06 
4.94 
9.76 
16. 85 
34.19 
32.59 
17. 98 
8.9 
3.67 
9. 36 
7 

26.27 
4.72 
6.18 
4.28 
4.8 
63.8 
6.59 
4.12 
22.51 
17.36 
46.99 
3.5 
6.68 
118.39 
56.4 



5, 
9. 
2. 
13. 
9. 



25.83 
29.79 
5.26 
56.67 
62. 78 
20.89 
6 

18.56 
6.43 
4.07 
31.39 
16.18 
6.4 
3.98 
4.94 
9. 76 
21.89 
10.56 
4.2 
5.64 
27.77 
73.17 
16.72 
6.96 
21.78 
19.2 
12.91 
10.38 
6.16 
37.42 
5.26 



12.53 
41.43 
5810$ 

9.73 

14.3 
23.22 
52.67 
51.71 
38.06 
14.02 
7.3 
17.48 
22.98 
42.33 

11.4 
12.95 

9.79 

8. 96 
128.68 
12.24 

7.44 
38. 34 

17 
61.08 
9 

9. 53 
232.08 
66.57 
11.76 
16.29 
7 

13.46 
8.46 
23.83 
38.76 
13.51 
100. 19 
122. 37 
24.92 
9.07 
20. 77 
10.91 
5.19 
43 

20.32 
11.37 
9.11 
7.73 
16.46 
38.71 
9.64 
7.68 
14.4 
36.92 
60.3 
21.46 
8.31 
27. 2S 
21.42 
13.99 
19.17 
13.72 
37.78 
13.69 



4. 59 
6.77 
206. 24 
2.95 
7.6 
12.86 
17.16 
40.6 
21.57 
3.22 

I. 87 
7.74 
5.69 

24.96 
2.5 
3.95 
5. 68 
4.43 
68.06 
7. 34 
5.71 
17.17 
3.58 
27.38 
2.2 
S.24 
362.26 
28.1 
8. 34 
12.54 
4.27 
6.85 
5.04 
10.07 
24.92 
4.07 
108.88 
158.83 
19.74 
5.99 
15. 57 
7. 98 
5.1 
35. 52 
9.63 
3.9 
2.66 
2.22 
16.7 
25. 58 
3.73 
1.53 
7.07 
48.47 
15.58 
6.1 
4. 59 
9.87 
14.77 
6.66 

II. 33 
6.5 

16.99 
2.27 



4.66 
7.53 
397.1 
5.37 
6.3 
13.24 
22.85 
49.12 
17.46 
4.68 
2.17 
5.34 
13.58 
17.41 
4.83 
4.29 
3.5 
4.19 
63.84 
7.8 
2.66 
14. 96 
6.25 
33.9 
6.51 
3.91 
175.38 
10.46 
4.22 
11.44 
. 3.94 
13.62 
7. 37 
8. 95 
18. 64 
3.72 
65. 38 
112.68 
19.6 
9. 97 
15.03 
3.73 
2. 18 
27.09 



9.84 
6.11 
4.26 
4.21 
13 
19.94 
4.03 
2.88 
2.94 
26.15 
59.91 
15.65 
9.33 
8.6 
17.9 
4.6 
9.98 
6.85 
20.99 
. 7.88 



3.08 
16.66 
307.2 

2.97 

4.54 
10.32 
23.65 

36.4 
15.09 

8.25 

I. 53 
6.31 
6.11 

18.13 
2.59 
3.37 
2.91 
14.5 

76.26 

10. 34 
4.08 
16 
6.92 

32.87 

I. 81 
6.43 

245.8 
18.45 

4.13 
15. 76 

4.85 

II. 39 
7.72 
6.62 

21.26 
3 

82.83 
140.59 
18.49 
7.96 

II. 37 
6.91 
3.84 

30.72 
10.4 
4.65 
3.02 
3.15 
12. 37 
21.44 
3.96 
3.67 
5.07 
33. 74 
40. 66 
13.14 
5.12 
8.24 
16.09 
7. 92 
8.79 
7. 38 
20.43 
1 



3.91 
14.73 
196.5 
1.64 
9.1 
9.64 
15.05 
18.51 
12.1 
3.07 
2.62 
7.11 
4.8 
16. 86 
2.52 
3.1 
2.33 
3.27 
48.7 
5.92 

I. 96 
10.64 

3.77 
41.85 
2.38 
9.4 
112.44 
7.15 
4.18 
4.16 
2.38 
5.11 
4.37 
3.02 
20.38 
2.71 
53.41 
85.25 
13.07 
4.16 
17.6 
3.13 
1.49 

II. 08 
16.64 

2.11 
2.63 
2.53 

10.17 

12.48 
1.97 
1.99 
2.8 

22.66 
15.6 

10.25 
3.95 
5.41 
9.03 
6.32 
5.57 
2.82 

27.71 
3.8 



1.78 2.49 

20.93 24.41 

234.99 295. 12 

1.64 2.31 



4. 55 
5.62 

11.26 
9.64 
5.53 
3.06 
0.72 
2.55 
4.98 

13.76 
1.82 
1.01 
0.32 
1.73 
34.2 
2.92 
2.59 

12.09 
5. 36 

23.92 
2.13 
3.5 



7.57 
11 

18.03 
20.88 
10. 65 
5.3 
2. S3 
5.61 
3.1 
19. 28 
1.65 
2.69 
2.12 
4.43 
32.4 
1.26 
1.6 
11.81 
2.7 
33.78 
1.46 
1.93 



89.34 106.16 
8.3 5.57 



2.86 
3.21 
1.14 
2.82 
2.73 
4.1 

21.53 
1.31 

37.73 

48.89 
8.64 
1.33 
9.79 
3.72 
1.8 

15.85. 

15.89 
2.43 
1.16 
1.56 
5.29 

15. 54 
4.15 
1.33 
2.71 
12.7 

19.11 
9.63 
1.7 
7.95 
8.51 
3.01 
3.43 
2. 22 

18.27 
1.06 



3.12 
5.89 
1.76 
4.43 
5. 56 
4. 74 
20.97 
2. 37 
50.75 
63.98 
14.74 
3.64 
15.79 
3.43 
2.72 
19.91 
17.27 
3.5 
2.48 
2.63 
10.03 
20.02 
4.68 
1.45 
4 

18.46 
12.75 
6.19 
2.78 
16.83 
18.38 
7.59 
5.21 
3.59 
23.96 
1.8 
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Table 394 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



MAWA1000824 

KAWA1QQ0827 

MAWA1000831 

HAWA10OO838 

MAWA1000839 

MAMMA 1000841 

HAWA1 000842 

MAWA1000843 

NANMA1 000845 

MAWA 1000851 

MAWA 1000854 

MAWA10008S5 

MAWA1000856 

MAWA100O859 

KIAINA100O862 

MANMA1000863 

MAWA100086S 

MANMA1000867 

MAWA10DO87S 

MAWA10Q0876 

MAMMA1000877 

MAWA100O878 

MAIMA1000880 

HAHIA1000881 

HAWA1000883 

NAWA1000897 

MAWA1000898 

MAMMA1000905 

MAWA100090S 

MAWA1000908 

MAWA1000911 

MAWA1000914 

MAMA 1000920 

MAMA 1000921 

MAMA 1000931 

MAMMA 100094$ 

MANMA1000941 

MANHA10D0942 

MAMMA1000943 

MANMA10D0952 

MAWA1000956 

MAWA1000957 

MAWA 1 000 96 2 

MAWA1000966 

MAWA1000368 

MAMMA 1000972 

MAWA1 000973 

MAMMA1000975 

MAWA1000976 

MAMMA 1000979 

MAMMA1 000986 

MAMMA1 000987 

MAWA 1000988 

MAMMA 1000994 

MAWA100O998 

MAWA1001003 

MAWA1001007 

MAWA1001008 

MAWA 1001 01 3 

MAWA1001014 

MAMMA1001021 

MAWA1001024 

MAMMA100102S 

MAWA1001028 



52.75 
3.29 
31.08 
4. 58 
4.7 
4.43 
6.22 
10.02 
2.57 
40.29 
3.86 
91.57 
3.13 
3.59 
8.58 
17.14 
3.2 
12.55 
197.47 
4.29 
2.84 
5.22 
13.15 
6.97 
11.76 
18.69 
4. 54 
19.81 
13.7 
8.3 
13.12 
2.41 
68.92 
3.68 
35.49 
16.07 
36.94 
19. 99 
14.05 
3.98 
5.62 
0.61 
26.82 
13.96 
3.82 
109.05 
4.24 
4.83 
10.4 
15.33 
11.83 
35.85 
12. 53 
6.93 
3.85 
11.87 
4 

20.12 
9.3 
3.74 

58.82 
88.7 
69.9 

80.18 



82.46 
5.2 
35.42 
6. 92 
5.1 
2.78 
8,19 
23.1 
2.89 
50. 53 
5.86 
117.96 
2.69 
5.65 
10.61 
20.47 
5.96 
18 

247. 19 
6. 54 
3.61 
9.31 
18.7 
11.85 
21.56 
25.07 
4.74 
46.58 
9.74 
13.83 
16.04 
3.47 
152.1 
5.93 
29.12 
19.99 
28.9 
18.82 
10.94 
5.7 
5.18 
0.47 
25.6 
15.32 
3.17 
38.4 
3.6 
5.04 
12.69 
18.37 
20.17 
39.55 
13.76 
10.09 
8.09 
14.9 
4.13 
23.76 
12.99 
2.89 
76.19 
92.15 
102.4 
111.56 



54.98 

12.5 
39:96 

8.85 

9.24 

9. 96 
14.72 
28.88 
10. 34 
100.08 

8.12 
159.35 

5.73 
10. 37 
23.09 
45. 55 
11.12 
37. 97 
307.15 

6.75 

4.96 
15.62 
32.08 
26.23 
31.01 
44.99 

8.26 
24.87 

16.2 
18.11 
26.46 
11.09 
139.06 
12.67 
32.19 
34.79 
55.32 
58.05 
26.95 

16.6 
14.83 

2.13 
21.85 
18.62 

8.04 
166 

8.43 
16.94 
31.13 
49.49 

19.1 
84.06 
42.26 
26.01 
10.95 
34.42 
6.2 
44.26 
14.08 

7.41 
93.74 
131.2 
41.66 
110 



22.75 
6.91 
20:36 
2.9 
1.82 
2.71 
3.28 
14. 54 
0.88 
84. 55 
2.91 
213.71 
1.9 
1.76 
5.34 
14. 36 
4.18 
18. 03 
151.05 
2.84 
2.05 
6.72 
12.61 
10.06 
16.67 
26.44 
5.15 
13. 58 
5.83 
10.1 
13.81 
1.11 
77.3 
7.11 
9.74 
11.62 
14.85 
28.3 
6.92 
3.37 
6.99 
0.38 
10.69 
3.18 
2.19 
38. 59 
1.16 
6.44 
7.88 
29.29 
14. 27 
67. 43 
22.92 
16.14 
3.78 
24.16 
3.14 
26.75 
13. 97 
3.98 
67. 98 
139.16 
70.13 
73.96 



86.37 
5.04 
22.38 
2.71 
2.67 
2.83 
5.48 
17. 26 
3.81 
45. 92 
1.76 
138.54 
1.05 
1.83 
11.79 
24.31 
4.78 
16. 36 
163.7 
2. 75 
1.13 
6.36 
12.85 
11.84 
19.82 
17. 53 
4.11 
12.04 
6. 94 
14.32 
12.11 
2.25 
106.8 
6.12 
14.81 
14.07 
46.69 
25.6 
4.75 
4. 97 
6.03 
0.27 
8. 37 
4.77 
4.04 
38.3 
3.43 
6.12 
10.7 
22.41 
9.07 
62.8 
17.53 
13.54 
4.4 
21.08 
6.73 
20.79 
3.4 
5.49 
54.85 
94.51 
59.68 
84.44 



46.11 
2.83 

25.87 
3.02 
4.2 
2.07 
4.22 

10.11 
2.04 

39.66 
3. 56 
171.88 
2.66 
1.2 
7.43 

16.09 
11.8 

15.97 
159.54 
3.43 
1.68 
5.06 
8.92 
7.67 
V8.1 

21.31 
4 

12.03 
4.39 
5.63 
7.57 
1.29 

94. 98 
6.97 

15.82 

12.51 
25.1 

20. 38 
8. 24 
3.51 
6.18 
1.52 
7.64 
5.42 
1.69 

60.84 
2.39 
4.99 

11.37 

26.44 

14.47 
61.8 

17. 38 

12.99 
5.85 

20.65 
3.2ft 

27.13 
7.56 
5.98 

51.75 
99.4 

30.76 

72.45 



53.27 
2.54 

17.52 
3.13 
2.02 
3.01 
5.77 
4.63 
1.66 
42.2 
1.11 

95.66 
1.82 
3. 38 
5.15 

24.81 
2.48 
9.25 
127.81 
2.51 
2.93. 
10.1 

10. 54 
8.29 

18.77 

17.58 
3.9 

17:95 
4.39 
5.09 

12.29 
1.59 
122. 37 
3.45 
7.85 

10.88 

44.15 

16.91 
3.89 
7.54 
4.85 
0.16 
7.43 
5.48 
2.56 

51.28 
3.18 
5.27 
8.68 

15.03 
9.64 

46.73 

12. 36 
6.56 
1.97 

13.23 
4.14 

16. 57 
6.85 
4.67 

72.35 

87.98 
22.6 

97.15 



21.38 
1.96 

21.92 
2.4 
1.34 
0. 81 
2.92 
3.65 
1.53 

36.12 
0.53 

65.57 
0.46 
1.09 
1.27 

12.68 
0 

8.53 
148.8 
1.58 
0. 77 
4.12 
7.92 
6.16 
10. 78 
14. 36 
1.83 
11.63 
2.34 
3.21 
5.96 
0 

27.22 
2.44 

20.92 
8.84 

31.17 

16.31 
2.4 
1.89 
2.51 
0 

8.92 
5. 55 
0.98 
65.81 
1.23 
1.93 
4.42 
3.9 
5.8 
25.89 
7.34 
3.79 
0.73 
10.02 
1.49 
19.08 
5.46 
4.19 
45.95 
68.05 
25.23 
91.69 



20.22 
3.02 

26.79 
1.8 
1.48 
2.24 
7.82 
6.21 
3.4 

64.01 
1.24 

93.06 
1.81 
1.24 
2.11 

16.34 
2. 86 
14.8 
137.51 
2.61 
2.2 
5.11 

11.52 
7.32 

19.11 

19.92 
1.2 

11.81 
1.82 
3.69 

12.25 
0.87 

25. 46 
2.92 
4.78 

14.41 

20.09 

24.51 
1.4 
3 

6.15 
0 

3.07 
2.07 
1.54 

23.12 
1.88 
5.12 
4. 88 
16 
3.91 

36.69 

12.64 
6.83 
2.47 

16.87 
4.79 

24. 22 
5.5 
1.31 
58.5 
106.24 

39.06 
100. 75 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



IIAMIA1001030 
HAIMA1001035 
MAWA10O1O36 
MAMIA1001037 
MAMMA1001038 
UAIHA1001041 
HAHMA1001043 
MAMM 001050 
HAWA1001054 
HAIMA1001059 
HAWA1 001066 
MAMfiAl 001067 
IIAMMA1001072 
MAIWA1001073 
HA1MA1001074 
UAHMA1001075 
MANIA 1001078 
MAMIA1001O80 
UAINA1001082 
MAWA1001091 
MAWA1001092 
NAMUM 001094 
UAJWA1001105 
HAHMA100IUO 
«AHMA1001t26 
UAWA1001133 
MAWA1001139 
HAMIA1001U1 
MAMIA100U43 
MAWA1001145 
MAWA1001150 
KAMIA1001154 
UAMIA10011S9 
MAINA1001161 
WJitA 100 1162 
HAWA1001181 
MAH1A100M86 
HAMIA1001189 
MAINA1001I91 
MAMIA1001198 
HAMIA10012O2 
HAMMA10O12O3 
MAKIA1OO1206 
HAMIA10O1208 
JUWA1001215 
HAWA100122O 
BAMMA1001Z22 
HAIMA1001223 
HAMVA1001232 
HAMIA1001234 
MAWA! 00 1237 
MAWA1001243 
MAWA1001244 
MAMA1001249 
HAIMA10O12S6 
HAWA1001259 
MAMA1OO1260 
MAWA1001262 
MAMMA10O1268 
UAMU1001271 



7.4 
39.22 
3.31 
24.23 
12.98 
1.54 
1.39 

I. 33 
19.75 

3.19 
5.02 
17.58 
2.53 
0.84 
24.28 
1.48 
21.72 
12.04 
4. 59 
16.73 
7.81 

II. 74 
45.26 

7. 59 
37. 56 
5.76 
7.27 
6.69 
3.83 
2.22 
10. 97 
5.02 
6.91 
109.99 
7.19 
2.37 
3.02 
17.92 
10.11 
4.68 
30.38 
8.99 
14.27 
3. 37 
12. 57 
12.2 
13.14 
5. 47 
5.9 
78.47 
4. 23 
26. 51 
3.29 
32.97 
13.8 
3.58 
16.61 
8.3 
7. 26 
4.99 

MAWA1001 2741197. 38 



MAWA1001280 
MAWA10O1283 
KAHU1001264 



10.76 
4.11 
6.24 



11.72 

53.03 
5.83 

31.03 

20.58 
2.15 
2.46 
4.39 

24.03 
4.55 
4.16 

21.79 
1.88 
2. 27 

39.17 
5.4* 

26.12 

17.72 
9.29 

23.95 

I. 1.13 
16.72 
57.55 

14.4 
44.85 

9.31 
14.13 
8.3 

3.21 
12. 54 
15.54 

9.06 

7. 68 
168.02 

5. 58 
3.1 

2.01 
24. 89 

15. 9 

8. 28 
37.04 
12.77 

17.3 

1.85 
20.58 
14.97 
15.27 

II. 04 
6.27 
62.1 
3.61 

33. 45 
3. 23 
38.57 
15.37 
4.73 
19.65 
48.53 
6.65 
4.56 
283.06 
14.33 
3.31 
6.15 



12.89 
74.6 

5:4 
53.22 
21.05 

5.75 

4.67 

4. 83 
50. 38 

5.53 

8.84 
31.08 
3.3 

6.85 
47.61 

8.44 
44. 9f 

15.6 
12.12 
30.14 

15.6 
20.33 
66.73 
12. 56 
64.49 

8. 87 
10.95 

15.1 

9.91 
14.95 

29 
11.37 
15.13 
168. 22 

7.65 
5 

9. 14 

44 

19.2 
11.96 
84.46 
20. 34 
21.28 

7.28 
26.01 
20. 97 
54.43 
23.87 
10.44 
106.68 

4.51 
37.19 

5.47 
66.31 

22.1 

9.83 
19.14 
16. 27 

12 

6.83 
348. 26 
28.14 
10.89 
16.76 



11.66 
50.1 
5.92 

27.23 

13.13 
4.24 
3.06 
3.8 

32.02 
3.65 
5.66 

14.83 
1.93 
1.01 

31.96 
3.99 

33.39 

14.26 
6.84 

19.81 
7. 44 

14.77 

41.25 
8.44 

49.13 
3.28 
4. 54 
2.9 

I. 84 
2.6 

12.2 
4. 94 
5.63 
189.81 
7.64 
4.16 
2.7 
19. 97 
7.11 
3.49 
54.02 
10. 56 
14.44 
0. 99 
4.39 
18. 99 
12 
8. 51 
10. OS 
104.09 
2. 39 
22. 72 
2.05 
31.72 
10.86 
2.71 

II. 02 
15.78 

5. 74 
M2 
54. 68 
10. 36 
0. 34 
7 



7.79 
27. 34 
5.35 
25.26 
14.71 
4.69 
4.27 
5.59 
21.79 
3.25 
2. 95 
16.92 
1.68 

I. 41 
28.12 

4.91 
16.5 

12.06 
2.79 

16.46 
8.17 

10.66 

47.01 
9. 45 

34.88 
3.01 
4.49 
4.24 
2.97 
3.58 

13.68 
8. 36 
3.35 
141.37 
5.6 
1.93 
2. 02 

22.86 

13.06 
7. 28 

29.63 

II. 45 
9.47 

I. 62 
17.55 
11.55 
15.72 

8.76 
4.68 

22.14 
3.8 

19.97 
2.81 

40.81 

16.44 
2.66 
7.29 
7.11 
6.05 
3.55 

91.98 

II. 35 
3.46 
6.77 



10.11 

38.76 
4.3 

31.34 

11.55 
7.8 
3.32 
5.14 

27.11 
5.05 
3.72 

18.84 
2.41 
5. 24 

24. 54 
2.99 

21.38 
16.7 
4.23 

17.71 
6.28 

23.71 

32.75 
9. 37 

J7.49 
4.08 
4.1 
4.06 
1.81 
6.73 
9.93 
4.03 
4.72 

144.88 
S.96 
2.21 
2.05 

16.26 
8.79 
5.15 

36.02 
9.96 

13.95 
0.23 
6.44 
15 

10.61 
8. 32 
7 

88. 22 
1.85 

20.13 
0,99 

37.57 

20.14 
1.74 

22.35 
6.47 
4.12 
3.26 

70.74 
10.7 
2.07 
4. 



7.28 
23.51 
4.37 
28.91 
14. 52 
3.02 
4.35 
4.27 
13.83 
2.54 
1.62 
15.29 

2.3 
0.75 
31.91 
2.44 
18.07 
6.39 
4.41 
21.25 
7.18 
14.53 
30.09 
9.82 
24.63 
2.64 
6.16 
2.47 
3.49 

2.4 
10.31 

3.8 
2.34 
81.63 
4.02 

2.1 
2.34 
24.9 
15.3 
6.S2 
18.16 
10.07 
15.09 
1.58 
10.98 
10.87 
17.61 
9.09 
3.45 
44.43 
3.83 
13.4 
2. 32 
44.31 
15.27 
5.81 
9.03 
9.48 
3.69 
4.68 
33.35 
14.52 
2.94 

3.05 



6.15 

31.74 
2.81 

17.23 
10.1 
1.22 
1.52 
1.05 

16.21 

10.99 
2.25 

17.34 
1.25 
4.07 

23.64 
2.09 

17.35 
6.97 
1.12 
12.1 
4.54 
12.3 

24.22 
4.24 

36.31 
5.37 
2.44 
2.3 
1.28 
2.76 
8.5 
2.43 
2.78 

94. 69 
2.29 
2.11 
0.77 

14. 32 

10.81 
2.84 
17.9 
8.3 
7.44 
0. 63 
8.12 
5.54 

13.51 
3.98 
2.12 

81.83 
2.61 
8.73 
0. 99 
2S.2 
12. 69 
0.4 
6.24 
5.41 
3.37 
2.4 
19.31 
8.71 
1.3 
1.61 



7.3 
38.44 
3.74 
25.45 
18.77 
2.08 
2.3 
2. 57 
20.46 
3.33 
3.08 
18. 26 
2 

I. 61 
32.81 

3.72 
25.34 
11.08 
3.78 
23.6 
7.68 
17.29 
28.58 
0.9 
49.73 
6.55 
5.84 
5.32 
2.11 
3.58 
12.03 
3.42 
4.72 
118.15 
5.78 
4.15 
3. 58 
18.92 
16.52 
2.49 
40.13 

II. 49 
16.29 

2.48 
6.27 

12.65 
15.3 
9.79 
5.89 

25.73 
1.63 
6.36 
1.85 

27.49 

11.49 
3.31 

10. 39 
7.71 
4.04 
2.94 

25.39 

14. 89 
1.97 
4.29 
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10 



15 



20 
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HAUIA1001286 

MAMMA1001289 

MAWA1001292 

MAMW1001296 

1IAWA1001298 

HAWA1001305 

MAWA1001309 

UAMMA1001310 

MAHU1001322 

UAMA1001324 

HAIMA1001330 

MAWA100I333 

MAWA1001334 

MAIMM001337 

MAWM001341 

MAMIA1001343 

MAMUA1001344 

MAWA1001346 

KAWA10O1383 

MAINA1001388 

MAWA1001396 

MAWA1D01397 

HAMHA100140t 

KAINA1001408 

MAWA1001411 

MAINA1001414 

MAMUA1001415 

MAWA1001418 

MAWA1001419 

UAWA1001420 

HAINA1001426 

MA1HA1001428 

UAINM 001432 

UAINM 001435 

MAWA1001442 

UAMIA1001446 

UAHHA1001450 

MAWA1001452 

MAWM 001465 

MAWA10OM76 

MAWA10OM78 

HAMM1001479 

UAWA1001487 

HAMU1001498 

MAIHA1001501 

MAUU1001S02 

UAHMA1001510 

MAIHA1001522 

HAIMA1001529 

MAftHA10015)2 

KAWA10O1533 

UAINM 001 534 

UAINA1001535 

UAINA1001547 

UAWM 001551 

MAINA1001S69 

IWNA100157S 

IIAHHA1001576 

UAINA1001584 

MAHA1001S86 

MAMA1001590 

MAUtt 100 1599 

MAKIA1001600 

yAWAiooteo4[ 



29.08 
8. 87 
24. 97 
4 

7.53 
3.74 
10.42 
2.92 
2.17 
4,53 
4.9 
4.95 
31.92 
4.26 
4.05 
2.73 
2.25 
5.84 
6.99 
25. 28 
IS. 94 
14.75 
2.94 
1.5 
6.08 
6.51 



12.35 
20.05 
6.94 
26.48 
11.55 
4.86 
8.92 
132.51 
18.64 
11.41 
48.7 
4.35 
4 

3.5 
11.46 
4.88 
59.97 
28. 38 
19.86 
11.45 
10.07 
5.79 
1.79 
5.44 
19.67 
4.97 
17.12 
3.44 
4.74 
6.91 
12.56 
20.93 



30.31 
7.96 
44.07 
4.17 
9.89 
4.35 
15.14 
5.46 
2.64 
3.59 
5.1 
3.16 
25.66 
3.84 
4. 96 
5.65 
2.47 
6.71 
8.47 
28. 84 
20.37 
18.37 
3.12 
3. 57 
3. 93 
7.32 
8. 97 
9.1 
7.93 
4.76 
7.71 
3.18 
13.88 
30. 02 
7.75 
31.11 
15.7 
7.91 
12.52 
144. 85 
21.54 
20. 27 
29. 91 
2. 96 
5.27 
3.68 
20.55 
10.87 
69.9 
37.51 
6.23 
13. 72 
15.11 
10.79 
3.35 
7.64 
31.06 
13.68 
20. 22 
2.63 
3. 32 
10.35 
24.27 
20.87 



35.52 
10.4 
66.64 
8. 01 
10.46 
13.81 
31.52 
13.25 
6.93 
5.55 
12.68 
7. 58 
43.45 
13.74 
11.41 
10.8 
7.7* 
17. 37* 
18.39 
63.23 
30. 49 
41.81 
6.56 
7.4 
9.81 
14.7 
8. 68 
12.47 
11.48 
6. 97 
9.63 
7. 92 
21.83 
44.24 
11.08 
44.32 
15.65 
8.36 
15.39 
285. 99 
45.82 

19, 
87.89 
9.82 
10.62 
8.07 
16.62 
13. 99 
94. 57 
51.46 
26. 

20. 66 
17.7 
16.77 
10.09 
12. S3 
32. 95 
9. 34 
32.05 
9.42 
9.43 
19.33 
25.25 
41.04 



8.75 
9.73 
9.34 
2.8 
2.88 
2.61 
12.87 
3.59 
3.3 
3.63 
7.84 
2.56 
18.83 
3.62 
4. 38 
3.22 
4. 27 
10.65 
14. 27 
32.5 
14. 54 
21.11 
1.21 
2.81 
9.46 
23.79 
5. 52 
12.83 
9.88 
10.23 
5. 55 
6.62 
18.83 
21.04 
5.53 
20.63 
12.27 
9.2 
11.83 
418.67 
21.72 
13.74 
41.22 
3.07 
3.92 
3.61 
13.12 
8.11 
30.63 
23. 78 
6. 01 
6. 58 
7.42 
6.18 
2.36 
S. 97 
20. 06 
4. 55 
43.71 
2.75 
0.65 
5.33 
10.57 
17.28 



7.01 
7.53 
36.59 
3.49 
6.46 
4.06 
13.99 
3.89 
2.91 
2.78 
4.19 
3.62 
15.13 
4.64 
5.21 
4. 68 
4.36 
9.35 
8.27 
23.98 
24.62 
18.82 
2.62 
1.88 
6.D6 
6.86 
5.96 
10.06 
6.73 
6.22 
8.11 
3.95 
11.53 
23.96 
5.57 
23.27 
11.07 
4.08 
13.04 
194.96 
20.69 
10.72 
44.32 
3.33 
4.81 
4. 35 
12.05 
4. 33 
46.88 
26.52 
12.03 
8.79 
8.38 
7.64 
3.75 
3.18 
20.37 
6. 26 
22.66 
2. 52 
2.72 
6.4 
15.9 
15. 57 



14.48 
9 

35.11 
2.38 
2.62 
3.12 
9.19 
1.96 
2.5 
3 

4.82 
3.33 

18.08 
5.34 
4.83 
4.2 
3.62 
8.33 
9.89 

25.52 

26.46 

16.79 
3.02 
3.96 
8.29 

10.67 
8. 18 

11.32 

10.35 
6.56 
6.73 
5.99 

16.33 

21.39 
7, 

24.39 
10.5 
6.24 

10.87 
350.68 

19. 34 
9.96 

54.61 
1.99 
5.08 
4.14 

13.04 
5 

57.69 
23.49 
8.61 
8.61 

6.73 
2.54 
5.89 

18.83 
3.49 

30.09 
1.44 
2.98 
5 

13.61 
5.46 



10.18 
7.31 

13.77 
2.75 
5.34 
3.76 

10.23 
3.03 
1.12 
2.65 
3.36 
2.38 

17.92 
4 

5.24 
3.94 
2.73 
6.74 
7.45 
24.7 

14.45 

17.96 
2.46 
S.62 
3.36 
5.51 
6.06 

13.03 
9.18 
5.34 
7.6 
3.35 
8.1 

14. 97 
6.68 
8.85 

14.48 
7.72 

16. 92 
82.5 

14.71 
13.4 
29.8 
1.92 
4.06 
3.43 

13.33 
2.46 

31.64 
26.6 
7. 93 
9.6 
2.75 
7. 59 
3.47 
2.71 

18.83 
1.76 
21.3 
2.63 
5.93 
7.64 

21.16 
4.43 



16.99 
3.62 

28.43 
2.82 
3.84 
5.53 
3.68 
0.43 
1.37 
1.6 
2. 64 
2.25 

22.66 
3.29 
4. 52 

I. 64 
1.3 

3.26 
4.12 
25.15 
46.08 

II. 5 
0.76 
0. 76 
4.18 
4.82 
2.79 

7.4 
5.19 
3. 95 
4.91 
1.43 

11.28 

14. 52 
4.54 
5.14 
8.46 
3.93 
7.42 

94.08 
16.9 

11.61 

35.15 
4.02 
2.78 
1.95 
7.96 
3.76 
37.9 

24.11 
4.83 
5.71 
2.21 
4.04 
0.46 
3.74 

16.95 
5.49 

15.63 
0.98 
1.26 
5.96 

12.02 

10.16 



22.31 
7.73 
10.4 
4.19 
1.86 
2.5 
9.96 
1.21 
2.03 
1.68 
3.18 
1.89 

13.99 
3.16 
3.64 
3.95 
3.12 
6.06 
6.12 

17.69 

11.25 

21.37' 
2v89 
2.46 
4.81 
6.45 
4.69 
7.63 
6.18 
4.64 
8.87 
3.18 

14.53 

16.51 
7.44 
8.85 

14.95 
6.05 

13.06 
100.24 
28 

15.33 

13.96 
3.09 
3.9 
7.01 

10.37 
5.04 

SI. 83 

41.98 
6.28 
8.05 
3.48 
7.84 
2. 39 
6.78 

22.11 
4. 16 

24.89 
2.02 
2.67 
7.44 
17.72 
15.17 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



UAIKA 1001 606 
HAIHA100t609 
HAMMA1Q0TFT4 
MAHHA1001615 
MAMIM 001619 
UAIUA10O1620 
MAMHA10O1623 
MAMMA1001626 
MAHAA1001627 
UAHIA1001630 
MAMAA1Q01633 
XAMIA10O1534 
IIAMIA1001635 
NAMMA1001649 
MAWA1001654 
HANMA1001660 
MANHM001663 
MAWA1001670 
MAWAI001671 
MAWA1001679 
MAMA1001683 
MAIHA100166$ 
IMHA100UB8 
MAMMA1001689 
MAMHA1001692 
ttAMIAt 001711 
UAMHA1001715 
HAHU1001730 
HAHIA1001735 
MAIHA100t740 
MAMIA1001743 
MAWA1001744 
MAWA1001745 
MANUU 001751 
MAWA10D1752 
IWHA1001754 
HAIMA1001757 
KAIMA1001760 
HAIHA1001764 
KAHM1001767 
MAHU1001768 
MAMU1001769 
HAMMA1001771 
IAIMA1Q01773 
MAMIA1001778 
MNM1001783 
MAWA1001765 
MAWA1001766 
MAM1A1001790 
HAMU1001800 
HAIHA1001804 
IMAM 001806 
WUNA1001812 
MAUU1001815 
KAJMA1001817 
HAWA1001818 
MAWA1001819 
HMHA1001820 
MAWA1001824 
HAMU1001832 
MAMA1001836 
UAWA1001837 
MAHIM 001848 
MAMU1001650 



37.25 
2.18 
10. 91 

I. 95 
11.51 

4. 59 
46.36 
23. 59 
23. 89 

9. 27 
3.1 

3. S3 
3. 28 
3.05 
4.23 

39. 09 
8. 52 
5.91 

56.61 
6.69 
15.6 
4.11 
4.96 

28.44 
5.97 
4.75 
4. 22 
3.39 
8.81 
2.28 

10. 52 
4.59 

12.62 

II. 11 
5.63 

23. 39 
5.44 
2.58 
1.11 
3.1 
11.92 
14. 67 
5.81 
40. 73 
15.44 
12.5 
4.08 
6.1 
1.31 
2.19 
9.74 
15. 42 
2.66 
0. 82 
7.15 
11.74 
IS. 72 
22.82 
8.99 
7.22 
9.42 
3.S 
16.38 

4. 58 



38.33 
4. 53 
17.85 
3.17 
16.15 
6.42 
31 
24.5 
43. 37 
13.78 
2.16 
6.28 
4.64 
5.72 
5.9 
42.24 
11.06 
7.75 
62. 54 
13.86 
21.19 
3.45 
5.41 
25.89 
3.79 
4.66 
4.73 
2. 22 
9.96 
4. 25 
18.5 
3.07 
11.29 
8.28 
3.02 
32.69 
8.41 
5.03 
5.18 
2. 25 
10.35 
15.11 
5.01 
46.88 
10.48 
12.45 
3.99 
6.55 
0. 72 
1.86 
13.74 
15.2 
2.67 
1.33 
8.39 
16.24 
24. 34 
19.64 
12.77 
10.73 
23.13 
4.29 
27.46 
4.63 



44.14 
5.97 
21.09 
11.55 
15. 55 
11.46 
53.81 
36.75 
29.47 
11.56 
7.03 
9. 01 
15. 97 
15. 55 
13.55 
88. 43 
11.71 
6. 72 
66.07 
10. 25 
31.72 
11.77 
15.23 
32.16 
10. 24 
8. 45 
9.43 
8.02 
22.03 
11.56 
19.92 
5.75 
21.77 
15. 68 
9.77 
51.88 
15.4 
10.84 
12.27 
5.04 
26.44 
32.18 
9.7 
88.4 
54.31 
33. 56 
8.35 
20.74 
1.87 
2.06 
26.09 
24.16 
5.53 
4.14 
26.7 
23.68 
43.46 
37. 64 
16.28 
12.96 
19.47 
8.23 
23.83 
5.94 



13.41 
1.87 

12.42 
2.77 
6.34 

I. 77 
63.16 
33.26 
17.73 

7.25 
2.23 
3.76 
2.28 
3.26 
3.26 

56.56 
10.2 
4.07 
56.8 
4.05 

12.85 
4.66 
3.79 
7.85 
3.42 
3.21 
3.9 
1.72 

12.16 
2.64 
5. 55 
3.86 

12.13 
3.47 
2.83 

31.96 
4.99 
4.07 
3.88 
3.83 
10.9 

14.99 
5. 52 

41.31 

14.07 

II. 62 
2.35 

18.01 
1.36 
3.44 
23.09 
21.08 
5. 25 
2.35 
8.94 
11.92 
17. 35 
42. 37 
12.69 
9.65 
21.69 
5.89 
25.7 
6. 14 



26.09 

I. 39 
12.51 

2.24 
13.88 
3.88 
42.72 
30.12 
21.82 
5. 63 
2. 28 
4.19 
2.56 
4.9 
5.84 
52.47 
6. 57 
2. 57 
37. 97 
5.47 
17.62 
4.36 
4.7 
17.39 
9. 67 
3. 28 
2.04 
1.43 

II. 12 
4. 24 
7.23 

4 

11.56 
4.56 
5.25 
35.9 
7.7 
3.09 
5.02 
2.36 
12.51 
14.79 
6.04 
38.76 
14.31 
10.75 
3.38 
10. 68 
1.35 
3.43 
17.83 
16. 33 
2.56 

I. 64 
11.15 
10.04 

II. 3 
24.16 
14.09 

7. 55 
15.29 
6.7 
38.67 

2.91 



29.22 
1.8 

13.02 
1.36 
8.59 
3.43 

47.15 
18.9 
12.9 
6.82 
2.16 
2.88 
1.53 
2.56 
3.6 

44.31 
5.19 
5. 22 

53.72 
3.58 
10.3 
4.4 
4.42 

15.22 
3 

2.22 
3.47 
1.79 

10.37 
1.86 
6.37 
4.16 
10.5 
3.38 
2.56 

26.06 
6.28 

11.35 
2.55 
7.31 

10.66 

13.17 
4.42 
36.3 

18.11 

17. 89 
3.07 

15. 67 
1.32 
3. 

16.06 
17 

2.24 
0 

9. 35 
13.23 
16. 16 
31.98 
15.06 

9.34 
10.85 

8.36 
49.58 

3.96 



7.5 
4.17 

16.85 
2.33 
8.19 
3.11 

31.15 
7.93 
6. 43 
2.81 
0.8 
3.9 
6.22 
4.26 
3.63 

41.47 
7. 96 
5.32 

50.14 
4.46 

18.14 
4.89 
2.65 
8.44 
3.28 
2.67 
3.76 
K71 
6.84 
2.43 
6.45 
2.05 

13. 92 
2.93 
2.97 

34.24 
7.54 
3.87 
4.09 
2. 64 

12.91 

17.74 
3.1 

25. 57 

19.19 
7.63 
3.75 
7.37 
1.67 
1.48 

15.63 

13.08 

I. 76 
2.33 
10.6 
8.57 

12.64 
15.13 
12.72 
6.24 

II. 6 
4.62 

24.68 
4. 34 



16 
2. 27 
9. 92 
1.46 
7.08 

I. 71 
25.06 
11.89 

10 
4.06 
0.79 
2.94 
1.65 
1.39 
1.4 
39 
6.94 
3. 26 

43.96 
7.43 

10.49 
1.58 
1.46 
6.89 
4.26 
8.04 
4.11 
1.46 
5.43 
1.41 
1.87 
2.19 
9. 55 
2.2 
2.42 

24.41 
3.86 
1.47 
0.44 
1.02 
3.89 

10.66 
4.15 
21.1 

12.85 
5.83 
1.41 
4.2 
0.59 
0.44 
9. 04 

II. 61 
1.16 

0 

5. 97 
10. 06 
12.63 
16.66 
9.76 
4.93 
5.71 
1.11 
13.45 
2.05 



15.16 

I. 51 
19. 29 

2.06 
5.14 
4 

25.66 

22.41 
7.98 
2.66 
2.49 
2.79 
2.6 
3.94 
2.71 

60.86 
8. 33 
4. 27 

58.96 
6.03 

14.57 
2.59 
3. 58 

20. 79 
5. 93 
0.88 
2.61 
1.86 
7.1 
3.14 
3.83 
3. 63 

13.74 
1.66 
0.97 

25.71 
5.12 
1.67 
2.15 
1.8) 
9.69 

13.05 
2.2 

22.63 
7.66 
3.14 
2.66 
7. 06 
1.36 
1.31 
8. 32 
12.4 
2 

1.04 
8.95 
9.02 
16.41 
19.01 

II. 95 
7.88 

11.11 
4.3 
27.7 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



MAWM001851 

NAMIA10018S2 

UANU1001854 

HAINA1001856 

VAHU1D01864 

UAWA1Q01868 

HAWA1001874 

MAWA1001878 

MAHIA1001880 

UAWA1001885 

MAMIA1001890 

MMMA1001893 

HAWA1001901 

MANIA1001907 

MAWA1001908 

1AWA1001919 

HAWA1001931 

MAWA1001937 

MAWA10019S1 

UAWA1O01956 

HAWA1001957 

UAWA1001960 

MAMUM001963 

MAIMA1001969 

HAIMA1001970 

MAWA1001978 

MAMMA 100 1992 

MAMMA1001994 

MAHIM002006 

KAWA1002009 

HAIMA10020U 

HAMMM002022 

MAMMA1002024 

MAWA1 002032 

MAIMA1OO2033 

VAWA100204] 

MAMMA 1 002042 

NAMIA1 002045 

NAWA1002047 

MAIMA1O02056 

NAMIA10020S8 

BAWA1O02060 

MAMMA1O02065 

lAJttAI 002068 

MAMMA10Q2070 

UAWA1002076 

MAMA 1002080 

HAWA1002082 

MAMMA1002084 

MAWA1002087 

MAMMA1002091 

HAWA1O02O93 

NAWA1002095 

MAWA1002106 

MAMIA1002112 

MAWA1002118 

MAHUA1002119 

IAMA1Q02125 

MA1HA1002126 

HAWA1002128 

IAWA1002132 

KAWA1O02140 

MAWA1O02142 

MAIMA1002143 



3.04 
4.14 

I. 51 
19. 51 
13.26 
36.41 
10.43 

8. 74 
4.07 
11.53 
18 
9. 74 
5. 91 
2.61 
8. 52 
28.87 
S.0S 
14.26 
10.03 
993. 12 
5.28 
4.45 
9.87 
11.23 
4.02 
13. 78 
6 

4. 27 
2.62 
3.5 
3.21 
23. 41 
4. 69 
22.72 
5. 27 
6. 92 
4.21 
3.58 
6.8 
2.57 
12.8 
3.44 
5.77 
5.43 
3. 38 
3. 03 

II. 92 
8. 32 
5.95 
4.18 
4.77 
7.77 
2.07 

11.08 
11.23 
15.61 
10 
8.81 
38.45 
9. 97 
6.21 
16.11 
3.45 
16. 35 



3.08 
3.26 
2.61 
21.77 
17,9 
51.95 
12.98 
13.09 
4.26 
16.59 
26.55 
13.29 
10.54 
3.62 
7.37 
31.67 
3.95 
19.97 
11.71 
926. 97 
8.16 
5.22 
14.96 
14.81 
5.46 
19.86 
4.83 
7.76 
3.39 
5.4 
3.57 
32.84 
8. 48 
24.3 
4. 69 
11.13 
5.9 
4. 86 
7.34 
2.86 
12.32 
2.98 
6.94 
5.26 
5.43 
3.94 
16.79 
5.53 
5.89 
2.51 
6.45 
50.44 
3 

15.62 
16.95 
20.81 

9.39 

6.62 
22.62 
18. 56 

7.25 
29.14 

5.23 
16.97 



4.42 
11.19 
6.* 

35.8 
34.07 
37.39 
12.56 

17.2 

5.15 
20.89 
27.35 
21.33 

9.81 

7.04 
12.33 
48.08 
9.8 
17.05 

22.7 
1643.3 
19*85 
11.99 
20.98 
19.75 

5. 52 
26.28 
12.16 
10. 55 
13. 27 
13.89 

5. 26 
43.13 

7.51 
34. 55 

9. 29 
16.18 
12.97 

12.3 

9.55 

6. 49 
19.01 
10.21 
12.55 
11.94 
10.65 

12 

16. 92 
12.97 
9.82 
5.36 
9.77 
12.78 
10. 99 
32.13 
26 

31.7 
20.1 
15.53 
47.44 
26.22 
34.7 
22.82 
11.28 
31.08 



3.11 
3.61 
2.97 
19.05 
19.43 
27.02 
15.09 
10.72 
5.16 
11.02 
18.41 
8.06 
6.07 
35.62 
6.04 
80. 53 
4.52 
11.88 
11.88 
1427. I 
8.48 
3.94 
14.68 
14.09 
3.48 
16.09 
2.11 
16.33 
3.37 
4.02 
2.05 
18.55 
4.82 
17.1 
4.37 
4.7 

I. 93 
4.27 
7.31 
3.74 

10.51 
3.91 
3.81 
2.41 
2.42 
1.63 
3 

8.62 
6.01 
3.1 
6.57 
4. 52 
1.29 
20. 98 
16.44 
25. 23 
14.99 
7.95 
8.75 
10.56 
5.61 

II. 98 
4.42 

20.92 



3.54 
3.33 
1.88 
16.81 
19.24 
32.06 
16.33 
7.64 
2.51 
9.99 
24.49 
11.26 
8.49 
7.01 
6.79 
41.26 
3.24 
9. 67 
9.84 
1487.9 
7.2 
5. 66 
14.73 
10. 96 
4.15 
13.28 
5.12 
8.69 
3. 96 
6. 32 
5.5 
24.01 
3.7 
16.95 
4.11 
5. 73 
6.7 
5.48 
12.68 
3.21 
10. 24 
3. 36 
3. 34 
4.51 
2.8 
3.98 
9.03 
3.65 
4.3 
3.55 
5.69 
8.15 
1.85 
14.75 
15.29 
19.06 
8.54 
7.53 
23.38 
12.77 
8.67 
12.1 
6.67 
14*17 



2.54 
5.4 
2.16 
16.88 
16. 98 
24.02 
15.06 
9.1 
4.87 
7.12 
18.68 
12. 34 
8.27 
7.16 
5.83 
66.56 
2.79 
16.46 
10.7 
1519.7 
6.6 
4.15 
14.4 
16.21 
15.31 
16.86 
11.04 
5.41 
2.92 
3.6 
3. 92 
20. 69 
4.18 
18. 46 
4.75 
4.73 
3.65 
4.41 
11.46 
3.7 
9.8 
3.73 
3. 54 
4. 09 
1.57 
2.25 
5.76 
5. 55 
5 

1.79 
2.84 
3.8 
0. 
19.73 
9.14 
12.25 
8.01 
5 

14.29 
9.47 
4.88 
5.91 
3.75 

21.18 



2.52 

I. 88 
2.29 

15.59 
19.91 
38.47 
13,47 
6.72 
2.76 
10.84 
18.85 
13.42 
5.4 
2,77 
5.18 
17.81 
3.04 

II. 3 
11.47 

1062.9 
6.19 
4:01 
8.07 

10.31 
4.95 

13.67 
3.79 
3:19 
2.97 
2. 53 
2.9 

18.94 
3.88 

20.89 
8.94 
2.24 
5.79 
3.9 
8.75 
1.38 
10.2 
4. 39 
3.78 
4.21 
1.86 
2.32 
7.02 
2.61 
3.1 
2.57 
2.82 

10.66 
1.89 

14.58 
16.6 

11.43 
7.06 
5.63 

26.49 

19.63 
6.36 
9.18 
4. 53 
9.45 



0.56 
2.12 
1.4 
11.41 
10. 97 
28.02 
8 

5. 47 
4.1 
10.3 
18.1 
6.15 
3.05 
1.6 
1.69 
21.06 
5.51 
11.49 
12.01 
902. 24 
4.02 
2.89 
6 

8.8 
4.07 

12.24 
2. 55 
4.78 
2.86 
1.71 
2.56 

17.16 
2.33 

15.73 
7.94 



7.07 
1.38 
2.53 
2.57 
0. 34 
1.3 
2.65 
1.42 
3.76 
2.24 
2.99 
4.49 
0.49 
13.23 
9.46 
15.5 
7.05 
5.81 
8 

7.42 
3.29 
3.59 
0.93 
9.06 



2.38 
2.02 
2.53 
20.06 
23.39 
40.25 
7.34 
7.12 
3.13 
12. 47 
22.42 
13.42 
2.51 
2.87 
2.73 
28 
2.52 
14.97 
12.62 
975. 35 
7.97 
2.74 
3.43 
19.07 
2.18 
23.16 
5.99 
5. 52 
1.68 
1.09 
2.89 
21.03 
4.09 
25.86 
5.81 
5. 35 
5.48 
2.67 
4. 92 
2.78 
10.6 
3.75 
2.66 
4.68 
3.17 
2.65 
4.16 
4.34 
3.18 
1.51 
2.11 
6.61 
1.88 
20.21 
11.52 
24.54 
10 
8.41 
13.65 
11.63 
9.25 
4.66 
3.45 
16.49 



3 
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Table 399 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



IIAIMA1002145 
MAMIA1002147 
MAMMA1002V53 
MAWA1002155 
MAWA1002156 
MAMMA1002158 
MAWA1002164 
MAMMA1002165 
MAMMA 1002 170 
MAWA1002174 
MAMMA1002175 
MAIMAfOO2180 
MAMMA 1002 198 
MANMA1002205 
MANA1OO2206 
MAMMA1002209 
UA1MA1002215 
MAMIA1002219 
MAIHA1002224 
MAMIA1O02229 
HAMKA1002230 
MAMKA1O02233 
IIAJUMA1002234 
MAMKA1002236 
MAMHA1002243 
UAHIA1 002250 
MAMMA 1 002253 
MAIMA1 002267 
MANMA1002268 
MAWA1O02269 
MAMMA 1002282 
MAMMA1002292 
MAMA1002293 
MAMMA1 002294 
MAHMA1002297 
MAWA1Q02298 
MAWA 1002299 
MAMMA 1 002308 
HAMIA1002310 
MAMA 10023 11 
KAUAI 0023 12 
MAMHA1002317 
MAMMA1002319 
MAWA1002322 
MAMA1002329 
MAMMAI002332 
MAIHA1002333 
MAWA1O02335 
MAMMA1002339 
MAMMA1002347 
MAMKA1Q02351 
MAIMA10023S2 
MAMIA1O02353 
MAWA100235S 
MAWA1002356 
MAMMA1 002359 
MAMMA 1 002360 
MAMA 1002361 
MAMMA1 002362 
MAMMA1002367 
MAMMA 1002 371 
MAMA 1002 380 
MAMMA1002384 
MAJMAI002365 



59.23 
5. 58 
2.82 
2.48 

I. 89 
31.98 

1.74 
14. 96 
22.65 
5.6 
51.5 
26.41 
37. 99 
15. 14 
2.93 
183.5 
24. 38 
2.71 
15. 23 
16. 46 
22 
70.38 
7.92 
136.07 
20.02 
2.68 
0. 57 
9.29 
0. 57 
1.7 
2. 86 
IS. 43 
3.2 
9.41 
5. 35 
3. 44 
2. 99 
5.47 
9.13 
10. 67 
30.9 
5.72 

II. 12 
2.09 

17. 33 
2.58 
1.45 

12.65 
7.58 

10.15 
7.61 
3.96 
8.39 

25. 93 

28.68 
9.7 

85.31 
4.68 
4. 53 

13.67 
2.82 
7.87 

91.44 
2.04 



60.84 
4.1 
4.71 
3.25 
5.51 
68.42 
3.48 
21.57 
29.54 
8.95 
30. 74 
35. 57 
80.63 
20. 56 
3.59 
268. 42 
31.33 
0.94 
6. 24 
14. 44 
37.1 
89. 47 
6. 85 
148.16 
20. 33 
3.81 
1.7 
9.06 
3.72 
2.24 
3. 76 
25.26 
3.94 
6. 68 
6. 59 
2.01 
4.55 
9.33 
10.94 
15.07 
42.06 
5.28 
14.39 
3.24 
19. 74 
4.23 
2.08 
18.48 
15 
21.39 
10.35 
6.91 
10.78 
29.71 
42. 92 
13.9 
125.75 
5. 33 
5.8 
17.12 
3.35 
13.26 
168.34 
1.77 



77.53 
8.16 

7.<ttf 
10.86 
11.57 
55.01 
10.17 
31.25 
35.22 
10.45 
138.92 
64.21 
138.79 
52.79 
10.31 
348.13 
40.05 

3.73 
19.36 
27.79 
57.12 
122.68 
12.79 
220.88 
38.87 

6.67 
6.1 
17.68 

6.93 

4.35 

4.32 
45.69 
4.4 

12.5 
11.35 

8.19 
14. 53 
18.02 
18.01 
18.09 
49. 45 
10. 29 
20. 39 

7. 26 
32. 36 

6.84 

7.07 
23.72 
19.05 
24.74 
21.39 

9.29 

23.6 
53.72 
56.16 
19. 55 
125.12 

13.4 
12. 93 
24.55 
9.8 
17. 64 
87. 56 

7.54 



26.62 
3. 48 
3.26 
2.89 
0.4 
8.28 
3. 33 
20.06 
10.64 
5.64 
91.4 
33.73 
18.29 
21.27 
2.52 
282.08 
29.39 
1.84 
12. 34 
9.51 
14.15 
8.19 
4.92 
36.8 
38.33 
5.79 
2.21 
10. 28 
16.18 
2.97 
2.98 
33.39 
4.2 
3.33 
7. 95 
4.11 
7.08 
10.01 
13.86 
4.83 
34.33 
3.9 
9.58 
1.71 
18.64 
4.89 
4.55 
7.59 
10.2 
8.5 
9.12 
4.01 
6. 39 
28.58 
40. 53 
15. 93 
50.2 
6.92 
6.01 
7.42 
0.89 
9. 95 
61.83 
5.82 



46.01 
3.17 
5. 54 
3.23 
3.84 
17.41 
5. 39 
14.73 
9.2 
4.66 
93.51 
28.48 
47.55 
16.14 
3.96 
352.1 
28.67 
2.07 
12.12 
10. 83 
20. 28 
33.96 
10. 39 
57.62 
25.12 
2.6 
1.65 
11.75 
7. 45 
8.98 
7.03 
19. 64 
3.49 
7. 99 
7.71 
4.61 
6.73 
8. 02 
17.88 
5.07 
28. 66 
3.7 
9. 59 
2.86 
18. 47 
4.12 
5. 97 
6.81 
7.54 
9.44 
8. 67 
3.84 
12.46 
30. 76 
46. 92 
13. 24 
80. 78 
5.11 
7 

11.11 
2.2 
9. 26 
126. 23 
2.53 



14.01 
3.48 
4.01 
2.81 
3.05 
13.99 
3.9 
17.78 
7.67 
7.45 
53.96 
23.51 
46.05 
13.46 
2.18 
269.26 
24.47 
2.08 
11.67 
11.84 
20.13 
39.69 
5.66 
87.11 
25.3 
4.11 
3.98 
12.03 
4.5 
8.51 
4.77 
22.84 
3.24 
10.5 
8 

4.39 
6.49 
7.61 
11.7 
6.09 
29. 57 
4.94 
6.6 
1.28 
17.53 
2. 94 
6.64 
10.8 
10.35 
11.14 
7.13 
4. S3 
12. 35 
23.64 
35.69 
12.52 
78.44 
6.08 
5. 37 
9.42 
2.61 
6.58 
76.47 
3.4 



21.49 
3.61 
3.33 
4.53 
2.17 

16.74 
5.07 

14.07 
9. 57 
4.49 

49.64 
38.7 

13.24 

24.47 
3.53 
189.69 

25.62 
0.86 
6.61 
7. 32 

22.25 
218. 52 

11.44 

34.48 

21.56 
4. 54 
2.62 
8.49 
3.59 
2.83 
3.56 

15.48 
3.79 
5.31 
2.76 
2.48 
4.69 
7.23 
14.2 
1.95 

22.98 
4.31 

12.89 
1.75 
19 
2.37 
2.39 
3.17 
7.33 

10.35 
7.44 
2.75 
7.8 

29.82 

34.66 
6.92 

18.48 
3.35 
5.23 
8.07 
2.45 
10 

56.65 
1.44 



27.44 
1.58 
4.14 
1.33 
1.45 
7.42 
0.22 
10.69 
17.6 
3.82 
44.62 
27.33 
10.75 
10.14 
0.98 
127.24 
23.02 
0.6 
10.38 
11.92 
15.46 
154.84 
4.89 
55.67 
17.63 
2.26 
1.41 
4. 34 
1.73 
1.4 
5.53 
15.23 
4.35 
8.44 
2.6 
2.96 
0. 99 
3.03 
7.14 
3.51 
30.71 
4.41 
13.6 
1.09 
10. 56 
0.43 
0.64 
6.12 
10.1 
10.5 
4.46 
1.39 
9.12 
21.55 
27.13 
6.02 
22.03 
2.61 
3.68 
3.62 
2.44 
7.71 
15.61 
1.54 



27.68 
1.54 
1.01 
2.05 
3.44 
4.4 
3.21 
17.29 
7.86 
4.25 
29.88 
38.33 
8.83 
16.64 
3.24 
124.82 
20.25 
1.35 
6.31 
8. 59 
15.8 
147.67 
8.58 
55.33 
24.13 
2.04 
1.86 
11.22 
3.92 
3.35 
5.39 
21.7 
3. 43 
4.21 
3.09 
3.08 
4.04 
7.9 
10.5 
2.65 
35. 68 
4.7 
13.85 
1.05 
17.8 
2.61 
2.14 
6.64 
11.23 
16. 39 
10.65 
5.61 
7.88 
27.08 
37.63 
14.49 
30.63 
7.85 
7.06 
6.96 
1. 
10.46 
10. 22 
1.62 



t tt 



t * 



tt t 
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Table 400 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



MAINA1002390 
MAMMA1002392 
MAMMA 1002396 
MAHIA1002399 
MAMMA 1002400 
MAMMA1002409 
HAMMA1 002411 
MAMMA1O02413 
MAMMA1002417 
VAHUA1002427 
MAMMA1002428 
MA1HA1002433 
MAMMA1002434 
MAItU 1002446 
MAMMA1002447 
HAMU1 002454 
MAMHA1 002461 
MAMMA1002463 
HAHMA1002464 
MAMA1002466 
MAWA1002470 
MAMMA 1002475 
MAMIA1002480 
MAIMA1002465 
HAMMAI002494 
MAWA1002498 
MAMMA1002524 
MAMMA1002530 
MAWA1002538 
MAMHA1002545 
MAWA10025S4 115 
MAMMA1002556 
MAWA1002561 
NAWA1O02565 
MAMMA 1002566 
MAMMA1002571 
MAHIA1 002573 
MAMMA1002576 
MAMMA1002584 
MAHIAI002585 
MAMMAI002586 
MAWA1002S69 
MAHA1002590 
KAWA1002593 
MAW1A1 002597 
MAWIA1002598 
MAWA1OO2603 
MAMMA1002612 
MAWA1002S17 
MAMIA1002618 
MAMMA1002619 
MAMMA1002622 
MAHU1002623 



16.21 
4. 77 
2. 99 
9.87 
72.48 
6.49 
9. $1 
34. 97 
36.82 
6.8 
5.09 
14.18 
4.26 
8. 39 
4.71 
3.91 
27.3 
9. 24 
3.98 
4.86 
4. 88 
17.39 
51.48 
19.11 
22.86 
5. 27 
1 1 96 

MAMMA1002530 277! 32 

I. 65 
2. 59 

83 
4.03 
15.67 
20.13 
5.49 
12.97 
4.02 
13.78 
9.21 
6.36 
21.75 
31.16 
8.65 
8. 47 

II. 34 
9.23 
7.01 
0.64 
1.99 

16.06 
7.62 
3.06 
2. 38 

MAWA1002625I158.57 



MAMU1002627 
MAWA1002629 
MAUA1002631 
MAWA1002633 
MAIKA1 002636 
MAMMA1002637 
MAMMA1002646 
MAMHA1002648 
MAMU1002650 
MAJMA1002652 



6.48 
20.19 

4.6 
64.25 
30.48 

2.95 

3.86 
136.47 

1.2$ 
32.12 



20. 25 
2.83 

I. 82 
15.29 
90.25 

9.18 
7.57 
38.81 
49.91 
10.05 
6.45 
24.47 
3.86 
8.67 
6.42 
4. 62 
34.88 
10.49 
2.85 
7.93 
6.3 
22.9 
94.76 
15.89 
28.77 
2.99 

II. 09 
388.85 

4.73 
2.37 
185. 59 
6.04 
18.37 
19. 37 
3.28 
18.44 
5.04 
23.79 
12.39 
5.36 
21.37 
39.3 
6.16 
7.53 
16. 94 
11.39 
8.63 
0.54 
2.39 
18.63 
6.62 
2.72 
2.14 
183.87 
11.48 
19.33 
4.73 
69. 26 
34.84 
5.14 
4.18 
120.19 
1.85 
44.28 



27.48 
6.02 
-9.4 
24.4 
98.09 
17.47 
20.49 
65.44 
68. 59 
17.81 
11.72 
33.83 
13.18 
27.55 
13.3 
7.05 
56 
15.67 
5.66 
15.75 
14. 57 
40.72 
100.05 
43.85 
50.5 
4. 95 
24.02 
679. 97 
10.72 
13.88 
273.08 
7. 54 
24.06 
64.78 
6.28 
36.1 
11.33 
37.39 
27.02 
13.56 
47.64 
81.02 
15.55 
30 
30.07 
26.12 
19.81 
1 

4.19 
46. $2 
18.84 
4.49 
3.99 
332.03 
14.86 
33.94 
9.76 
104.49 
49.63 
7.06 
6. 
147.15 
1.15 
46.88 



13.4 
7.9 

2.48 

2.74 
48. 92 

3.97 

9. 69 
49. 38 
44.18 
10. 58 

5. 54 
12.49 

2.12 
10.82 

4.25 

7.12 
30.05 

10.5 

I. 75 
8.06 
5.95 

24.51 
63.97 
26.44 
24.3 
1.99 
7.72 
473. 31 
1.52 
1.77 
258. 19 
5. 06 
5.72 
24.22 
2.19 
16.95 

I. 38 
16.06 
16.71 

II. 07 
26.29 
35.29 

9. 32 
8.1 
13.1 

15.11 
9.42 
4. 76 
2.19 

25.87 

13.61 
4.32 
2.64 

71.22 

II. 21 
25.61 

3. 98 
122.15 
34.43 
4.15 
3.4 
ISO. 69 
1.57 
48.41 



13.61 
2. 39 
1.34 
8.91 
68.69 
6. 62 
12. 54 
40.42 
31.29 
7.31 
5.32 
14. 56 
3.76 
15. 66 
7. 94 
5.04 
20.73 
6.07 
3. 24 
8.69 
13.1 
29.14 
56.87 
20.15 
23.02 
2.06 
7.78 



14. 48 
4.12 
2.01 
5.25 
49.07 
4. 36 
10.88 
34. 55 
40.31 
11.82 
4.74 
9.41 
2.95 
10.5 
6.39 
6.67 
23.5 
6.24 
1.37 
6.34 
4.89 
16.55 
37.35 
19.25 
18.38 
1.95 
5.46 



550.87 394.12 



2.62 
4.03 
207.86 
3.68 
9.69 

20. 52 
3.2 

12.11 
3.48 

19.72 

13.29 
9.12 
19.9 

36.93 
8.84 
8.37 

12.76 
13.9 

12.79 
2.04 
2.2 

25. 59 

11.83 
2.96 
2.39 



2.66 

I. 39 
207.1 

5.28 

8. 96 
19.19 

3.17 
12.28 

2.19 
15.26 

9.15 
8.7 
20.88 
32.17 

9. 26 

7.45 

II. 04 
10. 
9.69 
2.86 
2.69 

22.23 

9, 
14.63 
1.68 



106.04 287.72 



19 
18. 43 
2.11 



9. 56 
21.46 
3.82 



95.76 107.58 
30.9 28.96 



3.68 
4.56 



2. 57 
2.51 



135. 33 106. 16 
0.72 1.64 
32.53 36.9 



13.02 
3.41 
2.08 
5.52 
35. 95 
5.84 
11.51 
32.31 
29.78 
13 
5.8 
13.05 
4.67 
11.46 
4. 34 
4.66 
29.37 
8. 27 
1.77 
6.75 
3. 64 
20.39 
60.56 
16.32 
23.12 
2.18 
10.41 
467:12 
2.05 
1.68 
180.88 
2.7 
6.7 
20.48 
4.16 
16.66 
3.22 
13.9 
13.96 
7.18 
19.88 
47.24 
5.06 
8.63 
12.91 
14.04 
13.58 
2.1 
2.8 
19. 52 
6.72 
2.48 
1.62 
518. 89 
12.93 
13.72 
1.12 
66.41 
42.01 
4.18 
2.73 
124.23 
0.26 
24.05 



8.71 
2.08 
1.84 
3.6 
25.31 
1.59 
6.91 
27.95 
24.72 
6.65 
2.19 
9.04 
2.76 
8.07 
1.12 
2.3 
22.7 
4.83 
2.41 
3.95 
2.83 
12.61 
13.3 
13.38 
24.83 
0.89 
6.02 
251.99 
0.61 
0.09 
93.96 
3.76 
7.18 
14.5 
1.97 
10 
1.15 
8.77 
6,48 
4.4 
14. 32 
33.3 
3.24 
8. 66 
7.38 
4.47 
3.61 
0 

1.84 
10.7 
6.93 
0. 95 
0 

291.59 
6.03 

14. 18 
0.35 
60.3 

28.77 
1.82 
1.37 

86.88 
0.46 

25.91 



18.23 
4.6 
0.91 
3.73 
45.88 
5.43 
7.16 
41.66 
27.25 
9.6 
4. 39 
12.93 
3.7 
9. 95 
6.19 
3.21 
32,72 
7.57 
1.96 
4.7 
3.84 
16 
33.46 
18. 32 
27.28 
1.64 
6.07 
328.81 
2.49 
1.93 
83.88 
3.11 
2.52 
21.19 
2.42 
13.05 
2.21 
10. 92 
12.24 
6.71 
18.17 
29.17 
4.01 
8.47 
12.5 
10.54 
8.05 
0. 92 
1.34 
17-56 
5.26 
1.91 
1.12 
173.62 
9.03 
19.09 
1.47 
67.07 
46.58 
4. 

2.49 
146.01 
0.54 
28.22 
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HAMIA100266S 
MAWA1Q02662 
MAWA1002665 
MANMA1002671 
1IAWA1002673 
MAWA10Q2684 
MAUIA1002685 
MANNA1002692 
NAMA1002693 
MAMMA1002698 
MAMHA1002699 
MAMUA10Q2701 
HAMMA1002708 
MAMMA1002711 
MAMMA1002712 
MAWA1002716 
MAMMA1002721 
MAMMA1002723 
MAWA1002727 
MAK1A1002728 203 
MAMMA1O02742 
MAMMA1002743 
MAMMA1002744 
MAMMA1002746 
MAMMA 1002748 
MAMA10027S4 
MAMMA1002758 
MAWA1002762 
MAMMA1002764 
MAMIA1002765 
HAIMA1002769 
MAMMA1002771 
MAMMA1O0277S 
MAMMA1002780 
MAKIA1002782 
MAMIA1002795 
HAMMA1002796 
MAMMA10028O5 
MAMMA10028O6 
IIAWA1002807 
UAHNA1O02614 
NAWA1002817 
■AHIA1002B20 
MAMMA1002830 
MAWA1002833 
MA1HA1002835 
HAWA1002B38 
MAMHA1002842 
MAMA1002843 
MAMMA 1002 844 
MAMMA1002845 
MAWA1002857 
MAMMA1002858 
MAWA1002863 
MAMMA1 002868 
MAMA1002869 
MAWA1002871 
MAWA1002875 
MAWA1002879 
MANA1002880 
MAMMA1002881 
MAMMA1 002885 
MAHU1002836 
MAWA1002887 



n.4 

6.09 
45. 5 
16.2 
11.32 
12.93 
S.98 
8.9 
9.54 
6.28 
5.33 
26.1 
10.78 
14.75 
11.97 
4.68 
14.39 
7.42 
5.86 
.39 
14.02 
13.69 
41.83 
1.97 
7. 49 
14.85 
3.59 
132.2 
11.39 
7.34 
10.29 
3.01 
37.45 
5.07 
5.1 
4.5 
5.94 
7.95 
3.62 
18.13 
44.71 
3.99 
8.85 
214.03 
35.45 
2.83 
11.11 
18.2 
6. 38 
7.03 
2.68 
706.2 
2294.5 
7.34 
37.22 
27.07 
14.38 
10.61 
85.9 
3.99 
8.75 
3. 52 
26.73 
4.31 



14. 99 
7.03 
69.25 
21.13 
15. 65 
20. 62 
5.53 
8.42 
10. 93 
7.75 
9. 37 
32.61 
13.98 
23.34 
12.21 
7.56 
14.75 
10. 89 
7.13 
279.55 
17.19 
22.29 
52.92 
3.26 
8.51 
17.76 
1.64 
159.47 
16.4 
7.13 
13.85 
3.94 
33.73 
6.15 
4.96 
6.79 
10.22 
9.3 
2.38 
22.17 
48.76 
4.65 
7.77 
277. 57 
43.35 
4.62 
14.42 
19.62 
8. 96 
7. 49 
3.31 
952.23 
2940.8 
6.7 
42.58 
27.29 
15. 38 
9. 93 
153. 46 
4.47 
7.92 
4.77 
26.24 
6.26 



17.9 
11.38 
80.49 
33.24 
15. 97 
16.77 

9.57 

9.87 
23.31 
12. 56 

9.52 
44.74 
19.02 
34.41 
14.44 

7.57 
20.55 
16.34 
17.65 
292. 72 
15.98 
19.83 
97.53 

4.93 
12.58 
22.12 

11.4 
185.48 
28. 38 
16. 56 
24.43 

5. 73 
58.09 

6.67 
13.58 
10.64 
11.38 
18.26 

6.99 
39.72 
77.02 
7.4 
12.62 
281.23 
56.35 
14.15 
31.43 
33.31 
10.43 

9.64 

8.62 

1146 
1870.4 
14.07 
112 
44. 22 
24.35 

8.16 
165.38 
13.13 
17.49 
10.68 
71.16 

14. 



15.12 
9. 76 
54.25 
18. 58 
11.87 
15.69 
4.13 
7.25 
11.25 
8.05 
5.1 
24. 49 
10.41 
24.21 
7.62 
4. 77 
11.28 
7.15 
5.65 
297.21 
10. 59 
22.11 
82.43 
1.96 
5.49 
11.35 
2. 56 
173.16 
10.76 
5.42 
5. 77 
4.17 
84.46 
4.47 
4. 26 
2.77 
3.51 
5. 36 
3.71 
27.6 
44.68 
2.69 
4.45 
229.96 
30.19 
2.49 
18.22 
21.65 
6.56 
4.13 
2.22 
1100.2 
2372.6 
6.73 
66.03 
74.9 
3.88 
4. 59 
90.95 
3.43 
5.86 
3.3 
37.73 
6.26 



13.04 
5.9 
62.78 
22. 22 
13.24 
20. 34 
4. 23 
7.35 
9.77 
7.51 
10.31 
33. 98 
15.42 
29.1 
10.08 
4.14 
10.99 
8. 24 
6. 92 
297. 38 
10.28 
23.47 
49.67 
3.41 
4.9 
12.08 
2.22 
185.47 
16. 28 
10.33 
11.7 
3.21 
48.03 
3.43 
5.86 
4.7 
7 

11.22 
4.26 

21.23 

36.22 
1.42 
5.02 
268. 12 

48.83 
4.86 

13.58 

17. 53 
6.63 
4.73 
3.45 
1170.5 
1763.7 
7.47 
44.4 

47. 1 3 
5.79 
5.33 

121.6 
2.59 
8.28 
3.4 

28.68 
3.45 



14.83 
8. 37 

56.03 
20.8 
9.54 

11.67 
3.62 
7.75 
9.02 
8.6 
6.85 

29.72 

12.16 

25. 59 

13.25 
4.42 

13.97 
4.7 
6.62 
218.05 

10.18 

15.54 

62.65 
2.27 
•6.1 

11.06 
2.31 
170.91 

13.47 
6.06 

10.08 
3.23 

62.49 
3.09 
4.79 
2.89 
2.99 

10.66 
2. 36 

23.03 
39.5 
2.37 
3.82 
260.12 

31.33 
1.91 

15.03 

15.65 
6.17 
3.32 
1.79 
914. 39 
1167.7 
6. 

46. 77 

42. 55 
4.67 
3.55 

91.59 
1.91 
6.29 
4. 24 

31.72 
6. 36 



12.19 
9. 45 
66.39 
25. 5* 
13.67 
14.21 
3.38 
2.23 
7.69 
S. 96 
7.2 
36.76 
15. 37 
25. 28 
6.69 
3.66 
10.36 
4.46 
4.72 
240. 28 
5.71 
12.39 
35.95 
2.78 
6.53 
11.12 
1.99 
152.23 
14.81 
7.41 
4.64 
5.9 
34.89 
4.23 
6.17 
3.8 
1.75 
9.08 
4.15 
24.44 
45.03 
1.9 
4.58 
256.75 
56.07 
2.5 
12.7 
18.5 
6.69 
3.78 
1.92 
1224.8 
3253.7 
10. 22 
34. 24 
24.16 
3.41 
2.05 
134.87 
2.37 
10.75 
2.69 
26.26 
3.77 



8. 95 
4.05 

47. 78 

15.85 
9.79 
4.61 
2.66 
5.77 
7. 85 
6. 56 
5. 75 
18.9 

13.13 

14.17 
8.26 
3.97 

11.19 
4.93 
3.49 
159. 35 
6.31 
9. 78 

33.09 
1.33 
3.04 
5.72 
1.02 
100.87 
9.65 
3.51 
4.85 
1.8 

23.26 
2.8 
2.83 
0.29 
1.74 
3.81 
0.61 

17.51 

34.09 
1.38 
3.34 

84. 59 

31.41 
0.14 
4.89 
8.81 
4.51 
1.87 
0. 92 
597.31 

1423.1 
2.68 

23.46 
21.4 
1.65 
0. 93 

73.22 
0 

4.45 
0.63 
17.17 
1.7 



8.53 
7.02 
71.4 
14.12 
13.55 



.68 
.46 
.68 
.66 
.22 
.86 



5, 
3 
1 
6 
6 
6, 

37.16 
12.91 
20.72 
7.29 
3.59 
14.35 
6.1 
6.01 
257.9 
6.17 
3.07 
52.81 
2.98 
7 

16.48 
1.03 
138.71 
13.58 
6.05 
10. 59 
2,75 
53.34 
2.68 
4.75 
3.67 
3.7 
6.4 
2.13 
32.38 
60.73 
3.31 
5.96 
195.17 
58.94 
2.49 
21.91 
13.46 
5.73 
4.09 
2.1 
410.7 
844.59 
6.73 
47.24 
25.44 
2.57 
2.17 
108. 93 
2.3 
6. 
2.73 
36.38 
3.28 
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KAWA1002890 
MAWAI 002892 
KAMA! 002893 
MAWAI 002895 
MAWAI 002898 
KAMA) 002905 
MAMMA 1 002906 
MAMMA1 002908 
MAWA1O029O9 
MAMHA1002918 
MAWAI 002925 
MAWAI 002926 
MAWA1002930 
MAWA1 002937 
MAMMA1 002938 
MAMMA 1002941 
MAWAI 002947 
MAWA1 002964 
MAWAI 002967 
MAWAI 002970 
MAMMA1 002971 
MAWAI 002972 
MAWAI 002973 



MAWAI 002979 129.92 194.32 219.31 



MAMMA 1 002982 
MAMMA 1002987 
MAMMA1 003003 
MAWAI 003004 
MAMMA 1003007 
MAMMA 100 30 II 
MAWAI 0030 1 3 
MAMMA1003015 
MAMMA1003019 
MAWAI 003020 
MA1HA1003026 
MAMMA1003031 
MAMMA1003033 
MAMMA1003035 
MAWA1O03039 
MAWA1003040 
MA1MA1003044 
MAMMA1003047 
MAMA 1003049 
MAMMA10030S5 
KAUAI 003055 
MAMMA 1003057 
MAMMA1 003066 
MAWAI 003075 
MAMMA1003089 
MAMMA1003092 
MAMMA1003095 
HAMMA1003099 
MAWA10031O2 
MAJMIA1003I04 
MAWAI 003 11 3 
MAWA1Q03126 
MAWA1003127 
MAWAI 0031 31 
MAWAI 0031 35 
MAMMA100314O 
MAMA 100 3 MB 
MAMMA1003150 
MAWAI 0031 54 
MAWAI 0031 55 



11.31 
13.36 
8.64 
3.34 
4.08 
4 

2.68 
14. 98 
30.34 
13 
49.1 
25.41 
27 
65. 34 

I. 94 
7.09 

16.06 
14. 52 
6.96 
16.09 
4.02 
3. 94 
20.96 
.92 
2.18 
10.35 
10. 92 
9.35 
5.35 
3.33 
52. 58 
4.4 
6 

9.29 

2.19 
12.83 

7. 59 
14.44 

5. 57 
22.42 
23.58 
25.89 

2. 33 
17.22 

1.24 

7.01 
16.42 

6.07 
37.69 
2.7 

II. 71 
12.83 

3.77 
2.23 
12. 38 
20.48 
11.67 
8.9 
3.06 
5.46 
4.31 
4. 32 
2.93 
35.26 



9. 48 
11.62 
14.35 
5.32 
5.01 
11.4 
1.92 
16.18 
34.63 
10.64 
23. 96 
28. 93 
34.75 
59.27 
2.84 
6.07 
20.72 
21.96 
4.19 
29.77 
4.7 
3.63 
22,17 



18.16 
14.89 

13.2a 

14.4 
17.31 
20 

5.05 
26.75 
68.19 
27.29 
62.42 
57. 26 
73.56 
78. 68 

7.68 
17.41 
33.43 
48. 58 
15. 96 
65.22 

8.35 

9.75 
31 



I. 25 
12.2 

12.48 
12 
7.51 
3.62 
50.01 
9.22 
3.52 
17.63 
2.41 
17.1 
11.58 
18.88 
9.4 
25. 75 
26.13 
30.87 
2.17 
25.14 
3.89 

II. 35 
21.28 

7.85 
44.94 
6.77 
16.36 
14.7 
5.08 
3.23 
25. 98 
25.06 
12.89 
14.73 
2.9 
6.32 
6.5 
7.47 
3.77 
33.7 



7.22 
15. 88 
21.55 
11.41 

6. 39 

5.57 
73.47 
10.22 
10.72 
21.88 

7.93 
23.06 
13.68 
35.58 
15.11 
39.61 
43.98 
33.12 

8.04 
35.08 

8. 92 

14.1 
30.29 
12.07 
70.13 

9.29 
22.28 
25.29 

9.09 

4.66 
27.12 

25.6 
22.02 
17.42 
10.48 
IS. 55 

9.12 
10.56 

5.99 
28.41 



8.56 
12.15 
7.89 
3.46 
2.16 
7.75 
4.09 
12.12 
28.69 
16.01 
27.59 
38.61 
25. 58 
106.43 
5.03 
12.34 
32.68 
29.27 
5. 47 
27.91 
3.51 
6.43 
24.13 
151.08 
2.29 
9.6 
9. 72 
6.36 
5.22 
4.14 
127.57 
6.68 
6.3 
11.76 
1.47 
9.93 
6.87 
17.37 
7.17 
22.72 
21.92 
18.34 

I. 06 
23.45 

1.85 
7.31 

14.08 
6.85 

31.56 
2.59 
5.96 

10.69 
1.69 
5.3 

II. 65 
15.4 

11.38 
6.88 
1.24 
2.89 
2.65 
5.78 
2.37 

18.29 



8. 49 
11.02 
13.97 
5.81 
5.01 
8.82 
2.8 
15.62 
13.89 
18.07 
36.92 
37. 53 
25. 59 
76.67 
4.18 
8. 56 
25.81 
22.13 
7.15 
25. 06 
4.7 
4.91 
16.86 
71.59 
3.22 
9.29 
10.82 
11.7 
6.88 
2.91 
69.44 
9.17 
3. 92 
13.24 
3.27 
17.27 
12.75 
11.86 
7.63 
19. 76 
19.68 
23.66 
1.14 
17. 28 
1.6 
6.88 
16.97 
6.1 
35.51 
2.39 
7.13 
15.86 
4.54 
4.9 
17.89 
13.83 
12.69 
7.18 
2.69 
4.63 
6.5 
4. 99 
2.94 
14.13 



19.82 
9.05 
5.96 
1.87 
1.76 
9.71 
3.58 
14.31 
22.65 
12.45 
32.28 
35. 54 
23.42 
71.14 
4.4 
8.04 
27 
24.66 
5.12 
19.79 
2.27 
5.11 
22. 18 
113.43 
3.34 
9.6 
10.86 
10.34 
6.35 
4.01 
113.36 
6.66 
5.12 
12.14 
2.09 
14.35 
8.45 
13.06 
9.67 
23.47 
21.85 
19.64 
1.06 
15.29 
1.77 
7.83 
16. 54 
6.14 
31 
2.86 
4.55 
9. 22 
2.6 
4.18 
10. 16 
15.96 
10.66 
8.51 
1 

3.63 
3.58 
3.76 
2.85 
13.99 



9.15 
7. 92 
10.13 
4. 28 
3.17 
6.71 
1.97 
16.05 
34.89 
12.7 
67.91 
28. 57 
47.23 
57.91 
2.05 
6. 56 
19.39 
18.71 
3.62 
28. 99 
5. 62 
4. 27 
16.66 
55.53 
5.33 
13.48 
12.69 
5. 34 
8. 36 
2.44 
42.21 
6.79 
4.27 
9.04 
1.98 
13.73 
8. 32 
6.41 
4.3 
30.8 
23.01 
30.18 
1.63 
23.26 
4. 37 
3.86 
12.01 
7.15 
38.3 
1.65 
3.24 
14.89 
2.97 
1.01 
7.19 
10.44 
9.71 
7.06 
3 

3.24 
4.41 
3.2 
2.68 
27.83 



5.95 
7.62 
7.23 
2.34 
0. 38 
1.7 
0.54 
8.69 
20.01 
8.75 
43.67 
14.19 
26.24 
26.1 
0.91 
3. 92 
13. 57 
13. 88 
5.07 
12.64 
2.89 
0.9 
11.21 
74.31 
0.9 
8.42 
9. 52 
4.64 
3.78 

I. 93 
37.2 
4. 74 

I. 82 
4.99 
0. 75 
7.28 
3.56 
9.44 
4.16 

25.19 
22.17 
18.74 
0.08 
16.76 
0 

5.43 

II. 17 
5. 26 

22.85 
0.84 
2.25 

II. 45 
0.85 
1.61 
8.58 
8.97 

8.8 
3. 18 
1.87 

3.7 
3.62 
3.41 
0.86 
12.47 



8.48 
11.8 
1.86 
3.5 
2.02 
4.46 
1.64 
18. 72 
32.36 
10. 42 
13.09 
28.89 
37.21 
50.41 
2.65 
5. 66 
20.15 
18. 49 
4. 36 
23.95 
2.46 
3.28 
13.94 
23.22 
3.23 
11.93 
10.22 
8.09 
6.7 
2.62 
47.45 
5.08 
2.44 
7.31 
2. 98 
15.8 
9.08 
10.62 
6.95 
32.64 
23.66 
28.8 
1.3 
22.03 
1, 
8. 
25. 
7.72 
38.78 
2.49 
2.45 
12.15 
1.92 
4.75 
13.27 
17.98 
11 
4. 59 
1.55 
5. 

3.28 
5.87 
2 

20.55 
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9.8 11.92 
6.69 5.07 
9.65 8.42 

13.16 17. 5 

22.17 30.34 
6.11 10.91 

10.01 15.51 
170.84 205.1 
36.72 46. 14 
7.95 11.11 
4.15 2.68 
7.05 9.84 
6.2 11.24 
6.17 20.65 
5.32 12.32 
6.94 9.49 
17.35 20.78 
285.1 504.24 
3.2 5.45 
6.89 5.26 
3.25 17.72 
129.93 146. 35 
8.15 10.03 
663. 12 662.77 
24.34 23.12 
10.86 12.97 
20.13 29.95 
1.37 1.52 
1.84 9.53 
4.53 3.89 
12.06 
4.86 
2.61 
14.01 
5.01 
281.4 
2.47 
13.51 
2.37 
14.38 
127.65 
17.5 
38.8 
128.23 
0.21 
7.07 
3.63 
13.89 
7.26 
44.37 
4.48 
2.07 
93.8 
44.49 

NT2RH1000274|455.63 
6.37 
0. 98 
6.74 

INT2RM10OO3O4I737.O6 



MAWA1003157 
MMHA1003163 
HAMMA10O3-164 
UAMUA1003166 
NB9N3100001G 
NB9N31000016 
NB9N310OO043 
NB9N3 1000045 
NB9N3 1000054 
NB9N31000076 
NB9N31000086 
NT2RH1000001 
HT2RW000018 
NT2RN1000032 
NT2HM0Q0035 
NT2RM1 000037 
NT2RM1000039 
NT2RH1000042 
NT2RM10000S5 
NT2RM1000Q59 
NT2RM1000062 
NT2RU100006S 
NT2RM100OQ66 
NT2RHJ000071 
NT2RH1000080 
NT2MI100O085 
NT2RM1000092 
NT2RM1000118 
KT2RH1000119 
NT2RM 000121 
KT2RH1000122 
NT2RM 000127 
NT2RII1000131 
NT2R1I1000I32 
NT2RM1000153 
NT2RM1000184 
NT2RM1000186 
NT2RM1000t87 
NT2M1000199 
NT2RM10OO213 
NT2RW000215 
NT2RM100O216 
HT2RM1000224 
HT2RM000236 
NT2RM1000242 
NT2RM1000244 
NT2RI1000252 
HT2RII1000256 
HT2RM1000257 
NT2M100O26O 
ITT2RM10OO269 
NT2W1000271 
NT2RH100O272 
NT2RH100O273 



HT2RM1C00280 
NT2W1000295 
NT2U1000300 



NT2RM1000314 
NT2U1000318 
MT2RII000335 
NT2RH10Q034I 
HT2RM10003SO 



.02 
.09 
.69 



4. 57 
421.37 
11.96 
1.94 
8.91 



9 
3 
0 

8.66 
3.78 
361.08 
4.7 
16.82 
2.51 
13.17 
93.5$ 
12.81 
21.38 
106. 27 
0. 74 
7.69 
3.86 
13.11 
4.79 
50.35 
3.66 
1.72 
125. 17 
55. 95 
719. 55 
12.22 
1.35 
6.95 
1023.4 
4.01 
294. 99 
11.64 
1.67 
10.88 



16.49 
11.11 
12.65 
21.96 
35 

22.1 
20.02 
142.2 
51.85 
16 
11.91 
23.41 
12.18 
14.02 
11.65 

8.81 
18. 95 
359. 3§ 
10.27 

12 
14. 57 
187.39 
11.93 
828.24 
24. 37 
11.53 
35.15 

9.04 
13.52 

4.67 
14.76 

8.85 

3.44 
18.39 
14.31 
212. 97 
12.56 
27.58 

5. 33 
27 

105. 56 
37.21 
99.03 
224.67 
2.56 
14.14 
6.34 
17.86 
22.28 
69.11 
6.5 
5.77 
184.07 
63.71 
944.44 
16.78 
3.23 
12. 
718.47 
6.01 
289.4 
18.91 
2.31 
13.15 



8.3$ 
7.07 
4.3 
14.35 
8.06 
11.04 
13.55 
172.26 
45.82 
8.53 
2.36 
7.46 
4.32 
3.2 
5.42 
3.59 
11.31 
438.78 
2.35 
2.6 
2.77 
51.11 
3.29 
110.41 
3.56 
2.83 
36.08 
0 

3.77 
2.15 
4.72 
2.65 
0.91 
14.15 
1.42 
228. 94 

I. 93 
4.35 

3.1 
9.3 
47 
8.7 
21.96 
36.44 
0 

11.09 
5. 75 
12.49 
12.27 
33.91 
3.35 
1.75 
85. 39 
32.07 
916.81 
15.15 
1.46 
10.61 
1038.7 
3.26 
315.7 
9.64 
1.53 

II. 12 



7.14 
6.08 
5.95 

15.87 

26.76 
8.39 

11.04 
138.41 

42.67 
7.69 
4 

11.26 
8. 37 
3.21 
4.73 
2. 53 
10. 06 
386.15 
2.5 
4.12 
4. 02 
120. 84 
5.25 
580.78 
11.29 
5.32 
29.43 
0. 67 
3.18 
3.4 
5. 56 
2.99 
1.56 
9.4 
4.08 
161.22 
2.54 
7.1 
3.18 
6.17 
125. 55 
7. 66 
23.06 
158.46 
1.12 
6.96 
3.24 
12.19 
7.82 
47.16 
3.23 
2.06 
186. 36 
31.24 
390. 33 
6.91 
0.9 
8.44 
1097.8 
3.98 
574. 37 
8.09 
0.88 
8.93 



7 

5.54 
3.77 

10.73 

14.32 
6.1 
7.12 
173.74 

36.97 
7.72 
2.05 
6.73 
5.02 
6.55 
4. 54 
4.32 
7.38 

125.88 
0.71 

I. 14 
2.38 

109.9 
5.44 
259.28 
8.21 
3.9 
24.61 
0 

2.59 
5.49 
4.77 
2.48 
0.43 
7.78 
2.81 
121.63 
2.03 

II. 13 
3.27 
9.61 

90 
13.12 
30.11 
117.76 

9.63 
4.11 
15.55 
12.93 
50.17 
4.63 
0.52 
110.41 
23.66 
402.82 
15.12 
2.46 
10.7 
469.75 
4.08 
386.7 
12 
0.62 
9.83 



5. 32 
2.67 
2.65 
8.74 
17.42 
4. 87 
6.17 
84.94 
50. 28 
11.59 
3.15 
9.81 
4. 96 
7.1 
3.82 
3.57 
8.83 
306.06 
3. 16 
3.74 
6.97 
91.66 
3.51 
351.73 
9.27 
5.64 
19.3 
0. 36 
3.62 
1.08 
3.17 
1.52 
1.25 
17.49 
5.68 
212.54 
5.08 
3. 58 
2.76 
8.4 
93.27 
12.93 
56.22 
233.25 
0.56 
3.01 
5.02 
9.96 
3.88 
26.8 
2.09 
0.33 
166.71 
15. 32 
570.68 
10. 36 
0.9 
5.89 
946. 67 
4.92 
446.45 
6.06 
1.64 
7.57 



5.07 
4.3 
1.16 
5.62 
5.42 
1.93 
3.99 
88.64 
31.68 
4.88 
0.81 
4.19 
1.12 
3.44 
4.31 
2.25 
5.7 
229.38 
1.31 
1.4 
0.66 
120.6 
4.17 
417.5 
5.24 
4.4 
14.65 
0 
0 

0.78 
7.39 
1.46 
0.9 
15 
1.59 
317. 63 
0. 92 
3.22 
0.66 
3.99 
92. 32 
9. 58 
41.03 
180.75 
0 

2.46 
2.57 
9.49 
4.6 
25,27 
1.54 
0.09 
67.77 
26.55 
746.39 
3.5 
0. 93 
3. 63 
780. 24 
1.32 
209.13 
5.29 
0. 39 
4.14 



5.53 
4.05 
3.38 
7.88 
10.61 
11.92 
7.07 
18.56 
29.41 
6.85 
2.03 
5.49 
2.49 
6.93 
2.73 
1.49 
8.35 
295.8 
1.79 
3.81 
3.27 
204.01 
3.47 
139.33 
4.03 
2.68 
20.49 
0.79 
1.09 
1.77 
6.45 
1.57 
1.02 
6.09 
2.53 
41.9 
2.79 
6. 78 
1.97 
3.63 
37.71 
4.51 
10.49 
49.09 
0.76 
3.87 
2.44 
3 

1.41 
25.69 
1.92 
0.38 
97.63 
33.94 
848.53 
4.59 
3.62 
7.13 
888.74 
3. 56 
302.89 
8.48 
2.21 
7.11 



8 
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NT2RH1 000354 
NT2RM10Q035S 
NT2R11 000361 
NT2RM1Q0G365 
NT2RM1 000372 
NT2RM 000377 
NT2RM1 Q00388 
NT2RM1 000394 
NT2RH1 000399 
NT2RM1 000407 
NT2RM1 000421 
NT2RH1 000422 
NT2RH10O043O 
NT2RM1 000462 
NT2RM 000499 
NT2RM1000512 
WT2RM1000519 
MT2RM1000527 
WT2RH1 000539 
NT2RM1 000542 
NT2RM1 000553 
NT2RM10O0555 
NT2RM1 000558 
MT2RM1 0O05B3 
NT 2 Ri 1000566 
NT2RM 1000570 
OT2RM1 000571 
NT2RM1 000574 
NT2RM1 000580 
NT2RM1 000620 
NT2RW000523 
NT2RM1000630 
NT2RM0O0633 
OT2RH10OO634 
HT2RM1 000642 
NT2RM1 000647 
HT2RM1 000648 
NT2R1I1000650 
NT2AM1000661 
NT2RH1000666 
NT2RU1 000669 
MT2RHI 000672 
NT2RM1 000681 
NT2R1I1 000691 
NT2RM1 000698 
NT2RIH 000699 
KT2RH1000702 
HT2RM1000703 
NT2RM1000704 
MT2RM 1000726 
NT2RH1000731 
NT2RH1000741 
NT2RM1000742 
HT2RM1000744 
HT2RM100O746 
NT2 Rill 000747 

mm ooo752 

NT2RH1 000767 
KT2RN1 000770 
KT2RM1 000772 
HT2RH10OO779 
MT2RM1000780 
ITT2RM1 000781 
NT2R11 000789 



0.4 
18.03 
2. 57 
0. 53 
55. 88 
29. 22 
3. 72 
1.56 
5.42 

I. 68 
0. 74 

134. 24 
r4.06 
17.49 
11.77 
50. 79 
108. 54 
51.37 
19.83 
2.91 
49. 27 
85.13 
26.75 
9. 05 
6.73 
125.7 
50.08 
2.53 
7.86 
22.3 
1.13 
3.11 
91.32 

II. 16 
12.72 
58.32 

7.26 
6.62 
15. 88 
1.96 
17. 26 
13.67 
9.08 
4. 68 
12.42 
5. 67 
25.96 
32. 53 
43.17 
5. 67 
21.17 
3.88 
28.88 
18.57 
7.85 
30.16 
6.43 
62.05 
9.08 
0.81 
107.98 
6. 52 
6.79 
63.83 



1.68 
21.12 
1.81 
2.31 
63.08 
32.95 
3.27 
1.31 
3. 53 
1.87 
0.94 



2.48 
26.82 
2.89 
3.79 
56.77 
43.33 
4.82 
3.56 
8.67 
7.64 
3.14 



176.38 156.33 
4.21 6.87 



21.49 
14.5 
65.54 



23.94 
12.66 
89.54 



108.15 106.36 
48. 34 68. t 



27.84 
2.41 
35.57 



33.74 
11.46 
63. 05 



121.39 124.03 
25.54 23.49 



10.86 
8. 36 



14.09 
15. 32 



201.18 105.25 
74.69 65.76 



1.65 
7.46 
25. 58 
1.62 
2.76 



9. 83 
8.12 
42. 74 
2.51 
5. 89 



89.94 117.97 
13.34 24.68 
15.83 20. 12 
165.39 134.62 



13.24 

9.44 
18.26 

1.18 
18.78 
18. 24 
16.56 

7. 55 
13.98 

7.09 
30.69 
88.64 
84 

6.22 
21.67 

5.18 
28.51 
21.62 

8.11 
38. 37 
11.58 
87.93 
11.59 

1.85 
131.01 

7.85 

4.22 
77.27 



8.89 
9.46 
26.1 
6.92 
20. 02 
42.69 
18.31 
17. 93 
20. S3 
9.09 
39.69 
53.23 
45.95 

17 
40.88 
10.63 
36 

27.17 
11.72 
65. 95 
14.15 
86. 38 
19.18 
7.5 
176.51 
9.21 
9. 28 
95.07 



0.51 
24.57 
1.57 
0 

80.59 
46.89 
4.15 
1.15 
4.2 
2.01 
1.35 



1.02 
24.38 
3.04 
3.39 
90.54 
24.42 
1.73 
0.93 
3.61 
1.44 
1.14 



143. 97 232. 16 



5.11 
21.57 
4.08 
15.65 
60.23 
100.86 
35.02 
0.76 
73.97 
87. 28 
36.55 
10.89 
6. 55 
41.82 
14.46 
1.89 
4. 52 
35.73 
0.54 
2.21 
56. 97 
9.79 
6.07 
67.65 
5.57 
2.83 
21.53 
1.86 
4. 09 
19.37 
9.41 
4 

4. 92 

7.34 
30.16 
36.64 
47.88 

3.29 
23.29 
4.4 
38.75 
23.44 

4.17 
28.71 

3.61 



7.78 
15. 84 

5.8 
74. 29 
134.25 
64 
28.56 

1.72 
60.28 
76.76 
31.73 

9.42 

8.24 
195.51 
84.43 

3.52 
12.24 
32.55 

0.62 

1.76 
108.85 
14.73 

8.95 
112.06 
12. 68 

6.47 
19.01 

1.52 

4.91 
17.89 
17.68 
7.1 

32.5 

5.78 
23.23 
56.43 
42. 53 

4.23 
32.82 

7. 39 
29.44 
20. 36 

4.62 
33.95 

7.68 



98.35 104.39 
5.23 6.92 



1.21 
63.61 
2.66 
1.5 



3.6 
94.24 
6.05 
2.8 



93.46 102.47 



0. 95 
11.58 
3.2 
1.9 
75.31 
30.81 
3.91 
0.79 
3.12 
1.69 
2 

154. 32 
3.82 
20.24 
6.16 
59.09 
94.69 
65. 36 
31.96 
0. 95 
58.45 
74.83 
36.63 
9. 24 
9.4 
106. 
39. 98 
1.98 
4.74 
28.94 
1.17 
2.12 
75.65 
9.21 
6.42 
61.29 
6 

6.87 
24. 34 

1.45 

3.69 
17. 56 
12.92 

7.03 

5.23 

7. 37 
32.77 
43.04 
19.03 

3.21 
14.51 

2.14 
32.74 
17.29 

5.27 
34.03 

5. 76 
73.49 

2.95 

1.86 
109.72 
5.1 

0.61 
101 



0.87 
16.5 
2.49 
2.3 
135.63 

18.03 
2.28 
1.9 
6.84 
2.06 
1.61 
116.71 
6.49 
13.6 
2.2 

19.69 

58.45 

54.81 

16.52 
1.66 
40.5 

41.33 
21.2 
7.48 
8.98 
185 

43.45 
1.99 
8.38 

25. 27 
0.35 
2.49 

98.98 

12.08 
3.63 

71.96 

14.52 
3.69 
8.08 
0. 68 
2.13 
7.45 

13.31 
5.99 

15.99 
2.45 
24.6 

42.73 

39.69 
4.45 

24.97 
6.17 

34.48 

20.61 
5.53 

30.94 
4.96 

112.1 
3.61 
2.53 

76.84 
2.74 
2.07 
60.5 



0.21 
8.01 
0.23 
0 

66.87 
18.61 
2.59 
2.42 
2.24 
1.13 
0 

110.46 

I. 64 
12.18 

2.63 
52.23 
58.56 
19.74 
8.8 
0.17 
24.9 
57.49 
19. 34 
6.52 
6.08 
132.56 
24.14 
0.19 
3.22 
21.57 
0.18 
0.75 
107.05 
6.93 
2.38 
52.24 
3.49 
5.63 
7.55 
0.27 
1.18 
2.82 
5.99 
3.47 
3.16 
1.86 
18.35 
50.17 
25.24 
0.93 

II. 69 

0 

36.03 
18.9 
3.03 

18.06 
2.69 

59.62 
2.19 
0 

69.35 
1.38 
1.26 

47.17 



0.21 
13. 65 
2. 67 
1 

19. 91 
14.45 
2.31 
1. 43 
2. 92 
3.04 
0. 06 
75. 99 
1.64 
18.48 
4. 58 
56. 59 
60.96 
44.25 
16. 69 
0. 24 
19.69 
77.7 
35.09 
10.32 
9. 24 
153.14 
6.89 
1.58 
4.57 
27. 34 
1.57 
1.9 
51.97 
12.7 
4.98 
87. 23 
7. IS 
4 

8.54 
0.92 
2.17 
5. 
9.03 
5. 68 
6.38 
3. 56 
22.21 
17. 73 
10.87 
1.78 
10.31 
1.39 
27.02 
23.17 
1.14 
23.76 
4.73 
78.42 
4.43 
2 

114.65 
1.99 
0. 75 
81.09 
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NT2RM1000800 

NT2RM1O0O8O2 

NT2RM1000811 

NT2RM1000826 

NT2RM1000S29 

NT2RM1 000831 

NT2RH1O0O833 

NT2RM1000834 

NT2RM1000841 

NT2RM1000848 

NT2RH10008SO 

NT2RM1 000852 

NT2RM 1000853 

NT2MI1000855 

NT2RH10008S7 

NT2RM1 000858 

NT2RH1000867 

NT2RV1000874 

NT2RH1000882 

NT2RM1 000883 

NT2RM1 000885 

NT2RM1 000893 

NT2RM1 000894 

mm 000898 

NT2RM1 000899 



NT2RII1000905|294.53 321.81 
73.69 67.82 



11.31 17.21 
50.36 74.58 
9.86 24. 6* 
47. 18 81.3 
28.15 42.49 
641.62 637.04 913.82 
131.01 121.94 243.56 
24.31 2.89 
46.24 73. 12 
26.98 
26.73 
15. 95 
3.72 
71.69 
28.42 
18.6 
39. 97 
21.9 
14.01 
11.55 
25.3 
40/4 
14.78 
18.47 
4.63 



NT2RM 1000910 
NT2RM1 000914 
NT2RM1000919 
NT2RM1000921 
NT2RM 1000922 
NT2W1000924 
NT2RH1000927 
NT2NM 000951 
NT2NH000956 
NT2RM1000960 
NT2 Mil 000961 
NT2MI1000962 
NT2RH1 000973 
Him 1000978 
NT2RM 000982 
NT2RM1 000991 
NT2RH1000994 
HT2RM 100 1002 
NT2W10O1003 
NT2RM1 001008 
NT2RH1 001011 
NT2RM1 001013 
NT2RM10O1017 
NT2RM1001018 
NT2RM1 001026 
NT2 Mil 001028 
NT2RM1 001043 

mm 001044 

KT2RH1001059 
NT2RH1001063 
HT2RH1001066 
NT2RK1 001072 
NT2RM1001074 
NT2RH1 001076 
NT2RM1001082 
NT2N1 001085 
NT2RM1001Q92 
NT2RH1001102 



8.8 
37.09 
12.36 
30.88 
19.85 



26.33 
24.25 
14.13 
24.68 
13.97 
4.2 
68.98 
18.68 
19.44 
47.06 
15.53 

8.95 
14.26 
24.96 
28.28 
11.16 
16.49 

5.15 



51.65 67. 13 

31.63 34.55 

6.87 9.33 

13.29 8.61 

4.71 2.79 

6.24 8.21 

43.38 31.87 

14.05 17.39 

27.19 36.09 

31.7 37.01 

27.85 38.63 

43.5 24.74 

0.68 0.64 

16.77 17.99 

7.55 12.77 

39.31 47 

32.74 42.78 

22.14 23.85 

2.98 2.17 
24.49 19.42 

7.58 6.4 

2.99 2.36 
369.38 678.69 541.36 

7.53 12.1 18.29 

4.9 7.17 9.41 

26.98 28.41 30.47 

13.61 15.79 12.73 

17.62 17.16 21.39 
4.42 2.79 10.14 
5.44 6.05 11.22 

2.1 2.09 9.94 

4.98 10.47 11.14 

7.28 10.41 10.61 

15.79 21.18 26.04 

1.82 1.24 5.39 

38.97 56.81 56.39 

10.81 9.79 17.74 



37.82 
36.64 
23.78 
6.66 
82.2 
44.59 
24.07 
81.53 
42. It 
25.71 
31.41 
31.55 
46.33 
12.12 
21.09 
7. 57 
294.85 
69.43 
49.73 
49.42 
11.95 
21.03 
7.57 
11.68 
51.83 
13.26 
41.59 
55 
33.9 
82.26 
4.81 
20.27 
12.19 
23.95 
50. 
35.08 
4.26 
39 

15.54 
7.63 



5.12 
36.6 
8.71 
44.32 
15.46 
275.83 
117.55 
0 

11.51 
13 
21.15 
18.75 
7.37 
36.85 
21.2 
17.38 
51.39 
11.95 
7.66 
10.17 
8.98 
35.83 
9.67 
20. 98 
5.14 
264.7 
87. 95 
46.16 
11.97 
7.94 
4. 57 
4.61 
5.06 
47.29 
12.15 
49.18 
10.53 
11.13 
40.71 
0 

10.66 
10.81 
9.37 
43.61 
16.55 
1.07 
9.16 
3. 26 
0.68 
131 
9.07 
6.47 
32.28 
5.11 
29.41 
I.St 
3.97 
0. 59 
5.42 
10.91 
16.26 
0.21 
54. 52 
9.01 



7.9 
34.84 
10. 02 
50.77 
16.32 
388.75 
172.45 
0. 65 
14.12 
21.43 
32.91 
27.94 
4.53 
37.1 
21.59 
13.26 
22.67 
15.55 
9.72 
21.02 
10. 57 
16.57 
5.22 
15. 98 
7.26 
213.45 
125.51 
55.8 
21.16 
8.86 
14. 42 
10.85 
6.28 
42.21 
19.17 
53.65 
21.75 
12.72 
70.49 
0.42 
18.58 
11.04 
52.07 
48. 24 
19.31 

I. 49 
16. 59 

7.12 
1.65 
345.59 
8.15 
12.06 
26.93 

II. 55 
18.53 

2.68 
4.37 
2.67 
6.47 
16.92 
13.72 
0.47 
49.61 
8 



6.45 
28.86 
9. 58 
35.09 
22.11 
407.08 
143.86 
2.02 
14.5 
18.99 
25.01 
IS. 23 
5.05 
51.79 
23.12 
16.79 
30.69 
12.17 
9. 63 
6. 37 
16. 46 
27.75 
9.03 
15.23 
5.6 
208.71 
72.31 
39. 43 
18.78 
8.21 
11.98 
2.89 
6 

49.1 
13.5 
39.11 
21.52 
11.99 
56.15 
0.84 
11.05 
11.17 
40.12 
33.17 
27.31 
2.65 
21.63 
6.38 
2.36 
266.19 
5.48 
5 
18 

9.29 
17. 53 
95 
62 
88 
3.23 
6.26 
10.05 
1.19 
49.24 
6.42 



1. 



1. 



6.62 
14.15 
14.12 
43.27 
18.5 
509.83 
179.55 
26.66 
18.59 
20.71 
46.02 
31.21 
3.89 
74.89 
20.54 
12.93 
24.25 
9.14 
17.06 
28.25 
9.36 
26.99 
7.62 
9.37 
4.73 
204.71 
61.51 
58.15 
16.17 
8.17 
8. 29 
2.79 
9. 48 
23.28 
7.97 
40.71 
13.1 
4.23 
24.22 
0.61 
7.48 
5.79 
12.98 
37.45 
8.71 
1.82 
7.1 
8.21 

I. 32 
206.53 

3.86 

II. 7 
7.33 
6.83 

21.59 
3. 55 
5.3 
2.14 
4.47 
16.73 
11.58 
1.3 
59.76 
8. 99 



2.19 
4.56 
5.95 
14.54 
10.73 
541.98 
110.44 
20.39 
16.34 
11.34 
20.2 
18.1 
2.23 
42. 55 
14.01 
7.9 
41.66 
4. 05 
6.72 
10.83 
11.69 
25. 66 
4.24 
6.69 
2. 38 
142. 52 
49.51 
36.24 
26.42 
4.59 
7.63 
1.75 
6.11 
12.15 
3.02 
16.46 
26.97 
8.24 
34.19 
2.06 
6.36 
6.02 
9.18 
15.22 
13.75 
2. 32 
5. 35 
10.22 
0 

225. 12 
1.52 
4. 86 
9.19 
6 

10.53 
2.61 
2.25 
0.14 
1.73 
6.71 
9.75 
0.55 
48.35 
6.26 



3. 

9.84 

8. 
16.43 
22.04 
267.92 
138.22 
19.97 
8.01 
13.28 
29. 
21.46 
2.94 
21.65 
19.44 
10.41 
28. 02 
6.39 
11.92 
25.46 
11.59 
21.62 
5.7 
9.26 
2.79 
169.18 
44.37 
73.81 
28.42 
6.66 
6.27 
0.64 
7.76 
25.07 
6.22 
20. 
26.19 
8.72 
11.88 
0.63 
6.54 
8.13 
11.27 
13.9 
14.54 
1.41 
13.23 
6.35 
2.89 
141.21 
2.01 
5.5 
17.19 
8.45 
22.05 
2.37 
4.68 
1.84 
1.4 
6.46 
14. 56 
1.17 
50.33 
5.92 
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Table 406 



NT2RM1001 103 
NT2RH1001105 
KT2RM10M412 
NT2RII1001115 
MT2RH1O01122 
NT2RM1001136 
MT2RH1001139 
KT2RM2O00DO3 
NT2RM2000006 
NTZRH2000010 
NT2RM2O0OO13 
NT2RN2O0OO3O 
NT2RH2O00O32 
NT2RM2000O39 
NT2RM2000042 
rrr2RM2OD0092 
HT2RM2000093 
NT2RM2O0O101 
NT2RM2000104 
NT2RM2O00124 
NT2RH2000155 
NT2RM2000191 
NT2RM2000192 
NT2RM2000239 
NT2RM200024I 
NT2RH2O0O25O 
HT2RM2000259 
NT2RH200026O 
NT2RM2000265 
HT2RM2000287 
NT2RM2Q00306 
NT2RM2000312 
HT2RM20D0322 
NT2RM2000343 
KT2RM200O359 
NT2RM2000362 
KT2RH2O0O363 
KT2RH2O0O36A 
NT2RH200037t 
NT2RM2O00374 
HT2RB2000387 
NT2RH2000393 
NT2RH2000395 
NT2RM2000402 
NT2RH2000405 
KT2RM2000407 
ffT2RH2000410 
NT2RM2000420 
NT2RM2O0O422 
NT2RM20Q0423 
HT2RM2O0O452 
MT2RH2000469 
CT2RH200049O 
HT2RM20D0497 
rr2RH2000S02 
NT2RM2000504 
NT2RM2000S14 
NT2RM2O0O522 
IT2R1200O540 
NT2RM200056S 
NT2RH2000566 
KT2RH2000567 
OT2RM2000569 
NT2RK2O0OS77 



12.11 
4.22 
5. 26 
7.42 
13. 95 
4. 38 
10. 44 
3.68 
19.96 
13.11 
111.85 
47.5 
27. 93 
15.44 
22.91 
3. 58 
9.7 
92.12 
62. 95 
8.36 
8.61 
45. 98 
4.72 
13.1 
10.79 
5.15 
7.84 
9.47 

I. 13 
47.66 
66.48 
32.44 

7.99 
85.23 
6.22 
121.28 
3.84 
26.44 
547.25 
12. 96 
30.78 
10.16 
3.42 
19. 66 
3.7 
6.18 
6.69 
12.46 
13.42 
15.54 
3.39 
3.15 
12.63 
6.31 
7.65 
B.62 
3.24 
0.79 
36.37 
10.96 
35.88 
5.01 

II. 75 
23.09 



14.64 
7.99 
6.44 
6.2 

16.42 
9.14 
16.1 
3.81 

26.87 

32.27 



19.71 
12.4 
10. 76 
16.09 
25.8 
8.72 
18.58 
8.36 
32.42 
43. 36 



65.82 177.02 
43.12 78.78 



34.32 
18.82 
29.95 
4.4 
29.83 



46.51 
11.91 
35.12 
7.65 
14.41 



99.66 118. 6 i 
59.41 129.33 



13.36 
19.1 

51.15 
2.97 

14.91 
19.6 
5.11 

17.03 

10.65 
1.27 
55.1 

31.19 

17.61 
6.33 



22.64 
14.45 
77.89 
6.83 
17.36 
19.09 
16.92 
22.56 
9.59 
5.15 
96.28 
72. 95 
49.51 
16.54 



93.06 177.62 
10.59 23.8 



140.62 
6.52 
19.81 



246 
9.96 
43.02 



508,14 752.99 
13.63 33.5 



60. 24 
9.5 
4.7 

22.97 
3.95 
7.05 
5.24 

12.68 
17.5 

22.01 
4.23 
2.5! 

13.33 
3.98 

10.01 

13.61 
4.13 
1.87 

16.56 
7.91 

29.95 
5.28 
12.7 

36.16 



91.33 
18.93 

7.68 
34.41 

7.31 
11.03 
14.77 
20.53 
14.12 
50.31 
12.53 

7.63 
17.91 

9. 54 
17.15 

12.8 

6.05 

2.28 
24.89 
19.23 
48. 96 

9.14 
16.59 
48. 55 



7.84 
1.52 
4.28 
7.99 
14.65 
2.16 
8. 95 
4.11 
17.36 
20.14 
150.21 
78.26 
34.09 
10.78 
39.39 
2.5 
14.47 
114.91 
110. 95 
10.6 
7.85 
79.82 
2.91 
3.56 
8.89 
5.37 
4.92 
4.97 
0. 34 
31.39 
23.2 
8.46 
4.19 



12.92 
4.66 
9.37 
9. 99 

15.41 
2.27 
9.3 
1.99 

19.88 

26.86 



9.54 
3.36 
3.52 
7.63 
13.67 
3.09 
8. 97 
1.48 
13.64 
16.98 



118.48 155.88 
63.56 52.76 



25.35 
6.19 

23.39 
2.61 

18.41 



35.27 
11.58 
35.58 
1.79 
7.29 



126.83 118.95 
90.54 74.09 



20.3 
7.12 
71.61 
2.72 
5.21 
13.98 
6.41 
6.83 
5.31 
1.13 
36.17 
54.18 
13.33 
5.04 



10.85 
5.48 
59.62 
2.95 
3.86 
€.49 
3.58 
6.63 
6.44 
1.33 
31.93 
20.2 
15.12 
3.2 
108.3 
5.13 

173.62 223.63 249.97 
3.72 
11.34 

148. 13 425.69 273.34 
14.47 12.05 8.49 
11.64 
7.23 
7.48 
10. 93 
3.17 
7.83 
8. 59 
6.53 
9.58 
23.33 
7.75 
2.6 
9.81 
2.31 
7.83 
8.61 
2.16 
1.51 
10.1 
6.73 
31.02 
2. 55 
10.16 
16.61 



122.74 138.14 
9.56 9.52 



6.57 
11.49 



10.11 
3.77 
4.26 

26.49 
4.5 
8.23 

10.61 
7.85 
8.88 

29.73 
5.47 
7.05 

18.49 
8.32 
15.2 

14.35 
5.11 
5.66 

26.09 
7. 94 

40.83 
7.2 

10.42 

20.42 



4.83 
10.46 



24. 36 
5.64 
3.65 
25.33 
3.25 
7.22 
8.57 
12.66 
15. 24 
19.31 
4.42 
1.83 
12.7 
5.44 
12.64 
11.65 
2.21 
1.86 
17.62 
6.21 
33.77 
2.31 
8.54 
17.63 



14.04 

I. 61 
5.38 
6.92 
7.73 
2.35 
8.52 
3.39 

34.18 
10.37 
73.81 
55.62 
22.38 
11 
21.42 

2.27 
12.45 
69.62 
72.52 
19.19 

4.06 
35.22 

2.76 

9.92 

II. 46 
6.45 
8.62 
6.43 

I. 14 
36.1 

25.43 
25.48 
3.47 
83.09 
12.03 
108 
5.89 
8. 57 
355.28 
18.75 
10.29 
6.78 
6.98 
8.72 
3.78 
4.36 
4.92 
7.69 
10 
31.02 
5.91 
2.99 
9.63 
4.36 
18.37 

II. 39 
3.1 

2.44 
15.11 
4.49 
42.8 
2.41 
12.04 
9.65 



7.04 
1.94 
1.59 
3.96 
7. 37 
0.89 
5.5 
1.06 
15.67 
4.84 
57 
28.2 
22.42 
10.28 
15.87 
5.17 
10.38 
52.13 
52. 94 
7.38 
1.65 
25.83 

I. 61 
3.36 
3.01 

1.4 
2.03 
4.5 
0 

33.17 
22.47 
21.27 

0.77 
46.31 

2.74 
78.11 

2.02 

3.39 
228.93 

II. 86 
9.16 
3.44 
2.09 
3.41 

I. 94 
3.58 

7 

6.33 
8.21 

12.98 
1.75 
3.89 

10,71 
6.15 

19. 29 
5.05 
2.79 
0. 56 

17.92 
7. 65 

32. 01 
4.02 

II. 54 
9.61 



13.96 
3.34 
3.46 
3.94 

13.09 
0.34 
7. 34 
1.76 

16.17 
2.67 

69.05 

43.38 

18.15 
4.44 

21.82 
2.19 

11.19 

78.59 

63.78 

15. 25 
4.16 

44.53 
1.47 
2. 39 
6. 51 
5. 59 
2.42 
4.7 
0.82 

17.11 
8.61 

10.02 
1.48 

57.15 
6.22 

121.29 
2.82 
3.24 

135.68 

10.92 
3.11 
2.74 
2.77 
2.72 
0.68 
3.42 
5. 39 
9. 37 
5.9 

24.15 
4. 57 
3. 38 
10.64 
6.13 
16. 37 
12.11 
1.66 
1.28 
16.53 
6.72 
34.75 
2.26 
10.63 
18.29 
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Table 407 



NT2RM200O581 
NT2RM2000582 
NT2RM2Q00588 
NT2RM2000589 
NT2RM200OS94 
NT2RM2000599 
NT2RH2Q00609 
NT2RM2000612 
NT2RM2000622 
NT2RM2OO0623 
NT2RM2000824 
NT2RH2000632 
NT2RM2000635 
MT2RK2O0O636 
MT2RM2000839 
NT2RM20Q0649 
NT2RM20006S8 
NT2RM20D0860 
MT2RMO00669 
NT2RM2C00889 
NT2RM2000691 
NT2RH2000714 
NT2RM2000718 
NT2RH200O732 
NT2RU200073S 
MT2RM2000740 
NT2RM200O743 
NT2RM2O0O772 
NT2RHZ000773 
NT2RH2000776 
NT2RH2000784 
MT2RM2000795 
NT2RM2000796 
KT2RH2000798 
NT2RK2000801 
MT2RM20OO821 
NT2RX2000829 
NT2MI2000837 
NT2N2000924 
HT2WH2000930 
NT2RV20M)937 
KT2RN2000939 
OT2RH2000942 
MT2RM20O0951 
KT2RM20O0952 
NT2RM200O966 
HT2RM2000973 
NT2RM2000983 
NT2RM20009&4 
NT2RH2000994 
NT2RM2001004 
NT2RM2001022 
NT2RH2001035 
NT2JW2001038 
KT2W2001043 
NT2RM200105O 
NT2ni20O1O5S 
NT2W200106S 
NT2RM2001075 
KT2R12001083 
NT2RM20011 
NT2M2001105 
NT2RM2001109 
NT2RM2001110 



16.64 
34.62 
206.96 
21.73 
3. 88 
23.3 
11.28 
12.76 



26.4 
29.03 
f 55. 13 213. 15f! 
20.45 25.51 



23.76 
16.91 



3.97 
37.43 
11.34 
13.34 



141.09 153.93 



10.1 
40.95 
4.22 
17.3 
8.64 
12. 38 
21.7 
32.82 
14.51 
10.87 



4.92 
32.48 
16.93 
14.29 
6.1 
11.39 

22.5 
43.08 
13.27 
10.69 



95.32 133.69 
8.29 7.99 



9.16 
42.86 
20.18 
15.09 
193.67 
12.51 
53.61 
13.59 
24.16 
10. 92 
15.28 
30.17 
45.86 
29. 92 
21.85 
72. 27 
12. 66 
27.51 
8.73 
31.84 
13.44 
14.03 
14.3 
37.64 
70.82 
73.41 
22.47 
31.28 
6. 34 
241.6 



22.27 18.36 
7.47 11.22 
30.31 39.24 
9.9 11.53 
6.93 5.88 
6.68 6.8 
27.24 33.91 
52.46 53.2 
68.74 76.62 
15.31 17.83 
27.14 19.23 
7.18 4.13 
220.92 157.62 

206.47 181.87 250.93 
19.71 21.75 22.88 

37.9 
10.7 
48.22 
63.69 
58.4 
8.62 
670.2 
4.86 
43.75 
167.94 165.71 
104.1 257.68 179.14 
44.05 48.21 49.47 
16.71 
29.02 

99.34 120.85 
465.07 829.81 488.65 

119.48 128.64 135.94 
53.09 55.15 

17.9 22.19 
10.75 11.34 
7.2 8.19 
19.43 21. 19 



16.81 
32.54 
202.22 
21.73 
5.31 
41.55 
17.85 
12.28 
159. 94 
17.89 
29.49 
10.55 
11.9 
8.1 
10. 66 
18. 52 
26.73 
14.04 
10.05 
57.73 
7.17 
17. 39 
7.49 
16.98 
9.07 
10.18 
6.91 
22.25 
31.56 
45.06 
11.93 
19.3 
5.73 



32.72 
12.85 
66. 24 
48.55 
31.8 
6.62 
734. 65 
4.26 
9.67 



14.04 
36.03 
87.18 



30.1 
17.78 
16.36 

7.49 
18. 94 



42.47 
21.49 
89.49 
52.84 
47.42 
14.57 

631.32 
13.05 
19.11 

228.75 



14.65 
31.03 



352.66 309.42 355.51 



7.08 9.84 
132.53 127.49 
19.7 23.88 



20.13 
32.89 



43.33 
28.37 



12.58 
140. 57 
18.02 
44.99 
36.47 



10.83 8.04 
12.57 23.96 
154.41 234.16 
16.89 13.34 



1.87 
34.51 
7.32 
9.14 
144.1 
6. 76 
39.42 
4.72 
11.44 
4.79 
6.59 
14.23 
41.37 
12. 55 
8.58 
75.12 
5.02 
20.26 
4.21 
20.8 
5.38 
2.3 
4. 28 
28.4 
39.87 
64.43 
IS. 96 
19.19 
2.37 



1.58 
20. 59 
5.53 
7.94 
158.9 
12.S6 
24.44 
5.77 
7.82 
4.03 
7.7 
12.19 
32 
16.72 
6.66 
39.22 
1.98 
19. 54 
3.74 
19.07 
4.22 
7.44 
3.65 
15.62 
27.02 
20.51 
6.63 
9.44 
1.38 



287.45 173.39 313.04 



201.4 
13.91 
37.61 

8.33 
72.54 
46.58 
22. 54 

7.32 



210 276.53 



8.23 
27.12 
5. 59 
62.16 
51.6 
35.77 
3.05 



8.65 
23.67 
2.89 
39. 92 
35.79 
15.38 
3.47 



344.25 467.07 301.87 
5. 55 
12.99 
214.51 
123.46 
28.35 
9.74 
22.45 
105. 48 



2.39 1.46 
13.49 9.68 
217.85 161 
180.6 103.68 
25.15 19.95 
5.64 4 
13.36 11.64 
104.79 118.66 
279.37 461. 13 292.23 
69.22 98.88 76.14 
31.06 
14.29 
5.11 
2.69 
10.87 
188.83 
11.2 



35.29 
14.07 

9.74 

5.79 
16.28 
314.53 

9.39 
168.49 

9.87 
10.64 
39.19 



27.29 
12.96 

3. 

1. 

7. 
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NT2RM2O0U26 
HT2RM2001131 
NT2RM20O1M1 
NT2RM2001152 
NT2RH2001177 
NT2RH2Q01194 
NT2RM20O1195 
NT2RU2001196 
NT2RH2001201 
NT2RH2001221 
NT2RH2001238 
NT2RM2001243 
NT2RM2Q01244 
NT2RM2001247 
NT2RM2001256 
NT2RM2001269 
NT2R12O0127S 
NT2RH2001291 
NT2RK2001294 
NT2RM2001295 
NT2RM2O013O2 
NT2RM2001306 
NT2RH2001312 
NT2RM2001319 
KT2RM2001324 
NT2RM2001345 
NT2RM2001360 
ItfT2RM200t370 
NT2RH2 001391 
HT2RM2001393 
NT2RM200W20 
NT2RN2001423 
NT2RH200U24 
NT2RH2001482 
NT2RH2001499 
NT2RM2001504 
NT2RM2001524 
NT2RH2001530 
NT2RM2001533 
NT2RM2001540 
NT2RM2001544 
NT2RH2001547 
NT2RH2001558 
NT2RH2001S75 
NT2RM2001582 
NT2RM2001588 
NT2RH2001592 
NT2RM2001603 
NT2RM200160S 
NT2RH2001611 
NT2RH2001613 
WT2RM2001626 
NT2RM20O1S32 
NT2RU20O1633 
OT2RM2001635 
NT2RM2001S36 
NT2RM2001637 
NT2RN20QI639 
NT2RH2001641 
HT2RI2001643 
HT2RH2001648 
KT2RM2001652 
NT2RK20016S9 
NT2RM2001660 



10.89 
35.31 
23.07 
7. 28 
16.43 
18.95 
22. 22 
12.18 
112.26 
15.16 
7.02 
28.44 
14.84 
149.17 
12.96 
10. 95 
10. 38 
8.24 
64. 54 
8. 24 
3.39 
11.41 
3. 55 
5.86 
18.95 
28.65 
17.92 
10.29 
7.29 
12.33 
8.12 
17.63 
27.85 
8.67 
6.83 
10.92 
14. 94 
3.04 
31.06 
13.31 
6.59 
17. 98 
3. 53 
12.53 
18. 86 
33.5 
8.06 
18.66 
2.46 
8.26 
31.23 
7.76 
12.51 
9. 38 
8. 99 
13.44 
5. 38 
12.13 
8. 65 
13.92 
39.15 
12.26 
16.4 
10.08 



14.19 

23. 37 

16.72 
6.36 

13. 33 
35.2 

32.77 

14.33 
151.54 

10.19 
4.76 

25.47 

14.77 
156.12 

15.03 
13.1 

10.85 
5.62 

65. 77 
9.79 
6.85 

14. 23 
4. 56 
9.67 
7.8 

21.37 
12.3 
7.05 
4. 99 
6.71 
9.09 

16.34 
17.9 
6.53 
5.56 
6. 52 

10.41 
4.86 

33.52 

12.86 
3.7 

17.35 
3.66 
9.85 

18.39 

33.04 
9.31 

34.48 
1.84 

11.08 

41.23 
5 

10.55 
12.28 
10.05 
12.39 
4.7 
12.21 

5.25 
14.16 
45.91 
10.35 
10.95 

9.77 



16.02 
27.48 
24.48 
6.61 
22. 76 
33.45 
41.71 
14. 56 

152. 39 
12.98 
7.61 
29.19 
26.94 

167.83 
17.12 
12.53 
11.45 
12. S3* 

111.27 
14.29 
11.75 
14.66 
12.72 
14.24 
13.76 
24.71 
24.16 
19.66 
11.62 
15.2 
13.52 
28 
24.35 
15. 28 
14.66 
14.65 
10.01 
7.01 
48.05 
17.79 
12.06 
32.25 
12.29 
20.98 
26.78 
38.62 
10.24 
37. 52 
10.05 
21.04 
53. 28 
11.59 
19.26 
13 

10. 56 
16.22 
11.19 
20.77 
15 
22.25 
36.48 
14. 74 
13.51 
12.95 



9.38 
39.22 
15.15 
7.22 
9.09 
15.63 
19. 89 
8.23 
113.21 
12.97 
7. 38 
20 
13.43 
262.86 
8.24 
11.07 
12.61 

7.3 
63. 88 

5.61 

6.43 
11.73 

6.28 

9. 42 
18.03 
26.89 
13.81 
11.56 

6.8 
11.88 

7.85 
15.84 
16.51 
13.75 

6.11 

8.66 
10.19 

5.84 
22.65 
14.39 

6.73 
17.06 

5. 32 

9. 37 
16.91 
26.73 

8.08 
19.83 

3.68 

8.21 
26.42 

5. 79 
10. 94 

7.51 
5.7 
10.09 

6. 81 
10.63 

6.44 
10. 74 
26. 92 

6.98 

8.64 

6.57 



4.33 
24.25 
8.42 
2.67 
9.55 
10.75 
14.02 
2.8 
71.67 
6.39 
2.47 
12.3 
7.79 
153. 51 
5.02 
7.62 
4.01 
4.57 
47.1 
3.8 
3.29 
5.3 
2.54 
5.49 
4. 46 
8 

8.68 
5.61 
2.82 
7.78 
4.31 

12. 17 

10.81 
6. 43 
6.28 
7.17 
8. 66 
1.95 
24.5 
9.31 
1.95 

12.78 
1.92 
6.51 

11.16 
19.6 
7. 97 

12. 18 
0. 89 
4. 42 

31.28 
3.19 
8.41 
9.17 
4.03 

11.69 
1.81 
8.64 
4.6 
7 

23.84 
5.99 
9.21 
5.46 



6.54 
32.19 
15.3 
4.03 
10.29 
13.96 
10.87 
2.96 
129.08 
8. 39 
4.7 
9.83 
12.02 
292.21 
5.55 
4.32 
9.04 
5.55 
58.52 
3.62 
2.51 
7.08 
2.63 
4 

12.42 
18.65 
10.67 
4.36 



5.45 
6.57 
5.05 
12 
12.46 
10. 52 
4.16 
4. 96 
6.87 
3.09 
20.86 
10.73 
5 

13.61 
2.05 
6.57 
8. 85 

15.21 
5.3 

16.75 
3.29 
4.61 

14. 27 
1.08 
4.21 
4.14 
2.66 
6.86 
3.12 
7 

3.79 
2 

12.46 
3.53 
1.42 
2.86 



7.81 
17.26 
16.57 
3.72 
11.03 
9.18 
14. 76 
2.65 

182.51 
4.13 
2.6 
7.01 
6.46 

159.18 
4.85 
9.04 
14.51 
4.22 
73.02 
3.42 
3.71 
5.43 
4.61 
4.35 
10.21 
5.12 
6.5 
5.18 
4.23 
5.84 
3.66 
10.06 
10.74 
8.21 
4. 43 
4.36 
5. 54 
2.61 
46.4 
9.68 
3.34 
10.07 
1.78 
9.69 
13.11 
19.42 
6. 26 
16.12 
1.27 
5.24 
16.42 
2.56 
3.48 
3.74 
6.33 
5.49 
2.09 
4.1 
6.06 
2.29 
22.53 
3.25 
3.18 
2.55 



4. 58 
18.93 
25.01 
4.85 
12.62 
10. 24 
17.07 
3.74 
124. 84 
7.92 
3.8 
16.89 
7.21 
102.66 
4. 32 
9.38 
13.94 
4.08 
74.33 
2.36 
3.87 
5. 34 
2.59 
3.58 
14. 53 
14.99 
8. 95 
4.87 
6. 86 
9.03 
4.14 
5. 58 
18. 59 
10.88 
4.99 
8.69 
6.7 
3.78 
35. 86 
7.65 
3.2 
14.99 
3.67 
11.4 
10.99 
19.94 
2. 96 
15.01 
2.06 
5.9S 
46.76 
3. 93 
2.87 
4. 79 
4.93 
5.27 
2.96 
7.5 
10.65 
4. 88 
23. 65 
2. 26 
2.99 
2.98 



5. 85 
15.18 
24.73 
2.92 
14.78 
10.12 
21.12 
5.12 
110.23 
7.64 
3.66 
8.25 
5. 59 
137.39 
6. 34 
5.97 
16.53 
3.96 
85.75 
2.25 
1.57 
3.99 
2.39 
2.75 
14. 86 
21.21 
13.99 
5.67 
5.98 
6. 99 
3.54 
6.91 
16.89 
32.33 
9.08 
6. 66 
4.33 
1.3 
44.09 
7.91 
4.05 
28.06 
4.24 
8. 27 
13.56 
22.31 
5. 52 
10. 66 
1.52 
7.18 
35. 82 
1.62 
3.67 
3.89 
5.79 
4.75 
1.51 
7.85 
9.66 
4.18 
32.08 
3.06 
3.04 
2.6 
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NT2RM2001664 

NT2RM2001668 

KT2RM2001670 

HT2MI2001671 

NT2RH200167S 

NT2RM2001681 

NT2RH2001685 

NT2RU20O1683 

NT2RM2001695 

NT2RH2001696 

NT2RM2001698 

AT2RM2001699 

NT2RM2001700 

NT2RM2001704 

NT2RU2001706 

MT2RK001714 

NT2RM20Q1716 

KT2RM2001718 

NT2RK20O1723 

NT2RM20O1727 

KT2RH2 001730 

NT2RM2001738 

NT2RJI2001743 

KT2RK2001753 

WT2RH20017SS 

NT2RH2001760 

NT2RM2001765 

NT2RW001767 

NT2RM2001768 

NT2RM2Q01771 

NT2RM2001778 

NT2RM2001782 

NT2RM2001784 

NT2RM2001785 

NT2RH2001792 

HT2RK2001795 

MT2RM20O1797 

NT2RM2001800 

NT2RM2001803 

NT2RH200180S 

HT2RH20O18O6 

mm 001813 

KT2RM2001814 
NT2RM2001818 
NT2RM2001823 
NT2RM200182S 
MT2RM2001832 
NT2RM2001839 
NT2RM2001840 
NT2RM2001851 
NT2RM2O01855 
NT2RM2001867 
NT2RH2001869 
MT2MI20O1879 
MT2RM2001883 
NT2RM2001886 
HT2RM2001887 
N72RH2001896 
NT2RH2001S02 
NT2RM2001903 
NT2RM2O01930 
HT2RM2001935 
KT2RM2001936 
NT2M2001939 



5. 02 
15.06 
S. 32 
8. 87 
5. 39 
10. 15 
5. 99 
7.35 
21.84 
11.41 
4.46 
9.41 
6.01 
15.56 
17.58 
6.57 
8.11 
5.27 
7. 52 
13.96 
19.9 
24.21 
11.04 
33.97 
5. 43 
42. 97 
3.06 
156.3 
10.21 
8.46 
7.68 
8.45 
2. 33 
26.54 
9. 85 
6.29 
5.8 
8.98 
9.13 
5.23 
9.59 
4.64 
4.12 
2.04 
3.33 
18. 28 
8.66 
39.76 
16.73 
13.19 
24. 09 
4.7 
150.4 
4.5 
0.5 
5.2 
10.27 
1909.2 
4. 57 
63.33 
4.16 
6.31 
4.31 
1.41 



5.48 
19. 03 
7.34 
8.86 
3.86 
3.72 
4.42 
10.19 
15.61 
12.78 
5.04 
7. 54 
3.92 
11 
13 
6. 52 
6. 76 
4.14 
14.9 
15.14 
22.32 
32 
12.3 
33.52 
4.23 
46.84 
3.62 
123. 32 
7.85 
12.44 
9.54 
16.26 
3. 38 
25. 99 
6. 48 
3.46 
5.87 
9. 98 
11.59 
4. 93 
8. 37 
2.78 
2.59 
2.24 
1.51 
14.86 
8.97 
56.2 
9. 83 
13.13 
22. 55 
5.27 
263.47 
3.92 
1.23 
8.33 
7.46 
1304.9 
4.04 
63.93 
7. 96 
7.33 
7.8 
2.6 



16. 95 
25.63 
15.8* 
12.78 
9.7 
7.87 
4.61 
21.96 
27. 76 
17. 34 
9.55 
15. 28 
15.92 
13.6 
15. 93 
7.48 
8.16 
10.17 
19.44 
20.23 
24.32 
34.82 
13.73 
45. 06 
7.05 
32.99 
6.89 
123.27 
24.02 
14.25 
13.49 
12.43 
2.94 
26 
8.81 
12.45 
12.89 
12.02 
12.8 
4.93 
10.47 
4. 37 
2.69 
0. 99 
3.32 
18.88 
9. 59 
55, 
12.67 
16. 5 
30.11 
10.74 
450.85 
9. 65 
3.3S 
7.95 
19.23 
1706 
12.43 
80. 39 
10. 97 
13.94 
13.64 
6.02 



8.08 
5.79 
6.82 

9.4 
4.63 
6.68 

4.4 
10.5 
16.05 
10.47 
6. 62 
7.73 
7.19 
7.65 
12.4 
5.63 

6.9 
6.69 
7.99 
10. 17 
11.37 
11.52 

7.4 
27.22 
6 

27. 92 
4.79 
161.08 
6. 47 
6.18 
7.21 

10.97 
5.28 

14.79 
6.44 
6.74 
5. 74 
6.5 

14.78 
5.77 
8.03 
7.6 
6. 32 
4.82 
5 

21.81 
7.39 
17.75 
16.44 
15.12 
14.9 
7.68 
333.27 
7 

4.6 
8.22 
10.21 
669.09 
5.26 
57.98 
7.26 
7.14 
6.57 
7.8 



4.37 
6.13 
2.18 
4.31 
1.07 
2.43 
0. 95 
8. 43 
12.1 
4.47 
3.5 
5.45 
8.76 
5.94 
7.58 
2.25 
3 

1.77 
8.79 
9.39 
7.04 

20.69 
4. 32 

20.28 
2.04 

15.82 
2.41 
199.81 
5.49 
3.66 
3 

4.91 
0. 42 
12.05 
5.66 

I. 68 
3.15 
3.87 

5.7 
2.81 
2.61 
3.08 
1.65 
0.99 
0.06 

10.23 
2.65 

23.24 
10.4 
5.62 

II. 35 
2.21 

292.69 
2.4 
1.17 
4.29 
4.91 

517.88 
2.22 
54.4 
3.74 
3.83 
5.23 
3.89 



8.84 
6.44 
2.26 
5.72 
1.86 
1.75 
1.7 
4.5 
18.2 
6.07 
2.86 
4.44 
1.93 
5.33 
8.26 
2.43 
2.28 
2.4 
1.56 
6.64 

10.06 
8.94 
2.84 

23.67 
4.11 

19.33 
2.93 

185.95 
3.96 
4.08 
4.06 
8.55 

I. 26 
14.71 

3 

4.68 
4.35 
3 
4 
1 

4 

5 
3 

0.95 
3.46 
18.33 
5.19 
41.75 
10.16 
6.1 

II. 17 
3.72 

360.02 
3.74 
2.06 
6.46 
6. 33 

706.49 
2.22 
31.36 
5.15 
4.76 
5.41 
3.31 



2.47 
2.42 
5.04 
3.03 
1.29 
3.17 
1.76 
8.27 
12.98 
3.84 
2.2 
4.63 
1.65 
7.22 
9.21 
2.36 

I. 75 
3.07 
2.66 

16.21 
9.63 

10.25 
7.29 

19.89 
2.32 

23.92 
4.69 

99. 49 
2.75 
3.36 
5.69 
7.19 
1.88 

II. 42 
3.68 

I. 95 
4. 29 
3.89 

5 

2.38 
1.45 
2.05 
2.04 
0.43 

I. 75 
13.27 

2.03 
69.27 

II. 51 
7.33 

II. 7 
3.8 

366.03 
3.05 
2.26 
4.42 
4.19 

508.04 
1.58 
56.94 
3.87 
3.89 
6.76 
3.06 



6.43 

3. 93 
5. 37 

4. 34 
1.4 

2. 29 
0. 44 
2.69 
24. 27 
8. 22 
3.3 
5. 75 
2.78 
3.63 
8. 02 
2.21 
4. 87 
2.63 
6. 02 
10.41 
10. 59 
6.51 
5 

16. 73 
3.16 
44. 69 
3.78 
113.99 
3.87 
4 

4.22 
5.67 
3.54 

23. 99 
3.95 
2.66 
3. 75 
2.41 
4. 99 
1.02 
2.5 
4.02 
1.23 
0.73 
2.14 

20. 99 
4.44 

61.03 
19.3 

10.63 
10.3 
4.17 
265. 55 
3. 17 
1.81 
3.66 
5.06 
455.61 
3.18 

50.98 
4.57 
3.34 
3.21 
4.67 



6.78 
2.92 
3. 96 
3.98 
0. 96 
1.77 
1.52 
4. 73 
27. 96 



8.43 
2.08 
3.45 
1.4 
5.28 
9.01 
2 

3.64 
3.19 
4.35 
9.88 
6.89 
7.37 
5.26 

21.61 
2.92 

49.12 
2.64 

123.4 
3.14 
3.1 
4.13 
4.31 
2.58 

14.87 
3.88 
2.03 
2.07 
4.66 
6.43 
1.76 
1.61 
2 
1. 
1 

2.76 
16 
3.08 
74.92 
18.16 
8.57 
11.91 
5.58 
360.35 
3.3 
2.31 
6 

5.45 
977.52 
2.3 
47. 
4.22 
2.47 
3.62 
3.29 
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HT2RH2001941 
NT2RK2Q01950 
NT2RH2001952 
NT2RM2Q01976 
HT2RM2001982 
NT2RM2001983 
MT2RH2001984 
NT2RH20019B9 
NT2RM2Q0199S 
NT2RH2Q01997 
NT2RM2001998 
NT2RM2001999 
NT2RM2002003 
NT2RM20020O4 
NT2RM2002009 
NT2RM200Z014 
NT2RM2002019 
NT2RM2O02029 
NT2RH2002030 
NT2RH20O2O34 
NT2RM2002049 
NT2RM2002055 
NT2RU2 002072 
NT2RM2002088 
NT2RH2002091 
NT2RH2002100 
NT2RM2002109 
NT2RM2Q02126 
NT2RM2002128 
NT2RH2002129 
NT2RK2002142 
WT2RH2002144 
NT2RM2002145 
NT2EW2002153 
NT2RH2002163 
NT2RH2002170 
NT2RH2002178 
NT2RH2002179 
NT2RH2002270 
NT2RM2002326 
NT2RH2002337 
NT2RH2002339 
NT2RK200234S 
NT2RH2002368 
NT2RH2 002381 
NT2RH2002424 
NT2RH2002450 
NT2RH2002482 
NT2RII2002492 
NT2RH2002575 
NT2RM2002580 
NT2RI2002592 
NT2RB2002608 107 
MT2RH20026I5 
NT2RM2002622 
NT2RM2002630 
NT2RH2002634 
OT2RH2Q02645 
NT2RM2002546 
NT2RM2002S47 
NT2RM20026S2 
mm 002692 
OT2RH2002721 
NT2RK2002748 



6.04 
10.88 
5.22 
43.9 
3.43 
12.18 
20. 37 
3.86 
16.29 
11.71 
9.82 
18.02 
50.92 
4.18 
12.24 
2.73 
125.13 
13.94 
16.61 
58.72 
21.26 
3. 27 
40. 82 
82.31 
22.22 
12.27 
4.21 
27.51 
4.47 
22.51 
23.72 
5. 53 
12.68 
10.64 
3.34 
9.23 
9.54 
6.2 
5. 65 
8. 26 
9.91 
6.62 
12.28 
11.9 
5.04 
6.19 
5.83 
6. 57 
115.88 
8. 81 
12.81 
30.1 
\02 
21.13 
37.43 
17.23 
10.84 
19.66 
40.87 
50.8 
15.86 
6.96 
65.28 
96.93 



4.24 
9.24 
5.96 
27.85 
5.03 
15.12 
33.54 
5.39 
18.4 
10.41 
8.18 
20.28 
53.27 
6.17 
20.57 
6.1 
124.6 
31.19 
18.25 
73.27 
22 
6.4 
52.88 
80.35 
21.11 
9.78 
5.64 
39.25 
5.67 
19.86 
27. 99 
4.42 
17.57 
8.88 
3.58 
12.24 
6.98 
10.06 
6.66 
5.94 
15.68 
10.73 
11.64 
12.43 
4.54 
9.87 
4.84 
3.99 
159.06 
10.86 
11.63 
60. 89 
108. 16 
24.19 
55.62 
13. 55 
11.13 
20. 09 
51.15 
59. 26 
23. 36 
5. 59 
100.72 
107. 15 



11.07 
13.32 
18.37- 

44.8 

6.82 
21.04 
33.12 

6.78 
29.01 
18.16 
17.59 
27.06 
55. 93 

7.32 
21.82 

5.88 
184.05 

27.2 
22.39 

50.5 
23.61 

6. 36 
39.93 
97 
34.44 
20. 49 
16. 28 
34. 46 
11.09 
17.11 
22.69 

5. 98 
21.16 
12.47 

10 
23.46 

II. 63 
9.02 
8. 96 
6.26 

18.49 
17.92 

16.5 
21.01 

7.61 
12.12 

6.17 

6.22 
153.05 
19.91 
17. 51 
57.77 
125.35 
16.26 
40.03 
15.45 
17.05 
27.47 

69.9 
54.64 
17.16 

6.84 
114.63 

III. 07 



8. 57 

9.74 

6.97 
42.85 

6. 99 
15.68 
16.47 

8. 98 
16.49 
7.7 

8.92 
10.57 
27 

5, 72 
12.13 

8.11 
89.22 
28. 59 
8.8 
59.63 
14.68 

5.47 
24.05 
73.51 

9.76 

8.79 

7.68 
33.04 

4. 57 
13.35 
11.44 
7 

8.81 
8.77 
5.65 
10.21 
5. 56 
7.04 
6.13 
7.55 
12.85 
7.67 
11.35 
8.78 
5.17 
6.06 
9.5 
7.86 
67.65 
10. 34 
7.68 
16.85 
69.13 
10.72 
34.45 
18.01 
9.62 
17.63 
15.35 
17.81 
10. 87 
5.88 
36.62 
119.35 



3.76 
3.68 
3.67 
38. 56 
3.67 
19.01 
10. 56 
3.51 
15. 54 
4.63 
5.29 
9.9 
36.02 
2.78 
12.36 
3.54 
90.25 
19.23 
11.56 
56.44 
15.64 
2.96 
29.78 
51.16 
9. 27 
6.55 
3.73 
40.35 
2.71 
16.48 
14. 47 
2.78 
4.88 
5.52 
2. 59 
7.83 
4.58 
6. 34 
3.31 
3.63 
7.23 
6.02 
8.87 
6.6 
3.68 
3.61 
2.45 
2.37 
86 
8.51 
4.03 
24.42 
63.62 
11.75 
40.44 
9.28 
2.19 
14.57 
22.28 
19.82 
6.59 
3.32 
27.49 
46.49 



4 

5.38 
2.12 

26.62 
2.56 
6.03 

10.16 
2.63 

12.47 
5.51 
6.42 
5.15 

21.81 
2.44 
8.91 
6 

54.05 
17.84 
5.36 
27.9 
11.74 
2.6 
18.61 
68.26 
5.82 
5. 99 
3.18 
13.28 
1.5 
7. 76 
7.07 
3.75 
6.47 
6.62 
1.58 
3.14 
2.92 
2.72 
1 
3 

4.54 

5. 59 
6.37 
5.66 
1.33 
1.42 
2.17 
2.81 
93 
6.85 
7.15 
15. 36 
75.25 
7.36 
21.34 
15. 57 
5.41 
10.2 
15. 25 
20. 32 
8. 39 
1.36 
27.32 
100.69 



3.69 
5.27 
3.56 
16. 38 
3.51 
9.47 
8.25 
4.78 
7. 55 
3.14 
2.82 
3.81 
18. 72 
2. 58 
7.8 
6.1 
33. 48 
11.48 
5. 58 
21 
6.05 
3. 63 
18.47 
90.62 
2.71 
3. 91 
3.74 
17.62 
2.22 
5. 96 
5.7 
3.22 
2.77 
3.59 
0.8 
3.4 
3.63 
2.79 
2.35 
2. 53 
5.02 
3.93 
4.6 
4. 97 
2.23 
2.55 
3. 24 
5.1 
108.8 
6.71 
4. 64 
23.91 
86.4 
11.09 
16.57 
19.85 
7.89 
9.86 
17.48 
24.11 
7.1 
2.92 
67. 26 
117.84 
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45 



50 



55 



NT2RK2002764 
NT2RH2002772 
NT2RM2002M1 
NT2RH2002818 
NT2RM2002879 
NT2RH2002979 
NT2RH2002981 
NT2RM2002995 
NT2RM2003031 
NT2RM2003042 
NT2RM2003044 
NT2RM20O309O 
NT2RH2003095 
NT2RM20O3116 
NT2RM2003222 
NT2RM2003224 
NT2RM20032S0 It 9 
NT2RM2003258 
NT2RM2003262 
NT2RM4000023 
NT2RM4000024 
KT2RM4000027 
NT2RM4Q00O30 
NT2RM4000033 
NT2RM4000034 
NT2RM4O0004S 
NT2RM4000052 
ffT2RIM000054 
NT2RW4000061 
NT2RU4000074 
NT2RH4000085 
KT2RH4000086 
HT2RH4O00I0O 
NT2R1I4000101 
NT2RH4OO0102 
NT2RH4000104 
NT2RM4000115 
NT2RH4000129 
MT2RH4000139 
NT2RU4Q00U9 
NT2RM4000155 
NT2RH4000158 
MT2RM4000167 
HT2RM4000159 
NT2RH4000191 
NT2RM4000197 
NT2RH4000198 
NT2MMO0O199 
NT2RM4OO020O 
NT2RM4000202 
MT2RH4000210 
NT2RM4000215 
NT2RM4000220 
NT2RH4000229 
NT2RIM000231 
NT2RH4O00233 
NT2RN40Q0244 
HT2RM4000251 
HT2RM4O00255 
HT2RU4000265 
NT2RM4000283 
NT2RV4000284 
NT2RM4Q00290 
NT2RM4000295 



5.49 
29.76 
16.39 
20.34 
25.35 
45. 6 
6.39 
4.58 
4.98 
32.29 
5.51 
15.51 
23.07 
19.38 
4.03 
23.91 
92 
14. 27 
13.63 
16.25 
5.57 
4.73 
5.72 
5.95 
14.03 
5.52 
3.65 
24.72 
2.45 
109. 94 
16.76 
5. 66 
33.67 
24.08 
31.73 
12. 56 
5.71 
2.55 
5. 53 
3. 74 
17.15 
43.23 
5.13 
116.9 
10.04 
3.31 
13.19 
3.72 
3. 27 
7.07 
5.45 
8.8 
21.3 
4.29 
12.18 
21.08 
7.04 
8.01 
8.99 
13.77 
213.58 
85.27 
13.22 
9. 32 



12.15 
33.25 
25 
18. 56 
30. 35 
67 
5.25 
2.61 
5.14 
28.58 
2.76 
15. 57 
26.27 
32.85 
3.37 
19.9 
69.2 
11.09 
6.96 
15.39 
7.1 
3. 54 
8.1 
4.77 
8.95 
5.71 
3.61 
16.37 
2.46 
111.99 
26.39 
6.66 
23.83 
19.83 
28. 52 
10.41 
9.33 
5.58 
8. 52 
4.09 
10. 36 
34.65 
4.59 
136.33 
6.72 
6.64 
12.13 
4.46 
5. 32 
4.66 
5.44 
9.1 
15.96 
6.1 
22.17 
19.41 
6.33 
7.64 
6.74 
11.08 
220.77 
81.74 
11 
6.67 



7.39 
38.82 
2*.2t 
21.22 
32.28 
65. 04 

5.04 

3. 97 

6.7 
51.11 

2. 92 
25.03 
29. 36 
27.63 

4. 48 
24. 52 
166.74 
23.88 

21.6 
24. 54 
11.59 

9.85 

11.8 

7.64 
17. 36 
10.27 

9.75 
22. 59 

7.19 
162. 79 
27.87 

7.88 
35.82 
27.89 
43 
15.15 
11.32 

5.12 
11.67 

4.62 

17. 
52.17 
12.54 
190.06 
12.84 

7.83 
17.78 

6.47 

11 
13.64 
15.45 
12.69 
19.47 
7 

22.16 
23.05 
12.22 
14.53 
14.46 
20.66 
174. 14 
106.73 
18 
7.61 



6. 52 
20.56 
9.15 
13.83 
9.31 
29. 24 
5.13 
7.89 
6.97 
28.69 
6.07 
16.16 
22.31 
12. 52 
6.23 
18.14 
153.09 
11.45 
7.07 
14.62 
9.02 
6.85 
8. 56 
13.08 
14.71 
5.43 
4.88 
16. 92 
5.03 
132.85 
18.47 
8.93 
31.94 
18.1 
29.96 
10.13 
11.36 
5.02 
6.45 
8.9 
14.41 
33.06 
4.2 
211.72 
9.1 
5. 96 
14.45 
8. 34 
5.66 
7.53 
6.67 
7.49 
12.48 
4.96 
12.3 
29.48 
6.72 
7 

7.34 
10.54 
136.23 
78.21 
10.81 
11.47 



3.1 
12.45 
15.71 
9.54 
5.54 
39.73 
2.8 
1.25 
3.27 
7.79 
1.88 
8.25 
14.66 
9.52 
1.12 
9.42 
107.43 
8.67 
3.47 
6.88 
4.21 
4.18 
5.42 
3.98 
7.52 
2.75 
2.31 
16.99 
3.91 
134.31 
15.63 
4. 39 
18.51 
9.03 
36.82 
9.81 
6.79 
4.24 
6.29 
2.03 
8.06 
31.74 
2.19 
166.35 
7.11 
3.1 
6.75 
4.51 
2. 52 
1.78 
3.23 
4.69 
9.78 
2.64 
13.79 
16.53 
4.83 
8.84 
5.4 
8.41 
205.5 
81.89 
6.15 
5.8 



7.78 
9.21 
3. 55 

15. 73 
8.46 

11.12 
1.9 
3.74 
6.19 

11.66 
3.64 

19.49 

13. 94 

10.31 
2. 42 

15.36 
107.61 
5.92 
2.7 
9.36 
3.87 
2. 53 
3.94 
7.38 

11.06 
2.16 
3.26 

12.56 
3.49 
127.91 

12.58 
5.02 

25. 58 

12.06 

28. 28 
7.37 
5.37 
3.57 
5.11 
3. 09 
9.43 

35. 59 
0.82 

130.17 
6 

2.95 
9.44 
5.35 
4.69 
3. 26 
1.92 
2.59 
7.44 
1.79 
7.12 
15.89 
3.85 
3.91 
4.93 
4.23 
145.83 
45 

3.95 
4.29 



2.69 
4.96 
6.58 

17.66 
5.48 

45. 71 
2.21 
3.35 
2.14 
9.6 
2.44 

18. 74 

29. 67 
6.49 
2.91 

24. 57 

63.52 
4.04 
6.15 
9.34 
3.82 
4:65 
5.02 

10.23 
7.66 
4.42 

I. 99 
13.57 

2.41 
155.38 

12.15 
8.75 

27.68 

10.92 

11.54 
8.35 
7.68 
3.26 
4.73 
4.1 
4. 52 

32.83 
1.69 
146.08 
7.89 
2.4 

12.48 
6.27 
3.52 
4.51 
1.86 
3.73 

10.31 
2. 82 

II. 29 
23.49 

2.65 
3.55 
3.56 
9.98 
158.43 
89.45 
7.71 
6.42 



4.03 
16.05 
8.61 
20.72 
6.4 
18.88 
1.27 
2.92 
4.35 
10.82 
2.91 
20. 12 
24.13 
8.73 
3.67 
16.25 
77.81 
5. 75 
5.4 
7.69 
4.08 
2. 99 
4.04 
6.96 
12.11 
4. 99 
3.02 
15.39 
2.69 
114.81 
6.78 
6.18 
38.43 
15. 22 
34. 43 
10.19 
7.13 
2. 78 
4. 33 
(3.49 
7.7 
34.2 
2.03 
152.04 
7.38 
2.51 
10.4 
5.09 
3.66 
5.82 
2.7 
4.19 
10.33 
2. 26 
7.48 
16.8 
5.84 
5.44 
3.66 
13.42 
132.77 
84.2 
6.59 
5. 34 



5.76 
9.09 
10.62 
25.61 
6.89 
50.67 
2.8 
4.03 
4.33 
7.31 
3. 92 
15.75 
25.38 
7.15 
3.87 
13.82 
74. 98 
7.4 
5.15 
6.58 



2. 
2. 
3. 
6. 
11. 



65 
04 
02 
85 
07 
3.5 
2.4 
11.37 
0.75 
153.05 
9. 96 
6.29 
48.27 
16.58 
29.82 
9.76 
8. 99 
3.18 
5.31 
3.35 
6.79 
32.88 
1.71 
180.53 
7.91 
3.17 
9.17 
6.45 
3.02 
5.66 
2.32 
3.48 
6.87 
3.55 
7.64 
20.56 
4.45 
5.4 
2.79 
10.55 
224.43 
83. 
6.44 
6.78 
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NT2RM4000306 
NT2RM4000307 
HT2R1I4008389 
MT2RM40OO313 
NT2RH4000318 
NT2RM4D00324 
NT2RK4000326 
NT2RM4000327 
NT2RM4000344 
NT2RU4000349 
KT2RM40003S4 
CT2RM4000356 
NT2RM4000366 
NT2RM4000358 
NT2RM40O0373 
NT2RM4000386 
NT2RH4000395 
MT2RM4000414 
NT2RM4000417 
NT2RM4000421 
NT2RH4000425 
NT2RK4000433 
NT2RM4000436 
NT2R1M000444 
NT2RM4000457 
N72SUM000471 
NT2R1M000472 
MT2RM4000486 
NT2RH4000490 
NT2RH4000496 
NT2RIH00Q505|107 
NT2RH4000511 
NT2RN4000S14 
NT2RM4000515 
NT2RM4000517 
NT2RIM000520 
NT2RM4000531 
NT2RH4000532 
NT2RM4000533 
NT2RII4000534 
NT2RH4000563 
NT2RH4000566 
NT2RH4000568 
NT2HM00058S 
NT2RM4000587 
NT2RH4000590 
NT2RB40C0593 
NT2RH4G00595 
NT2RH4000603 
NT2RH4O00S11 
NT2RM4O0O616 
MT2RM4000621 
NT2RIM000548 
NT2Ri4000649 
NT2RU4000658 
NT2RM4000661 
NT2RH4000673 
NT2RM4000S74 
OT2RM4000689 
NT2RK4000698 
HT2IW4000700 
HT2RI4000701 
NT2RM4000712 
HT2RI4000717 



39.39 
10. 91 
6. 25 
8.25 
7.74 
7.02 
9.61 
10.62 
28.12 
54. 86 
3.83 
5.03 
170. 18 
16. 94 
32.64 
6.62 
10. 95 
4. 69 
11.27 
10.28 
91.24 
6.13 
18.9 
18.5 
13.16 
11.07 
19. 66 
10. 68 
14.19 
4.23 
79 
73.01 
15.58 
15. 97 
351.24 
3.56 
7.21 
6.55 
5. 69 
4.83 
23.61 
9.4 
24. 52 
3.91 
7.59 
2.8 
3.21 
4. 79 
5.4 
28.57 
9.69 
3.69 
7.93 
4.41 
5.46 
15. 52 
13.87 
33.39 
13. 32 
3.25 
9.2 
37.49 
26. 37 
24. 65 



31.22 
9.3 
6. 98 
9.27 
12.3 
4.79 
6.92 
7.04 
43.85 
44.05 
4.95 
3.65 
124. 74 
13.21 
29.04 
6.28 
13.82 
4.37 
10.89 
10. 99 
92.57 
6.12 
19. 36 
21.83 
19.12 
11.03 
22.31 
18.04 
17.43 
6.24 
139.53 
84.21 
17.06 
18.43 
469.1 
5.44 
6.94 
5.58 
4.73 
3.29 
15.27 
6.65 
13.96 
1.91 
6.74 
2.23 
5 

4. 42 
2.57 
18.91 
7.13 
1.04 
5.22 
3.44 
6.14 
9.28 
8.93 
14. 79 
8.68 
4.45 
12.82 
38.63 
34.47 
10.07 



45.45 
17.74 
13.33 
15.68 
19. 97 
7.97 
8. 36 
10.88 
37.76 
74.07 
10.6 
9.35 
186. 28 
17.9 
37. 96 
8.3 
15. 83, 
11.16* 
8.64 
14.3 
106. 69 
8. 53 
27.32 
23.5 
21.52 
12. 38 
17.4 
19.73 
15 
S.23 
149. 56 
82.3 
20.66 
19.43 
440. 94 
6.75 
9.49 
4.11 
4. 92 
2.48 
21.44 
10. 24 
20.25 
3.09 
8.76 
4.43 
10.19 
3.36 
9.66 
36.37 
13.2 
7.35 
9.62 
7.74 
9. 39 
15.4 
21.18 
28.45 
20.09 
8. 82 
18.94 
57.82 
28. 93 
20.07 



18.05 
9.83 
6.03 
8.4 

11.61 
5.66 
6.7 

10.24 

23.98 

45.06 
6.31 
5.42 
108.07 
9.95 

31.16 
8.65 

10.78 
5.76 
6.8 
8.17 

64.91 
7.28 
20 

27.88 

10. 27 
8.14 

12.44 

11.41 
9.61 
3.18 
114.44 

77.22 
15.1 
7.56 
138.38 
6.2 
7.75 
7. 27 
6.83 
5. 97 

28.24 
13 

24.28 
7. 76 

10. 89 
6.82 
8. 56 
7.11 
6.3 

25.67 
7.2 
6.04 
8.39 
6.28 
8.84 

13.03 
9.61 

15.54 
9.6 
7.51 
9.98 

37.22 

18.91 

21.94 



17.69 
6.51 
3. 16 
4.79 
7.91 
2.78 
2.41 
4.86 

18. 35 

38.46 
1.75 
1.79 
122.86 
5.92 

21.65 
4.71 
7. 59 
0.91 
4.15 
4.31 

58.82 
5.88 

14.51 

22.92 
6.05 
9. 49 

15.19 
9. 93 
4.76 
0.15 

75.32 

39. 83 
9. 63 
4.12 
381.29 
2.43 
2.88 
2.1 
1.35 
1.61 

15.01 
4.81 

11.25 
1.73 
3.52 
1.35 
3.29 
6.02 
2.52 

15.39 
3.11 
1.52 
3.12 
2.95 
2.57 
7.61 
6.09 

18.31 
6.2 
4.65 

10.71 

35.87 

14.79 
7. 33 



26.02 
5.04 
3.04 
4.48 
4.9 
1.11 
2.62 
9. 97 

22.38 
49 
1.8 
2.58 

98.86 
5.45 

24.87 
4.93 
9.02 
3.43 
6.41 
2.7 

58.32 
4. 18 

11.77 

21.75 
7.18 
4. 57 
12.8 

10.39 
5.97 
0. 92 

107.4 
88.6 

16.07 
3.43 
140.48 
4.29 
4.52 
1.72 
2.87 
1.76 

45.63 

13. 26 

22.83 
4.77 
5.69 
3.31 
5.21 
3.43 
2.39 

24.58 
4.07 
1.99 
4.35 
1.85 
4.42 
7.72 
5. 58 

16.46 
5.32 
2.16 

10.66 

38. 99 

13.59 

18.21 



12.1 
4.55 
0.89 
3.48 
8.74 
2.3 
3.8 
11.64 
19.35 
53.73 
2.77 
1.32 
143.05 
9.44 
33.11 
6.02 
5.57 
2.88 
8.68 
2.33 
76.16 
2.6 
15.16 
22.28 
7.2 
3.84 
11.64 

tcr. 79 

7. 87 
1.52 
136.82 
83 

11.41 
3.77 
205. 12 
3.06 
5.61 
3.22 
3.57 
3.52 

27.71 
8.88 
7.78 
2.79 
7.38 
2.85 
6.43 
4.16 
2. 28 

19.91 
2.46 
3.47 
6.48 
3.85 
4.63 
5.33 
4.94 
9.71 
9.33 
4. 55 
5.56 

50.37 
9. 02 

17.18 



14. 22 
5. 59 
2.68 
4. 24 
11.58 
LSI 
2.41 
7. 37 
25.83 
62.48 
2. 77 
3. 38 
122.68 
7.79 
24. 62 
2.91 
7.71 
1.6 
3. 94 
2.02 
. 70.13 
4.18 
14.79 
13.95 
10.64 
6.85 
22.04 
12.22 
5.19 
0.44 
107.52 
54.31 
15.96 
6.97 
297. 92 
2.99 
3.99 
3.22 
2.18 
3.71 
31.71 
9.31 
15. 36 
4.1 
7. 94 
3.67 
4.7 
2.82 
2.67 
19. 95 
3.02 
3. 26 
5.01 



12.48 
7.16 
4. 72 
6.11 

52.92 
8.85 

23.49 



20. 93 
9.36 
1.25 
4.11 

10.87 
0.69 

I. 32 
9.72 

27.75 
76.26 
2.79 
0.81 
104.4 
10.61 
25.87 
5.23 
10.22 
3.45 
4. 92 
4.78 
74. 53 
3.51 
15.69 
20.52 
8.19 
3.58 
27,4 
9.89 
5.16 
1.12 
141.57 
48.26 
14.62 
4.37 
317.1 
1.91 
4.45 
3.25 
3. 55 
3.07 
29.62 
9.58 

II. 01 
3.39 

10.18 
2.59 
4.53 
3.87 
2.18 
26.79 
2.66 
2.31 
6.06 
2.41 
4.24 
7.97 
10.95 
12.12 
5.74 
3.77 
5.56 
48.89 
10.91 
18.21 
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Table 413 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



9.25 
6.83 
13.34 
885.53 
51.3 
10.01 
14.18 
66.66 
19.9 
28. 14 
91.29 
8.24 
13.14 
15.66 



T2MM000733 
2RM4000734 
T2RM4000741 
T2RU4000744 
T2MM000749 
T2RM4000751 
hT2RM4000752 
INT2RM4000760 
INT2RIM000761 
NT2RK4000764 
NT2RM4000768 
INT2RH4000778 
INT2MI4000779 
NT2MI4000787 
|HT2R*4000790 
NT2RM4000795 
T2RH4000796 
NT2RM4000798 
T2RM4000800 
T2RM4000813 
T2RH4000820 
T2RU4000827 
2RJM0Q0830 
T2RM4000833 
T2MM000841 
INT2RH40Q0846 
T2RH4000848 
T2W40008S2 
T2W4000855 
2RM4000859 
2RH4000868 
NT2RM4000870 
2RH4000879 
T2RV40008$2 
T2MM000887 
T2RH4000895 
2RU4000897 
000901 
950 
4000965 
971 

T2RM4000979 
2RH4000987 998 
F2R1M0009S9 
INT2RM4000991 
T2RB4000992 
T2RM4000996 
T2UH000997 
INT2RM4001OO1 
INT2RIM001002 
|NT2WM001016 
2RM4Q01025 
2RIM001027 
T2RJM001032 
INTZRM4001047 
|NT2RM4001049 
17RH4001051 
T2RM4001052 
T2RI4001053 
2RI4001054 
T2RM4001059 
T2RM4001071 
MOM 
4001092 



2620.9 2248.3 
7.92 4.23 



6.15 

6.23 
10.33 
451.3 
49.81 
10.59 
16.62 
27.61 
12.95 

13.4 
73.54 

6.22 
10.85 
16.22 



26.78 
7.01 
5.35 
11.25 
26.13 
10.03 
12.07 
11.24 
12.98 
9.5 
7.99 
14.87 
6.4 
16.62 
19.91 
13 
41.44 
15 
41.97 
26.8 
9.87 
10. 96 
9.78 
28.19 
97.81 
6.96 

76 831 
20.87 
41.92 
10. 32 
22.09 
26.21 
7.63 
459. 98 
19.09 
6.64 
4.69 
13.63 
17.2 
14.8 
23.07 
9.72 
8.35 
15. 68 
5.24 
23.88 
12.62 
7.67 



15.24 
6.1 
6.72 
10 
26.55 
14.9 
12. OB 
7.17 
15. 96 
7.99 
S 

14.63 
5. 44 
15.67 
23.16 
13.65 
32.18 
11.7 
33.25 
20.11 
8. 53 
12.11 
8. 98 
32.79 
77.57 
6.06 
62 
13 
23.13 
6.68 
29.45 
30.93 
6.6 
441 
20.3 
7.24 
5.86 
13.78 
23.07 
12.01 
23.96 
6.17 
8.46 
17.03 
11.23 
28.79 
12. 59 
7.08 



14.75 

12.29 

15:73 
1241 

57.77 

16.02 

13.54 

44. 38 

27.34 

30. 32 

83.67 
8.88 

20. 24 

17.04 
2489 

13. 52 

27.73 
18.9 
10.01 
13.48 

28.07 
13. 91 
13.71 
16.3 
14. 24 
19. 32 
13.35 
15. 93 
7.14 
16.78 
23.62 
19.75 
43. 25 
22.42 
51.62 
33.05 
11.07 
11.53 
10.35 
35.21 

101.74 
14.84 

1103 
27.71 
35.75 
8 

18.01 
25. 95 
15.15 
503.26 
24. 95 

14 

4 

6 

17.27 
16.43 
19.46 
11.79 
10.92 
15.78 

8.09 
33.56 
13.06 

7.41 



8.98 
7. 58 
9:84 
1383.2 
49. 46 
7.97 
10.44 
43.74 
11.59 
14.61 
77.4 
7.38 
8. 82 
13.21 
2090 
7.6 
18.41 
8.2 
6.15 
6.95 
22.17 
7.34 
8.9 
8.57 
9.21 
10. 93 
6.98 
7.89 
5. 82 
13.33 
14.39 
13.98 
14.78 
13.18 
36. 36 
17.45 
8.99 
7.56 
8.13 
15.2 
132.86 
8. 87 
62$! 74 11 56. 8 
19.07 13.82 



.64 
.47 



6.63 
4.56 
9.36 
1506.5 

44.79 
7.75 
6. 55 

22.69 
8.66 
9.8 

70.39 
4.94 
8.66 

10.45 

3251.6 
3.13 

12.57 
4 

1.63 
. 4.25 
20. 99 
7.52 
8.35 
3.24 
12.52 
5. 53 
3.88 
7 

2.45 

8.27 
12.92 
14. 72 
13.02 

7.01 
23.39 
16.12 

4.54 
7.1 

5.43 
12.26 



6.77 
3. 67 
7.54 
707.31 
42.49 
5.05 
5.76 
40.29 
7.67 
20.16 
93.31 
5.13 
7.51 
11.66 
2752.2 
5.92 
18.03 
6.33 
3.53 
5.74 
17.91 
5.34 
9.39 
6.92 
7.68 
8.29 
2.79 
3.89 
2.19 
6, 
10.23 
8.66 
16.56 

7. 
28.87 
7.46 
3.34 
4.42 
3.19 
17.85 



95.27 155. 13 
6.06 5.77 
778.33 
14.2 



28.64 
2 

10.41 
19.47 
5.88 



3.26 

1. 
2 



53 



37.46 31.48 

6.07 2.23 

12.6 11.82 
19.16 13.92 

9.35 5.11 

494.01 440.37 522.33 

12.05 10.46 13.91 

7.08 5.08 
4.07 1 
6.13 6.41 

11.83 13.43 8.74 

12.47 5.42 11.65 
18.43 11.09 9.95 

8.32 6.45 2.86 

7.64 6.3 5.31 

11.07 4.7 7.63 
5.5 2.85 2. 53 

18.66 9.26 10.59 

12.4 5.97 9.54 

8.26 5.02 4.62 



4.25 
3.75 
6. 59 
777.95 
59.41 
5.19 
8.04 
50.15 
5.75 
18.5 
63.42 
2.54 
2.45 
11.77 
3676.2 
6.03 
14.45 
3.86 
2.61 
3.76 
22.8 
7.29 
11.27 
2.5 
4.07 
6.17 
2.7 
3.95 
1.77 
12.27 
4.82 
5.75 
3.72 
5.18 
18. 02 
11.88 
4.8 
5.41 
2.51 
6.17 
87.73 
4.88 
1010. 1 
14. 36 
21.97 
3.02 
9.81 
16.5 
3.96 
521.26 
10.42 
5.04 
1.18 
4.98 
14.05 
9. 35 
3.77 
8. 57 
6.88 
9. 63 
2.48 
17.49 
14.16 
2.05 



7.21 
5. 75 
7.87 
717.55 
56.25 
5.27 
11.07 
65.89 
12.58 
24.69 
64.16 
2.81 
7.69 
12.92 
1775.7 
8.23 
19.92 
7.47 
2.89 

4. 39 
23. 35 

6.84 
7.81 
5.31 
5.69 
10.68 
4. 77 
4.67 
2.66 
10. 96 
6.2 
8. 62 
8.51 

5. 53 
26.87 

6.83 
3.39 
4. 23 
2.31 
10.47 
92.85 
5.81 
1262.3 
15. 32 
22.75 
2.16 
3.95 
21.62 
7. 75 
628. 75 
12.83 
3.42 
1 

2.77 
4.88 
13.4 
14.4 
9.7 
7.16 
9.71 
2.39 
15.69 
9.85 
6.72 



11 
9.29 
3.9 
894. 48 
54.64 
4.04 
5.33 
60.41 
17.06 
24.19 
68.6 
2.48 
5. 22 
11.34 
1256.3 
6.4 
38.07 
8. 07 
3.11 
3.13 
20. 32 
3.6 
7.47 
5.24 
5.39 
8.48 
2.57 
2.59 
1.11 
12.51 
3.98 
12.86 
8.81 
4. 92 
25.16 
10. 98 
4.04 
6.77 
1.79 
12.16 
108.16 
4.09 
668. 26 
14.94 
24.51 
2.78 
3.92 
24.11 
5.13 
590.54 
14 



2.59 

I. 23 
2.21 
2.78 

14.12 
12.67 
6.4 
3.68 

II. 5 
3 

16.83 
15.23 
4.2 
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Table 414 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RH4001100 
NT2RH4001116 
NT2W40IHH9 
MT2RM400H40 
NT2RM4001148 
NT2RH4O011S1 
NT2RH400115S 
MT2WI4001157 
NT2RH4001160 
HT2RM4001163 
NT2RM4001187 
MT2RII4001191 
NT2RH4001200 
NT2RM4001203 
NT2RM40Q1204 
HT2RB4001217 
NT2RM4001245 15$ 
KT2RW4001247 
WT2W4001256 
NT2RH4001258 
NT2RM4001267 
NT2RM4001273 
MT2RH4O01281 
NT2RU4001286 
NT2RM4001290 
NT2RH4OO1309 
NT2MM001313 
NT2RH4001316 
NT2RH4001320 
NT2RH4001321 
KT2RH4001325 
NT2RM40O1333 
NT2M4001340 
OT2RH4001344 
NT2MM001347 
NT2RM40013S7 
NT2RM400136O 
HT2RM4001371 
NT2RH400I377 
MT2RH4001382 
HT2RM4001384 
NT2RH4001400 
NT2RV4O01409 
NT2RH4001410 
NTZRM4001411 
NT2RH4001412 
HT2RH4001414 
HT2MM001436 
MT2MMO01437 
NT2RH4O01444 
HT2RM4O01454 
NT2RIM001455 
KT2RM4001463 
OT2RH40014*9 
NT2W4O0149S 
HT2RM4O01499 
KT2MMO01515 
NT2MM001S19 
WT2RIM001S22 
NT2W4001523 
MT2W4001S50 
MT2M4001553 
NT2RM4001S54 
IMT2RM4O015S7 



10. 34 
6.46 
4.41 
6. 58 
77.43 
25. 3 
7.7 
4.69 
10.13 
8.69 
15. 55 
6.6 
2.58 
6.43 
9. 94 
24.69 
95 
4.65 
9.61 
70,47 
5.89 

I. 34 
8.06 

51.19 
8. 38 
98.2 
6.16 
10. 67 
20. 75 
3.2 
6.99 

II. 2 
59.12 

6.4 
414.8 
6.26 
8.63 
15. 56 
21.16 
16. 22 
4. 53 
10. 43 
4.67 
6.89 
25.9 
825. 39 
12.79 
63.2 
26. 18 
3.41 
19.23 
5.88 
8.69 
12.59 
36.43 
22.29 
6.81 
8.21 
8.19 
73.84 
10.75 
11.94 
151.86 
51.14 



6.97 
5.43 
2.95 
8.81 
82.01 
23.87 
10.96 
2.46 
5.87 
6.99 
10.66 
5.61 
2.46 

5.54 
10. 43 
17.41 
54. 48 

4.91 

7.67 
64.71 
4.4 

2.22 

5.61 
32.28 

5.81 
68.64 
7.7 
13.16 
22.22 

9.27 
10. 29 

7.57 
52.64 

4.63 
327.64 

7.97 

8.04 
11.85 
11.62 

9.22 
5.9 

9.23 

5. 55 
14.26 
30.99 
1226.8 
6.6 
35.96 
27.89 

3.61 
20.25 
19 
16.03 
12.07 
24.24 
18.15 

5.91 

4. 24 

6.53 
75. 98 

6.21 
9.8 
72 
42.32 



14. 94 
9.66 
6.53 
10.22 
87.89 
22.4 
9.45 
3.77 
8.44 
8.41 
18.41 
4.99 
3.46 
5. 53 
11.48 
30.8 
149.16 
ll.tf 
12. 78 
70. 52 
10.4 
3.89 
14.03 
36.36 
13.36 
139.85 
10.44 
19.79 
27.83 
5.51 
13.71 
11.93 
78.91 
10.13 
302 
8. 82 
10. 78 
10 
19.22 
22.97 
14.13 
12.46 
8.19 
12.51 
34.06 
1011 
16.28 
69.06 
39.17 
9 

21.89 
6. 35 

11.64 
8.74 
20 

30.48 
14.18 

9.85 
12.02 
71.57 

9. 98 
11.96 
141.69 
58. 99 



8.81 
8.08 
4.88 
5.74 
109.01 
14.14 
14. 26 
5.35 
9.04 
6.85 
9.39 
6.79 
4.36 
5.95 
7.05 
23.78 
130.37 
4.49 
9.59 
44. 98 
6.42 
5.02 
10.91 
29.23 
7.76 
90.19 
8.55 
13.68 
18.9 
7.64 
11.04 
8.81 
69.02 
7.69 
368. 33 
6.78 
8. 59 
11.21 
16.27 
11.49 
5.13 
8.14 
6.09 
8.64 
31.33 
1004.1 
6.35 
56.83 
20.31 
6.98 
16.73 
4.26 
7.61 
5. 56 
12.41 
16.01 
6. 91 
5.65 
6.15 
35.61 
6.43 
9.12 
164.83 
56.35 



5.31 
5.44 
4.54 
2.39 

92.69 
12.5 
6.55 
1.74 
3.06 
4.09 
4.2 

10.14 
3.72 
1.89 
1.89 

12.47 
116.53 
3.5 
5.91 

46.66 
2. 33 
1.41 

4. 33 
18.59 

4. 34 
105.33 
3. 72 
8. 94 
15.02 
4.65 
4.07 
7.22 
66.75 
4.29 
392.69 
6.02 
6.1 
16.5 
7.45 
7. 37 
2.13 
5. 92 
3.26 

5. 38 
32.6 

804.98 
2. 72 
54.08 
15. 52 
3.02 
15.4 
2.07 
4.41 
6. 34 
16.18 
14.05 
2.64 
1.45 
2. 52 
37.16 
6.16 
5.14 
103.78 
49.65 



8.81 
5.9 
2.33 
2.78 

80.91 

10.51 
9.63 
4.67 
4.73 
5.89 
6.99 
6.02 
1.51 
1.97 
2.44 

18. 57 
157.67 
3.11 
6.14 

50.08 
2.85 
1.99 
7. 34 

18.64 
4.65 
108. 01 
5. 52 
6.99 

17.67 
3.21 
7.04 
5.3 

67. 91 
5. 37 
323.06 
4.63 
3 

13. 92 
12.65 
7.19 
2.71 
4. 37 
2.63 
3.51 
26.51 
983.25 
5.16 
67.36 
18.05 
1.89 
12.09 
3.65 
5.78 
2.86 
17.63 
14.71 
4.03 
0. 76 
1.61 
20 
2 

4. 64 

171.98 
76.92 



7.75 
5. 27 
3.03 
3.27 

71.63 
24 
8.68 
1.85 
3.63 
3. 57 
4. 74 
8. 39 
1.91 
3.96 
3.49 

27.41 
151.03 
6.79 
7.73 

53.38 
4.9 
4 

4.05 

13.09 
5.33 
85.7 
2.76 
6.58 

25.16 
6.77 
5.14 
2.36 

59.71 
3.9 
333.75 
3.22 
4. 75 
36.9 
8.88 
3.28 
2.62 
4. 37 
3.17 
3.98 

31.72 
1210.2 
2.14 

42.65 

16.35 
2.57 

15.71 
1.94 
3.96 
4.94 
5.62 
4.23 
2.9 
1.06 
2.28 

26.91 
5.6 
3.81 

80. 79 

34.69 



11.53 
4.35 
2.56 
2.64 

54.14 

19.61 
7.88 
2.85 
6.09 
3.78 
5.75 
4.7 
2.35 
4.4 
2.67 

26.41 

141.35 
3.17 
8.06 

45.51 
3.94 
2.5 
7.62 

20.76 
4. 36 

73.37 
5.94 
5.71 
19.45 
5. 74 
7.06 
6.09 
47.75 
5.77 

373. 98 
2.89 
7.61 
13.45 
10.18 
8.65 
2.27 
6. 39 
3. 27 
6.53 
28. 52 

610.05 
4.73 
35. 42 
28.68 
2.59 
18.45 
1.57 
3.81 
5.52 
16. 36 
11.08 
4. 57 
3.15 
3.64 
23.43 
2.66 
2.93 
76.13 
30.81 



7.75 
5.99 
2.24 
2.47 
60. 54 
17.03 
7.8 
2.34 
4.88 
3.99 
3.81 
8.34 
0.33 

I. 73 
2.11 

29. 34 
178.46 
2.29 
8.51 

40.98 
4. 52 
2.16 
5.35 

31.46 
7.29 

76.26 
3.03 
5. 93 

25.01 
7.05 
21.4 

14.33 

38.99 
3.72 

353.9 
2.9 
3.39 
6.6 
9. 45 

16.08 
2. 98 
3. 72 
3. 39 
3. 24 

32.83 
943.27 
3. 09 

49.83 

22.74 
2. 26 

13.57 
2.98 
3.42 
3.23 

II. 58 
11.85 

2.36 
1.34 
1.62 
33.3 
8.03 
3.19 
147.24 
38.74 
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Table 415 



HT2RM4001SB5 
HT2RM4001S66 
NT2RH40O1569 
NT2RH4001579 
HT2RM4001582 
NT2RM4001589 
NT2Ri4001592 
NT2RM4001594 
HT2RM40O1597 
KT2RH4001605 
NT2RU4001609 
NT2RM4001610 
NT2RM4001611 
NT2W40O1618 
HT2RM4001622 
NT2RM4001624 
NT2RM4001625 
NT2RM40O1629 
HT2RM4001632 
HT2RM4Q01642 
N72RM4001647 
HT2RIM001650 
NT2RU4001S62 
NT2RH4001666 
NT2RH4D01670 
NT2W4O01682 
NT2RH400t7!0 
NT2RM4001712 
NT2MM001714 
NT2RM400171S 
HT2RH4001727 
NT2RM4001731 
NT2RH4001735 
NT2RH4001739 
NT2RM4001741 
NT2RW001745 
NT2RH4001754 
NT2RAMC01757 
NT2RIM001758 
NT2RM4001768 
NT2RM400I775 
HT2RH4C0177B 
MT2RM4001783 
HT2MI4001793 
NT2N40018I0 
NT2RH4001813 
NT2RU4001818 
NT2W4001819 
NT2ttM001823 
NT2RM40018Z8 
NT2RH400183S 
NT2RH4001S38 
MT2RII4001841 
NT2RM4001842 
NT2RU4001843 
NT2RM4001856 
NT2RM4001858 
HT2RM4001861 
KT2RH40018S3 
IHT2WO001865 
NT2RM4O01869 
NT2MM001873 
RT2NM001876 
NT2RM4001880 



12.7 17.39 26.89 

17.21 11.12 20.03 
3.45 2.79 9.43 
7.75 7.8 9.32 
6.95 5.09 5.63 

113.7 167.05 103.64 

6.17 5.42 14.24 
386.49 313.56 285.69 

6.23 6.27 13.54 

16.38 18.33 22.25 

23.54 15.9 22.4 

10.55 8.52 11.74 

14.22 14.7 15.89 
13.74 16.13 14.23 

5.3 5.16 10.27 

7.85 5.37 11.44 

8.28 12.41 10. 3J 

14.67 21.52 22, 

325.71 457.93 338.97 

5.97 4.92 5.47 

18.42 12.21 17.82 

27. 91 31.97 47.33 

12.58 10.55 10.99 

7.92 11.39 9.77 

25.82 19.71 20.86 
8.89 10.21 10.73 

8 9.89 13.67 

6.13 6.94 9.77 

16.44 20.46 18.31 

22.24 32.3 32.67 

17.83 12.1 16.99 

9.18 5.56 7.2 
15.03 8.65 13.3 

3.31 4.05 7.1 

5.03 6.39 6.03 

27.18 35.45 35.48 

47.9 62.7 56.46 

4.77 10.74 3.2 

8.89 8.75 6.1 

3.37 0.36 1.12 

6.53 3.93 5.59 

28.42 28.92 28.25 

4.96 4.55 4.74 

14.95 13.94 19.52 

23.52 24.77 30.47 

9.51 6.59 9.34 

4. 65 1.67 6.39 

80.16 35.79 68.43 

10.42 6.03 12.1 

3.57 2.82 6.95 

4.94 4.42 12.73 

5.12 3.81 8.12 

6.73 6.82 10.79 

2.89 4.82 4.7 

48.57 28.12 59.83 

14.1 14.11 19.35 

20.02 12.7 24. 11 

14.08 10.48 18.84 
27.15 15.67 30.03 

8.03 9.87 15.29 

12.34 16.35 21.36 

6.51 9.79 10.96 

13.26 10.02 39.33 

22.41 18.46 28.54 



14.14 12.4 12.69 

22.75 14.87 13.43 

4.65 1.24 1.1 

7.49 3.8 1.35 

5.76 1.73 2.34 

41.43 57.6 46.23 

6.52 2. 18 4.41 
287 185.32 238.47 

6.73 3.64 4.25 

14.56 11.19 8.87 

13.71 9.55 9.27 

9.35 5.13 4.46 
10.73 7.27 6.47 

8.24 4.82 5.02 

7.37 3. 16 3.66 

5.27 1.81 3.96 

15.36 14.48 2.63 

19. 11 13.87 22.31 
242.41 290.06 370.51 

4.64 2.19 2.19 

18.58 14.27 17.66 

36.24 30.14 33.6 

18.39 7.75 15.61 

4.29 5.85 7.46 

17.87 11.22 17.38 

7.71 7.31 3.19 

6.48 2.86 3.01 

4.06 2.96 2.15 

8.4 3.92 5.06 
17.97 6.58 16.35 

14.9 8.57 19.16 
4.83 1.9 3.44 

10.72 9.69 6.1 
6.51 1.7 2.71 
4.45 2.85 1.9 

20.34 15.62 12.62 

79.4 39.53 40.99 
6.77 1.73 2.53 
8.32 3.51 5.38 

5.36 1.88 2.21 
6.91 3.97 5.25 

33.08 15.74 17.3 
5. 37 2.6 3.32 

14.23 7.85 12.31 
26.07 19.33 20.51 
11.22 3.7 8.5 

7.01 2.88 5.12 

71.44 40.61 80.22 
10.8 5.46 5.65 
5.66 1.65 1.21 
8.71 1.8 3.96 
5.95 1.63 1.85 
10.33 4.39 6.34 

7.5 2.83 2. 
46.07 40.73 45.97 
11.87 5.04 7.86 
14.43 7.61 10.18 
13.72 9.53 5.64 

15.24 18.38 17.87 
7.44 8.43 5.34 

13.19 9.35 9.55 
7.15 2.28 3.17 

14.58 13.74 11.65 

18.91 14.09 15.45 



7.45 6.92 4.69 

10.31 12.88 15.08 

2. 19 2.38 1.74 

2.94 2.54 2.36 

I. 66 1.19 2.1 
27.72 15.73 11.4 

4.13 6.42 4.93 
160.25 299.69 275.08 

2.96 4.23 3.88 

10.5 12.13 9.23 

6.4 7.54 6.99 

6.11 6 5.63 

6.73 5. 19 3.38 

4.84 2.49 3.4 

2.49 3.88 1.85 

3.07 2.98 3.67 

7.15 9.31 10.39 

12.28 12.44 12.55 

594.61 333.67 482.68 

0.94 2.25 0.91 

13.87 14.03 11.49 

22.2 16.78 26.83 

II. 98 12.75 8.09 
4.49 4. 14 4.36 

19.89 23.01 24.94 

3.94 4.22 3.18 
1.39 4.38 1.64 
£17 4.16 1.89 
6.84 3.44 4.9 

15.07 7.8 8.58 

13.54 13.69 14.31 

2.33 4 3.02 

6.95 9.42 9.18 
2.2 2.1 1.76 

3.44 3.9 2.72 

17.33 16.68 21.57 

48.7 37. 13 39.56 

2.83 4.79 2.31 

5.98 8.51 9. 

0.35 1.5 0.9 

4 3.54 3.16 

19.26 20.43 19.52 

2.42 2.8 2.84 

14.46 13.31 17.08 

34. 17 38.53 24.96 

12.3 12.03 14.87 
5.55 5.88 5.41 

41.62 48.42 47.06 
5.68 8.09 6.63 
2.42 1.92 2.31 
4.63 4.1! 5.11 
2.61 3.45 2.12 

6.7 6.45 7.77 

3.82 3.29 2.69 

28.16 28. 11 29.49 

7.47 6.5 8.37 

17.09 15.78 20. 13 

12.28 18.05 13.36 

16.63 16.94 11.79 
6.68 5.7 6.95 

19.86 14.54 12.88 

4.21 4.29 2.39 

6.08 13.34 13.31 

13.74 18.99 19.02 



t 
* 

*t tt 
*t t* 
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Table 416 



NT2RH4001885 
HT2RIM001889 
NT2RM4001894 
NT2R1M001897 
NT2RM4001899 
NT2RM4001905 
NT2RM4001922 
NT2RM4001930 
NT2RH4001938 
NT2RM4001940 
NT2RM4001942 
NT2RM4001953 
NT2RM4001965 
NT2RM4001966 
NT2RH4001989 
NT2RU4001974 
HT2RM4Q01979 
HT2RM4001980 
NT2RM400I984 
HT2RM4001987 
NT2RM4002013 
KT2RH4002018 
KT2WM002033 
NT2R1M002034 
NT2RH4002044 
NT2RM4002047 
NT2RIM002054 
NT2RH4002055 
NT2RM4002059 
NT2RM4002061 
NT2RH4O02O62 
NT2RM4002063 
NT2RM400206$ 
NT2RM4002067 
NT2RM4002073 
NT2RM4002074 
MT2RM4002075 
NT2RH4002076 
KT2RH4002078 
HT2RIM002081 
NT2RIM002082 
KT2RH4002093 
NT2RM4G02109 
NT2RM40021I5 
NT2RM40021I8 
NT2RM4O02128 
NT2RM4002137 
NT2RM4002139 
NT2RH4002140 
HT2RS4002145 
NT2RH4002146 
NT2RM4002161 
NT2RW002174 
NT2RM4002178 
NT2RM4002180 
NT2RH4002185 
NT2RH4002189 
HT2RH4002194 
NT2RH4002198 
NT2RM4O02205 
NT2RI4O02213 
NT2RM4002216 
NT2RIM002228 
rr2m4002?a7l 



71.31 
10.85 
30.62 
8.76 
4.19 
8.04 
10. 52 
42.04 
11.88 
40.15 
7.8 
2.56 
9 

51.68 
9. 53 
12.36 
23.89 
94.16 
9.67 
7.05 
15.54 
18.51 
6.2 
9.06 
29. 35 
20.66 
31.19 
21.78 
10.36 
9 

97.19 
8.61 
7.96 
10.87 
34.87 
13.13 
12.66 
5.0$ 
61.79 
12.47 
28.78 
9.61 
5.91 
9.41 
37.45 
6.86 
10.72 
4.03 
13.52 
9.85 
53.03 
42.85 
10.01 
12.5$ 
29.73 
43.79 
7.67 
41.77 
65.16 
10.02 
21.88 
7.77 
41.57 
7.28 



49.62 
7.93 
32.08 
10.37 
5.18 
9.67 
7.5 
27. 93 
11.93 
39. 79 
8.46 
5.71 
9.88 
52.74 
10.35 
21.98 
19. 24 
97.18 
8. 39 
10.61 
16.72 
18.01 
4.97 
7.36 
20. 58 
17 
30.54 
18.7 
12.77 
11 

68.62 
5. 55 
8. 56 
18.12 
29.49 
16 
9.69 
4.42 
41.41 
11.63 
23.31 
9.51 
6.93 
7.3 
58.41 
5.7 
7.46 
2.83 
11.7 
17.52 
50. 09 
50. 59 
10.09 
13.35 
19.51 
41.64 
6. 99 
35.89 
103.46 
12. 63 
23.22 
7.03 
37.46 
7.73 



61.96 
15.01 
44. G7 
11.73 
10. 36 
9.34 
13.46 
35.21 
17.44 
42.12 
12.88 
6.3 
11.74 
61.28 
15.87 
16.69 
22.4} 
94 
11.56 
11.42 
17.68 
18.36 
12.78 
15.25 
32. 58 
25.07 
36.08 
21.85 
15. 52 
9. 24 
99.9 
11.75 
22.27 
21.45 
32.35 
13.48 
13.41 
4. 84 
62.13 
21.52 
28.71 
12. 26 
10.41 
7.03 
50.21 
4.74 
13.29 
9.32 
18.78 
15.66 
60. 28 
52.56 
12.11 
13.21 
29 
55. 35 
10. 29 
39.22 
83.23 
11.47 
24.09 
5.96 
37.46 
10.06 



53.98 
8.59 
33.7 
7.79 
7.76 
12.13 
10.13 
26.34 
9.19 
29.48 
6. 27 
5.41 
9.82 
70.45 
9.41 
16.74 
14.04 
64.27 
7.27 
5. 92 
12.71 
23.63 
7.92 
10.05 
18.82 
17.46 
20. 52 
12.08 
6.8 
10.93 
109.04 
8.31 
12.72 
11.17 
16.42 
9.5 
10.12 
7. 24 
44. 43 
11.3 
31.25 
11.79 
8.11 
6.27 
20.19 
7.73 
9.5 
5.97 
14.09 
7.49 
46.49 
30.41 
7.53 
15.19 
18.7 
22.67 
5.96 
19.41 
24.68 
6.5 
13. 45 
10.01 
67.73 
4.52 



43.04 

4.29 
34. 28 
4. 55 
5.5 
4.62 
4.31 
18.3 
6.81 
25.03 
3.74 
2.95 
12.01 
40.69 
5.57 
8.35 
16.93 
69.09 
4.78 
3.18 
8.41 
14.06 
4.07 
4.49 
16.22 
15. 74 
17.55 
11.37 
7.53 
6.62 
77.98 
3.06 
22.89 
10.75 
15. 53 
9.68 
6.4! 
1.99 
23.08 
5.46 
27.4 
5. 56 
5. 64 
4.66 
26.02 
3.31 
3. 57 
2.53 
10.76 
7.31 
40.37 
24.15 
4.92 
8. 36 
7.96 
17.47 
5.23 
14.19 
28. 75 
3.78 
7.91 
6. 36 
42.86 
3.54 



45. 93 
4.67 
35. 89 
4.65 
4.54 
8.49 
4.77 
24. 57 
6.54 
26.5 
4.54 
2.84 
7.33 
59. 05 
8.09 
12.6 
18.71 
81.77 
4.84 
5.3 
7. 52 
15.67 
6.05 
7.82 
17.19 
9.49 
11.13 
8.76 
3. 99 
5.33 
163.08 
3. 95 
4.97 
7 

13.85 
8. 27 
6. 32 
2. 02 

49. 45 
8. 36 

16.48 
6.25 
4.18 
1.89 

17.58 
3.74 
7. 97 
3.54 
8.24 
6.12 

39. 91 

28. 58 
3 

11. 

18.84 
26.66 

2.74 
21.77 
36. 65 

3.22 
12. 62 

6.33 
64. 51 
3 



68. 83 
4.77 

33.56 
3.35 
4. 99 

17.26 
4. 26 

35. 05 
7.09 

19.62 
3.46 
2.21 
7.4 

88.01 
5.17 
5.35 

17.76 

75.44 
2.35 
2.56 

18.32 

18.72 
2.33 
4.17 
21.2 
16.1 

16.47 

14.04 
4.33 
6.65 

52.62 
4.25 
2.38 
4.23 
5.51 
2.81 
4.7 
1.56 

46.13 
4.38 

17.58 
5.84 
3.3 
3.74 
13.66 
6.06 
5.86 
2.11 
10.97 
9.29 
51.33 
27.02 
3.7 
9.67 
13.92 
26.11 
5. 92 
29.88 
24. 56 
4.61 
20.89 
6.06 
42.92 
2.94 



64.57 
6.73 
30.42 
3.47 
5.17 
7.42 
7.33 
37.8 
10.88 
21.25 
2.56 
3.3 
10. 04 
53.06 
7.89 
17.32 
22.69 
72.18 
4.35 
4.02 
10.81 
13.95 
3.53 
10.89 
22.06 
15.14 
15.97 
16.74 
4.04 
4.86 
59.12 
4.81 
10.48 
11.4 
8.53 
4.16 
4.84 
2.18 
69.55 
5.75 
15.02 
7.44 
3.14 
1.98 
5.39 
4.03 
8.61 
4.86 
13.55 
8.25 
53.96 
24.86 
2.29 
9.09 
22.12 
42.39 
2.8 
28.52 
34.17 
2.19 
17.99 
4.45 
35.21 
7.15 



48.67 
3.99 
25.18 
2.33 
3.45 
9.7 
9.75 
24.49 
7. 99 
18.41 
2.64 
2.4 
8.64 
72. 22 
12.14 
22.51 
22. 51 
71.63 
2.8 
2.33 
11.68 
13.04 
3.27 
9. 93 
24.1 
16.08 
19.8 
17.09 
2.53 
4.34 
71.01 
4.94 
2.69 
5.44 
5.15 
5.74 
4. 77 
1 

79. 59 
7.06 

15.49 
5. 28 
2.63 
2 

8. 55 
5.02 
6.51 
1.91 

10.92 
6.8 
59.3 
21 
3.16 
6. 99 

26.06 

45.09 
1.53 

30.53 

36.68 
6.22 

21.66 
5. 36 

34.67 
4.84 



9 
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Table 417 



NT2RM4002240 

NT2RM40022S1 

NT2RM40022S6 

NT2RM4002262 

NT2RH4002266 

NT2RM4002276 

NT2RM400227B 

NT2RM4002281 

NT2RI4002287 

MT2RM4002294 

NT2RM4002298 

NT2RH4002301 

NT2RM4OO2306 

NT2RIM002323 

NT2RM4002334 

NT2RH4002339 

KT2RM40D2344 

NT2MM0O2345 

NT2RM40O23S2 

NT2RM4002362 

NT2RM4002373 

NT2RM4002374 

NT2RM4002376 

NT2RM4O02383 

NT2RM4002390 

NT2RM4002398 

NT2RH4002409 

NT2WM002414 

NT2RM4002438 

NT2MM002440 

KT2RJM002446 

NT2RH4002450 

NT2RH4O02452 

NT2RH4O02457 

NT2W4002458 

HT2RM4002460 

NT2RM4002464 

HT2RM4002479 

NT2RH4O02482 

HT2RH4002489 

NT2MM002493 

HT2WMO02499 

HT2RM4002W4 

NT2N4002S06 

NT2RM4OO2S10 

NT2RH4002527 

NT2RN4002S32 

HT2R14002534 

NT2RM4002S35 

HT2RM4002554 

NT2RM4O02558 

NT2RM4D0256S 

NT2RM4002567 

NT2RM4002571 

HT2RM4002572 

NT2RM4002577 

KT2RM4002583 

NT2RM4002584 

NT2RH4002593 

NT2RM4002S94 

mWM002604 

KT2RM4002614 

NT2RM4002616 



41.31 
3. 39 
4.28 
25.4 
32 
14.45 
18.11 
9. 29 
17.77 
5. 99 
$4.75 
3. 57 
25.86 
7.61 
14.45 
36.85 
17.19 
7.S8 
44.06 
39. 95 
9.44 
0.94 
14.29 
5.57 
8.2 
16.51 
3.91 
18.86 
3.96 
32.39 
10.16 
5.69 
15.3 
5.93 
5.3 
5. 82 
5.03 
40.28 
13.66 
15.44 
6. 53 
16.96 
24.74 
9.92 
17.14 
5.27 
2.04 
6.24 
9.02 
6.47 
10.72 
7.12 
8.35 
3.38 
3.42 
17.76 
26.66 
24. 55 
13.18 
17.08 
8.24 
14.57 
31.41 
6.22 



33.08 
3.69 
3.3 
21.79 
29.71 
13.71 
14.14 
5.59 
15. 59 
6.14 
62. 55 
3.23 
19.13 
6.27 
6.6 
25.91 
8. 04 
5. 39 
33.96 
26. 35 
6.99 

I. 53 
7.3 

4. 67 
7.31 
8. 98 

I. 86 
15.16 

4. 99 
17.01 

7.87 

5.77 
12.15 

4. 98 

7.18 
9.3 

6.81 
37.05 
18.31 
12.03 

4.66 
15.44 
20. 57 

II. 26 
20. 34 

5.32 
3.38 
4.2 
8.87 
7. 38 
10.21 
9.02 
6.05 
3.03 
1,92 
12.61 
37.71 
35.28 

II. 32 
15.66 

6.88 
8. 99 
23.47 
6.78 



34.96 
6.47 

5.05 
26.58 
28.68 
15.67 
14.01 
12.79 
14.41 

6. 14 
58.47 

3.63 
24.79 

5.98 
16.75 
51.52 
22.21 
12. 54' 
54.03 
45.23 
7.1 

2.98 
14. 66 
12.54 
15.14 

16 

5. 5$ 
32.88 

8.08 
28.92 
12.29 
10. 55 

20 
9 

10.61 

7.71 
46.06 
28. 36 
20.84 
11.35 
26.91 

17 
12.04 
27.62 

5.24 
12.81 

12 
16. 41 

a. 92 

14. 55 
9.26 

12.48 
4.65 
7.29 

20. 74 
48 
41 

14. 62 

20. 52 
8.88 
9.61 

3S.09 

13.92 



23.86 
4.89 
4.37 
14.04 
24.62 
14.53 
7.25 
12.53 
11.94 
5.51 
42.58 
6.49 
14.02 
7.59 
21.2 
34.79 
10. 94 
5.63 
33.98 
28.03 
8.69 
5.8 
12.48 
5.61 
6.97 
15.05 
4.87 
21.65 
7.18 
38.22 
14.29 
7.51 
12.34 
5.51 
7.94 
8.18 
5.37 
41.61 
15.72 
12.49 
5. 77 
11.24 
17.01 
6.45 
13.7 
9.73 
3.92 
6.74 
7.91 
4.87 
8.7 
6.37 
6.62 
5.3 
5.02 
8.52 
24.28 
25.45 
7.42 
11.9 
5.84 
12.06 
26.19 
7.63 



21.39 
3.61 
2.61 
9. 23 
15.02 
13.36 
7.14 
4.74 
5.05 
2.38 
28.72 
2.3 
9.84 
3.26 
9.98 
27.9 
8.27 
3.79 
35.28 
24.7 
3. 38 
0.19 
5. 38 
3.39 

3.2 
12.49 
1.55 
23.59 
3.61 
20.77 
6.56 
2.92 
7.95 
3.34 
5.54 
6.55 
2.82 
24.81 
10.35 
8.35 
2.46 
8.53 
12.22 
4.68 
8.64 
2.73 
2.01 

2.8 
3. 99 
2.87 
6.67 
4.46 

4.6 
2. 26 
1.66 
7.02 
17.87 
15.38 
4.85 
10.96 
3.74 

5.4 
21.94 
3.69 



33. 98 
2.4 
2.38 
12.13 
21.58 
16.53 
10. 52 
10.06 
12.57 
5. 99 
43.54 
3.07 
17.37 
7.4 
15.23 
40.82 
8.93 
3.52 
37.69 
27.77 
4.42 
1.91 
11.68 
2. 94 
6, 
8. 92 
2. 44 
21.32 
4. 94 
30.03 
8.04 
4. 53 
8. 52 
2. 74 
4.54 
6.42 
2.94 
36. 24 
15.81 
8.73 
3.69 
18.09 
12.67 
4.22 
11 

4, 
0.75 
3.26 
2.92 
2.29 

5. 

3.35 
3.2 
1.53 
0.9 
10.13 
13. 16 
14.04 
4.9 
5.12 
2.95 
4.41 
0.64 
4.81 



42.08 
2.93 
2.35 

20.41 

34.67 

16.37 
3.65 
6.18 

14.23 
3.64 

69. 57 
3.59 

30. 57 
8.04 

10.19 

21.13 

15. 04 
2.31 

25.21 

28. 92 
5.88 
M9 

12.33 
3.24 
4.57 
7.11 
2.22 

20. 36 
4.85 

30. 94 
5.21 
1.81 
9.04 
3.42 
4. 93 
6.02 
2.52 

37.84 
9.15 
7. 84 
1.55 

16.09 
5. 73 
2.88 
8.3 
7.63 
2.59 
1.86 
0.97 
2.04 
5.89 
5.55 
2.87 
2.86 
0.78 
3.18 
6.06 
7.11 
3.83 
3.63 
2.65 
5.49 
13.84 
3.87 



38.96 
2.15 
2.33 

14.34 

32.96 

10. 08 
6.03 
9.79 
12.4 
2. 35 

64.59 
2.99 

32.67 
6.9 
12.3 

20. 38 

14. 72 
4.45 

30.31 

25.64 
.3.57 
2.71 

14.05 
5.28 
6.71 
8. 76 
2. 33 

19.06 
4.1 

26.11 
8.63 
3.53 

11.33 
3.45 
4.05 
6.26 
3.29 

34.54 
8. 99 
10. 26 
3.88 
16.97 
8.11 
4.99 
5.68 
6.1 
1.83 
3.47 
4.02 
1.S3 
7.«2 
4.05 
5.5 
1.83 
0.74 
8. 47 
13.66 
11.26 
4.05 
4.19 
0.99 
5. 87 
17.54 
5.8 



43.61 
17.6 

I. 46 
24.05 
37.69 

9 

7.88 
8. 22 
14.92 
2. 91 
61.46 
3.21 
35. 82 
4.8 
13. 22 
29.16 
15.42 
2.41 
27. 97 
24. 65 
3. 37 
2. 57 
16.09 
5. 45 
7.54 
5. 38 
0.87 
17. 22 
2.07 
25.22 
33.19 
7.42 
9.95 
3.16 
3.12 
3.91 
2.23 
34.16 
19.35 
14.04 
3.31 
14.06 
7.63 
2. 98 
5.29 
4.65 
2.16 
2.45 
2.94 
1.15 
7.9 
5.46 
6.18 
1.84 
1.09 
5.97 

II. 34 
5.72 
2.43 
2.45 
1.52 
6.71 

27 
5.63 
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Table 418 



NT2RM4002634 
HT2RM4002636 
HT2RP1 000002 
NT2RP1 000006 
NT2RP1000015 
KT2RP1000016 



HT2RP100Q034 93.68 



8.22 
6.59 
38. 84 
16. 16 
7.32 
7. 99 



HT2RP1000035 16.17 
NT2RP1000040 16.4 
NT2RP1 000042 3.77 
NT2RP1000048 11.21 
NT2RP1000050 5.73 
NT2RP10O0056 13.77 
NT2RP1000058 2.7 
NT2RP1000063 17.16 
HT2RP1O0OO68 29.14 
NT2RP1000072 39.99 
NT2RP100OO73 30.81 
MT2RP1000078 9.27 
ITT2RP1000079 5.69 
NT2RP1000080 8.49 
NT2RP1000086 8.5 
NT2RP1000087 90. 2 
KT2RP1000089 42.88 
NT2RP1000090 36.01 
MT2RP100D100 
NT2RP1000101 
NT2RP1000111 7.76 
NT2RP1000112 23.37 
NT2RP1000124 25.62 
NT2RP1000125 10.72 
NT2RP1000129 53.88 
NT2RP1000130 19.47 
KT2RP1 000154 3.93 
WT2RP1000163 9.61 
NT2RP1000170 4. 53 
NT2RP1000174 9.99 
ICT2RP1OO0I81 14.26 
NT2RP1000191 12.96 
NT2RP1000202 24.16 
NT2RP1000239 9. 53 
KT2RP1000243 6.22 
HT2RP1000255 12.37 
NT2RP1000259 10.81 
NT2RP1 000261 8.39 
KT2RP1 000269 2.25 
NT2RP1000271 20.23 
KT2RP1000272 2.12 
NT2RP1000279 10.54 
N72RP1000290 6.06 
NT2RP1000293 3.83 
KT2RP1000331 4.37 
NT2RP1000333 10.16 
NT2RP1000336 18.67 
NT2RP1000347 3.46 
NT2RP1000348 34.17 
NT2RP1000349 3.22 
MT2RP1000353 
HT2RP1 000356 
KT2RP1000357 3S.01 
NT2RP1000358 
NT2RP1 000360 



RT2RP1000363 37.26 



HT2RP1000376 



4.99 

6.68 
33.13 
12.37 

9.13 

5.66 
89.94 
13.62 
12.21 

4.47 
13.33 
12.28 
17.86 

2.41 
17.65 

23.7 
32.45 
35.89 

9.25 
6.1 

8.44 
9.4 
68.37 
33.03 

34.5 



842.61 1542.2 
35.43 96.15 
7.95 
50.82 
22.22 
8.67 
53.28 
14.75 
3.52 
17.58 
4.62 
10.63 
14.61 
10.86 
14. 94 
S.6 
4. 43 
12.15 
8.35 
2.66 
3.12 
11.57 
2.3 
8.91 
4.1 
4.19 
2.83 
8.8 
16.33 
4.07 
39. 38 
4.33 

180.66 121.66 
8.01 8.29 
31.52 
6.55 
7.25 
30. 39 
6.27 



9.65 
11.08 



6.26 



13.16 
10.88 
45r9 
15.85 
12.92 
4.74 
88.11 
22.35 
23.34 
8.66 
14.61 
7. 67 
17.27 
1.36 
11.27 
36.49 
48.63 
43.46 
12.57 
5.36 
8.35 
9.89 
62.22 
33. 53 
36.9 
1396.7 
94.63 
10.33 
42.64 
19.79 
12.07 
57.25 
28.76 
5.78 
16 
7, 
9. 
16.73 
7.92 
24.74 
7.62 
4.68 
15.41 
10.69 
5.85 
1.21 
26. 77 
9.68 
14.66 
11 
7.55 
13.34 
16.01 
24. 52 
7. 92 
47.03 

6. 
192.83 
12.26 
38.61 
14. 28 
16.85 
52. 28 
9.53 



9.11 
5.63 
29.04 
10.42 
6.24 
10.16 
64.65 
15.17 
12.38 
6.24 
8.93 
5.34 
9.41 
4.6 
8.7 
16.13 
26.6 
17.05 
6.24 
5.53 
6.53 
12.4 
84.59 
24.16 
42.34 
306.69 
31.12 
5.26 
24.96 
7.84 
7.14 
42.69 
11.14 
5.04 
11.58 
6.31 
6.41 
10.84 
16.4 
18.17 
9.29 
7.85 
16.34 
9.6 
15.75 
5. 48 
18.9 
5.22 
10.51 
13.63 
5.54 
5. 34 
10.64 
12.77 
6.45 
19. 99 
6.49 
151.27 
8. 92 
32.16 
10.15 
18. 76 
41.73 
5.76 



4.37 
3.08 
32.42 
5.99 
3.84 
3.74 
S3. 66 
8.64 
8.64 
2.47 
8.14 
2.29 
8. 14 
0. 95 
3.73 
16.83 
23.08 
9. 38 
5.48 
2.36 
2.81 
14. 28 
56.96 
25. 57 
38.64 



3.31 
3.09 

26.61 
5.72 
1.22 
4. 75 
86 

11.35 
8.09 
2.4 
5.51 
5. 33 
4.91 
2. 39 
4. 52 

12.51 
25.9 

10. 22 
5.5 
2.02 
2.65 
6. 92 

88. 52 

29. 27 

45.67 



827.1 384.76 
33.53 50.26 



2.18 
11.61 
2. 34 
2. 95 
30.82 
15.19 
1.58 
5.58 
2.3 
2.75 
15.44 
11.07 
11.59 



.89 
.29 
.48 
.44 
.57 
.06 
8.83 
1.59 
4.61 
4.43 
1.62 
2.19 
5.56 
10.82 
3 

17. 54 
4.16 



1.26 

20.15 
7.4 
7.79 

50.19 

12.69 
2.69 
5. 03 
2.01 
3.81 

12.79 

15.31 
9. 79 

11.94 
6.41 

13.06 
9.12 
6.12 
2. 18 

20.16 
2.18 
6.63 
7.63 
3.86 
3.45 
6.94 

14.23 
4. 58 

15. 37 
3.15 



98.19 147.88 
4.2 7.42 



21.31 
5.03 
9.48 

39.62 
4.97 



27.89 
7.68 
8.41 

39.87 
3.76 



1.21 
2.42 

13.28 
9.46 
4.29 
7.93 

72.54 
7.31 
5.04 
1.5 
8.58 
2.26 
6.92 
2.76 
5.36 

21.73 

35.59 
9.08 
2.69 
2.99 
4.1 
7. 93 

51.3! 

22.12 
26.7 
1509.9 

29. 26 
2.31 
16.5 
4.52 
4.46 

47.48 
8.3 
2 

6.39 
2.67 
5.44 

10. 24 
6.1 
7.42 
8.4S 
2.34 
9.35 
13.53 
7.38 
4.74 
9.94 
2.89 
10.77 
6.81 
2.95 
2.73 
8.71 
17.03 
4.14 
14. 54 
4.9 

118. 94 
6.21 
24. 36 
4.14 
8.09 
33.79 
4.87 



3.45 
3.32 

16. 85 
7.81 
2.29 
7.02 

94. 51 



8.5 
27.58 
x 35.1 
9.67 
7.89 
2.23 
3. 05 
6. 49 
53.27 
38.13 
26.11 
896. 88 
23. 54 

I. 62 
13.38 

4. 07 
7. 44 

64. 98 

10. 06 
2. 85 
4. 65 
3.54 
4.09 
5.66 

13. 72 
9.13 

12.01 
3.31 

10.82 

II. 26 
4. 73 
1.71 

14. 85 
2.48 

11.05 
6.19 
1.13 
6.07 
5.87 

16. 82 
3.03 
7. 37 
4.23 
165. 86 
6. 29 

33.21 
4.11 
9.21 

24.41 
4.58 



2.39 
2.29 

17.96 
8. 28 
4.19 
6.47 
102.97 

10.39 
4.11 
0.43 
5.06 
1.81 
2.86 
2.38 
8.3 

32.86 

31.66 
9.54 
4. 73 

I. 19 
2. 07 
7. 97 

70. 97 
29.4 

29.29 
763. 21 

57. 24 
2.57 

13.37 
4.19 
4.25 

53.17 

14.98 
2.74 
5.07 
2 

3. 96 
5.53 
9.91 
15, 

II. 59 
5.03 

12.98 

13.39 
4.58 
2.26 

10.84 
2.25 

13.98 
6.17 
3.16 
2.66 
8.68 
19.7 
3.73 

12.73 
3.34 
159.59 

12.39 

30. 56 
2.37 
9.08 

33.64 
3.63 
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Table 419 



HT2RP1000386 

HT2RP1000407 

HT2RP1000409 

NT2RP1000413 

NT2RP100041S 

NT 2RP 1000418 

NT2RP1 000420 

KT2RP1 000434 

KT2RP1000439 

HT2RP1 000443 

WT2RP1 000447 

HT2RP1 000448 

NT2RP1000451 

NT2RP1 000458 

NT2RP1000465 

HT2RP1000468 

NT2RP1 000470 

NT 2RP 1000477 

KT2RP1 000478 

MT2RP1000481 

NT2RP1 000493 

NT2RP1000513 

NT 2RP 1000522 

NT2RP1000533 

NT2RP1000544 

HT2RP1000547 

HT2RP10GC55I 

NT2RP1 000567 

NT2RP1OO0574 

MT2RP10O0577 

MT2RP1000579 

MT2RP1000581 

MT2RP1 000593 

NT2RP1 000604 

NT2RP1000609 

NT2RP1000613 

NT2RP1OO0622 

NT2RP1 000627 

KT2RP1 000629 

NT2RP1 000630 

NT2RP1000639 

NT2RP1000640 

NT2RP1000646 

NT2RP10006S9 

NT2RP1000674 

WT2RP1 000677 

NT2RP1000678 

WT2RP1000688 

NT2RP1O0O689 

NT2RP1000695 

NT2RP1000701 

KT2RP1000702 

HT2RP1000713 

NT2RP1000721 

NT2RP1 000730 

NT2RP1000733 

NT2RP1000738 

OT2RP1Q00739 

HT2RP1000740 

KT2RP1 000746 

NT2RP1000750 

NT2RP1000751 

NT2RP1000767 

NT2RP1 000769 



37.77 
20.7 
24.93 
24.89 
9.92 
5.47 
22.79 
13.91 
25.29 
20.2 
8.08 
3.96 
4.39 
7.7 
3.88 
10.59 
5.79 
92.32 
15.37 
26.31 
20.43 
46.32 
31.35 
3.26 
15.77 
6.82 
7. 57 

10.39 
6.72 
6.59 
11.66 
11.3 
24.51 
11.66 
17.95 
5.38 
4.69 
8.08 
7.73 
15.2 
7. 36 
4. 24 
23.32 
5.93 
14.6 
49.27 
8.01 
32.73 
17.35 
7.19 
7.2 
7.21 
15.01 
34. 22 
9. 95 
1.62 
19.87 
10.94 
3.82 
12.79 
10.42 
10.46 
4.03 



48.73 
11.19 
20.8 
20.12 
9. 55 
5.48 
21.95 
15.33 
35.1 
15. 54 
15.72 
4.08 
7.13 
7.09 
6.63 
11.91 
2.68 
107. 32 
19.72 
30.78 
14. 94 
35. 58 
42.08 
4.01 
9.6 
3.97 
6.25 
1. 79 
7.63 
6. 64 
4.72 
12.4 
18.39 
26.11 
13.43 
20.62 
3.34 
3.23 
7.69 
9.3 
13.58 
9.59 
5.51 
18.6 
7.17 
24.32 
69.62 
6.65 
30.66 
14.65 
4.67 
10.25 
6.46 
8.63 
37.43 
10.41 
1.49 
17.5 
13.26 
5.92 
9.22 
10.46 
7.93 
4.96 



51.62 
17.51 
32. M 
32.27 
19.32 
8.66 
33.37 
17.37 
29.04 
27. 59 
18.03 
14.01 
7. 39 
11.38 
8.77 
14.42 
10.41 
97.76? 
31.56 
29.03 
23. 34 
52.07 
42.76 

2.16 
19. 95 
11.11 
20. 26 
12.24 
14.91 

7. 37 
10.06 
16.41 
27.51 
37.01 
21.36 
29. 59 

9.13 

5.07 
11.36 

8.35 
16. 62 
17. 46 
12.04 
20. 24 
11.63 
25.71 
36.95 
7.8 
30. 93 
15.87 
10.84 
10.38 

7.91 
33.56 
42.87 

8.91 

4.67 
27. 32 
13.49 

7.73 
13.66 

12.4 
10.97 

3.53 



24.07 
22.94 
23.46 
23.23 
9.98 
6.04 
16.39 
9.5 
26.55 
12.04 
9.49 
5.34 
6.28 
7.06 
6.04 
9.41 
5.27 
75. 25 
11.53 
24. 24 
16.46 
60.82 
21.13 
4. 33 
8.16 
7.34 
6,79 
11.47 
6. 66 
6.99 
5.29 
11.21 
6.2 
27.05 
13. 95 
15. 28 
5.39 
4.57 
7.12 
7.9 
7.62 
9. 53 
6.49 
8. 66 
6.23 
10.51 
29.7 
7.2 
19.81 
10.45 
7. 55 
5.65 
6.66 
6.6 
27.42 
8.92 
5.56 
13.76 
8.2 
5.64 
7.67 
8. 57 
6.93 
5.29 



21.15 
11.29 
10.36 
14.81 
6.1 
3. 54 
16.84 
9.94 
26.88 
8.66 
4.04 
1.34 
2.08 
4. 06 
2.34 
9.31 

I. 59 
82.97 

8.67 
26. 58 
8. 49 
43.2 
28. 37 
1.36 
5. 29 
2.91 
4,51 
5.44 
4. 35 
2.31 
2.62 
8.47 
5. 55 
13. 43 
9.13 
14. 93 
2.07 
2.03 
3.71 
4.49 
5.84 
6. 74 
2.96 

II. 69 
3.45 

12. 87 
31.01 
2.8 
8.55 
3.47 
5.43 
2.25 
2. 57 
3.3 
15.22 
3.88 
1.13 
6.59 
7.61 
4.22 
4.28 
5.65 
2.33 
3.09 



29. 99 
15.13 
22.79 
20.34 
6.11 
3.99 
13.03 
9.87 
19.87 
7. 66 
7.9 
3.27 
2.05 
2.49 
3 

7.51 
4.02 

57. 94 
8.62 

11.39 
8.21 
48.5 

20.27 
1.15 
4.62 
3.12 
3. 96 
5. 98 
2.94 
2.08 
2.74 
7.93 
5.03 

25.97 
6. 99 

12.95 
1.13 
1.44 
2. 97 
4.92 
8.02 
8.49 
3.77 
4.88 
3.46 
7 

14.48 
2.42 
17.9 
5. 36 
2.64 
1.64 
3.12 
4.77 

17.38 
5 

3.01 
15.22 
6. 64 
2.64 
4.14 
4.98 
2.54 
2.58 



24.61 
8.7 
11.36 
6.71 
5. 35 
4.07 
9.29 
16.13 
29.22 
5.79 
4.98 
1.53 
2.16 
4.41 
3.32 
8. 52 
1.42 
30.6 
5.74 
8.04 
13.43 
36.73 
18. 09 
1.34 
4. 57 
1.8 
3.69 
2. 72 
2.41 
2 

2.3 

11.76 
1.75 

13.69 
3.92 
12.7 
2.51 
1.45 
5. 95 
4.54 
4.83 
5.28 
4.79 
4.8 
1.76 
5.18 
34.6 
6.02 

17.63 
2.82 
2.6 
3.18 
4.23 
2.95 

23.72 
7.94 
1.45 

15.07 
6.43 
2.76 
7.19 
4.2 
1.45 
3.04 



14.84 
15.9 
15.76 
17.88 
8. 54 
4.75 
9.88 
15.05 
23. 74 
6. 64 
7. 69 
3.09 
2.95 
2. 72 
3.69 
6 

2.51 
83. 57 

7. 51 
10. 78 
15.08 
37.16 

8. 09 
1 

9.59 
4.52 
5.06 
3.24 
2.6 
3.14 
1.65 
7.04 
7.5 
26.68 
12.37 
12.66 
2.21 

I. 18 
2.89 

3.4 
7.17 
6.04 
5.79 
5.33 
2.58 
10.1 

17. 18 
2.46 

24.88 
6.77 
6.76 
3.24 
3.89 
3.62 

15.85 
2.92 
2.92 

28.31 

II. 92 
3.96 
4.29 
5.02 
2.21 
5.4S 



15.66 
29.09 
11.35 
15.72 
6.35 
2.23 
11.08 
16.89 
23. 38 
10.23 
18.07 
2.48 
1.76 
2.94 
3.78 
7. 58 
2.5 
85.18 
6.16 
12.11 
18.68 
31.64 
12.01 
0.91 
8.27 
2. 96 
3.29 
2.13 
3.1 
1.89 
2.85 
4.88 
4.02 
23.37 
8.18 
9. 93 
0. 46 
1.66 
3. 59 
2.81 
5. 87 
7. 68 
2. 35 
5. 99 
3.57 
7.28 
10.04 
2.38 
21.39 
7.19 
2.45 
2.79 
1.7 
2.32 
27.4 
5.71 
1.28 
27.46 
8. 57 
2.29 
4.16 
5.07 
3.81 
2.56 
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Table 420 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1 000780 
NT2RP1 000782 
NT2RP1000796 
NT2RP1000797 
NT2RP1000800 
NT2RP1000825 
MT2RP1 000833 
NT2RP1 000834 
NT2RP1 000836 
NT2RP 1000837 
NT2RP1000846 
NT2RP1000847 
KT2RP1000851 
WT2RP1000856 
NT2RP100086O 
NT2RP1000902 
HT2RP10O0903 
WT2RP1 000905 
NT2RP100091S 
WT2RP1000916 
NT2RP1 000921 
NT2RP1000943 
NT2RP1000944 
NT2RP1 000947 229 
NT2RP1000954 
NT2RP1000958 
MT2RP10Q0959 
NT2RP1000966 
NT2RP1000974 
MT2RP1000980 
NT2RP100O981 
NT2RP1000988 
NT2RP1001002 
NT2RP1001004 
NT2RP10O1007 
HT2RP10O1O11 
NT2RP1001013 
HT2RP1001014 
NT2RPIO01020 
NT2RP1 001023 
MT2RP1001027 
NT2RP1001031 
KT2RP1001033 
NT2RP1001042 
HT2RP1001045 
NT2RP1001073 
NT2RP1001079 
MT2RP1 001080 
NT2RP 1001 113 
NT2RP1001159 
KT2RP1001173 
HT2RP1001176 
NT2RP1001I77 
NT2RP1001185 
HT2RP1O01199 
NT2RP1O012OS 
HT2RP1001215 
NT2RP10O1225 
HT2RP1001245 
KT2RP1001247 
NT2RP1001248 
NT2RP1001253 
NT2RP1001286 
HT2RP1001294 



19.06 
3.8 
23.21 
8.11 
6. 36 
6.14 
6.32 
12.66 
6.87 
4.76 
14. 34 
17.63 
3.61 
15.4 
5.61 
10. 67 
14.49 
11.82 
63.69 
81.28 
71.86 
6.66 
36.56 
.13 
8. 73 
12.83 
51.88 
30.03 
16.61 
85.21 
14.84 
21.09 
23.42 
3. 32 
5. 36 
5.98 
158.04 
13.02 
12.63 
16.05 
5. 55 
5. 67 
7. 93 
63. 59 
9.83 
12.41 
38.47 
21.61 
57.87 
7.51 
4. 39 
52.86 
10.79 
14.18 
13.52 
93.58 
17.01 
11.8 
6.59 
6. 32 
15. 25 
84.68 
5.14 
57.97 



11.29 

I. 98 
12.88 

7.21 
7.42 

10.58 
4.62 

13.91 
3.86 
2.83 

10.47 

21.93 
3.71 
23.9 
4.82 
7.93 

II. 64 
6.69 

60.39 
82.59 
52.08 
5.16 
43.79 
162.3 
6.8 
9.08 
27.73 
20.71 
13.63 
82. 27 
15.8 
10. 38 
12.11 
4.31 
4.39 
6. 54 
170. 77 
16.54 
15.72 
14. 39 
8. 55 
4.8 
6.3 
58.82 
10.21 
18.41 
46.51 
6.66 
45.61 
4.75 
5.23 
45.96 
9.96 
11.66 
13.24 
72.48 
15.57 
18.2 
5.31 
3. 32 
12. 77 
116.5 
8.32 
32.23 



17.88 
4.82 
1fc72 
12.88 
8.45 
8.77 
5.45 
14.59 
10. 29 
13.29 
22.36 
45.89 
7.21 
24.75 
11.39 
13.65 
18.42 
16. 54' 
85.76 
69.7 
72.49 
12.72 
53.16 
242. 56 
11.31 
19. 99 
29. 26 
21.11 
23. 36 
107. 69 
18.22 
16. 08 
26. 95 
12. 34 
9.57 
6.16 
232. 56 
16.26 
12.22 
18.27 
17.95 
13.77 
11.72 
65.69 
13.29 
17.37 
52.14 
17.31 
82.08 
14. 77 
11.13 
57.66 
12.22 
11.53 
12.28 
94.49 
25.94 
17. 52 
9.93 
10. 27 
20.45 
77. 
6.96 
60.31 



11.55 
5.26 

It. 54 
6.28 
6.35 
8. 58 
7.5 
8.48 
7.94 
5.43 

10. 56 

20.33 
5 

12.89 
9.47 
15. 09 
14.24 
6.96 
55.83 
73.31 
27.75 
6.58 
29.61 
211.36 
9.14 
13.3 
17,4 
23. 97 
13.15 
75.1 
12.59 
11.96 
15.71 
5.67 
6.91 
6.28 
168.44 
8.7 
15.74 
13. 53 
9. 25 
5.12 
6.43 
59.83 
8.26 
9.19 
22.17 
12.32 
49.33 
6.2 
7.48 
32.33 
5.4 
9.31 
9.53 
51.42 
10.31 
11.07 
6.03 
4.35 
15.52 
46.18 
7.42 
62.38 



12.19 
2.11 
7.34 
1.88 
6.28 
2.44 
3.18 
3. 38 
2.62 

I. 86 
7.41 

17.15 
2.22 
7.5 
4.26 
8.49 
S.67 
4.86 
55.49 
86. 67 
31.76 
6.6 
24.97 
169.75 
2.72 
9.58 
13.14 
20.83 

II. 64 
98.09 
10.09 

7.25 
9.49 
1.55 
2.92 
2.04 
147.11 
8 

11.78 
16.55 
6.73 
2.4 
4.31 
59. 66 
4. 99 
7.47 
29.03 
7.25 
42.8 
4. 64 
3.15 
25.13 
2.87 
7.59 
6.55 
53.78 
47 
07 
2.96 
3.87 
14.1 
13 
69 
43.54 



11. 
6. 



37. 
3. 



16.36 
4.2 
8.03 
5.78 
4.56 
5.18 
3.17 
6.31 
4.87 
3.66 
9.61 
15.75 
2.83 
8.85 
7.06 
17.09 
14.38 
6.4 
63.74 
61.79 
38.72 
3.97 
30.98 
208 
5.16 
12.08 
15.25 
19. 34 
14.93 
99. 97 
13.46 
9. 77 
11.37 
2.59 
2.64 
2.66 
154.85 
7.08 
16 
17.02 
6.98 
2. 34 
2.18 
45.94 
5. 95 
7.07 
25.48 
12.68 
51.52 
7.14 

I. 42 
21.71 

3.22 
5.91 
5. 34 
86.93 
12.47 
5.97 
4.57 
3.01 

II. 98 
24.55 

3.62 
78.24 



7.6 


12.92 


8. 96 






3.73 


3.14 


3.38 






3.16 


8.05 


3.72 




t 


3.95 


3.02 


3.35 




t 


5.14 


4.53 


6.09 




t 


5.33 


5. 66 


4.12 






4. 57 


14.3 


3 






7.69 


5.15 


4.86 


*t 


tt 


5. 98 


4.8 


6.86 






3.47 


3.54 


3.43 






13.44 


9.9 


11.55 






21.4 


13.87 


15. 38 






3.04 


2.47 


2.36 






6.97 


4. 98 


5.2 


t 


tt 


6.83 


5.9 


5. 93 






4.79 


9.4 


9.51 






12.23 


14.45 


21. 38 






5.28 


5.14 


5.21 




t 


77.2 


80. 56 


84.89 






53.76 


46.45 


55. 88 




tt 


21.98 


23.9 


25. 92 


* 


tt 


5.26 


4. 45 


3.75 






38.1 


30.4 


32.9 


t 




187.13 230.69 


193.69 






2. 45 


4.94 


9. 97 






6.34 


10. 95 


18.7 






9.23 


12.74 


9.S 




* 


9:71 


14. 32 


8. 82 




t 


7 9 
I- C 


T 9? 


7. 83 




t 


80 


57. 54 


67.02 






23.72 


16.48 


19. 72 


* 




8.85 


10. 68 


7.42 






4.76 


9.9 


15. 94 






2.12 


2.77 


2.26 






2.01 


3. 93 


1.56 






2.36 


4. 56 


2. 02 




t 


176.26 


171.79 


185.19 






6.95 


5.62 


4.04 


tt 


tt 


13.8 


9.3 


14. 27 






5.93 


11.56 


12.91 






2.42 


5.11 


5.43 






1.77 


3. 34 


2.2 






2.83 


5.21 


2.62 




t 


71.71 


83.48 


74.44 




t 


3.06 


4.58 


3.85 


t 


tt 


4.73 


4. 66 


5.19 


* 


tt 


25.23 


15.77 


15.85 


t 


tt 


6.59 


12.92 


8.31 






16.27 


50. 38 


44.76 






4.3 


5.24 


3.99 






1.19 


2.31 


1.17 






19. 56 


17.05 


21.12 


tt 


tt 


4.03 


4. 39 


5.3 


tt 


tt 


7. 44 


6. 55 


7.87 


t 


tt 


4.8 


3.41 


3.43 


t 


tt 


52.32 


75.19 


84.87 






9.75 


16. 75 


14.31 






4.13 


11.34 


3.6 


t 


t 


2.73 


3. 24 


2.91 




t 


3.42 


3.7 


1.09 






13.33 


13.26 


15.08 






27.4 


9.2 


25.65 


t 


tt 


3.74 


2.33 


2.9 




t 


53.21 


40.65 


43.49 
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Table 421 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1001302 
NT2RP1001310 
NT2RP1001341 
NT2RP1001313 
NT2RP1001324 
NT2RP1001349 
NT2RP1Q01361 
NT2RP1001379 
NT2RP 1001 385 
NT2RP1001395 
NT2RP10O1410 
NT2RP10O1424 
NT2RP1001432 
NT2RP1001449 
NT2RP1001457 
NT2RP10O1459 
NT2RP1001466 
NT2RP1001475 
NT2RP1001482 
NT2RP1001494 
NT2RP10015OO 
NT2RP1001517 
NT2RP1001540 
NT2RP 100 1543 
NT2RP100IS46 
NT2RP1Q0155O 
NT2RP1001553 
NT2RPIO01555 
NT2RP1001563 
KT2RP1001569 
NT2RP1001584 
NT2RP10O1599 
KT2RP1001616 
NT2RP1001S54 
NT2RP1 001665 
NT2RP10O1679 
NT2RP1001681 
NT2RP1Q01694] 
NT2RP200OO01 
NT2RP2O00OO6 
HT2RP2000007 
CT2RP200OOOS 
NT2RP2000010 
NT2RP2000011 
NT2RP2000027 
NT2RP2000028 
NT2RP20OOO32 
NT2RP20OOO40 
NT2RP2000042 
NT2RP2000045 
NT2RP2000051 
KT2RP2000O54 
NT2RP2O00O56 
KT2RP2000O57 
NT2RP2O00O67 



13.32 
78.58 
12.5 
47.33 
13.11 
8.69 
9.54 
13.14 
24. 66 
5. 65 
13.37 
28.73 
9.64 
19.34 
23.3 
13.65 
6.39 
11.89 
15.19 
3. 95 
9.08 
18.13 
28. 09 
20.19 
12. 99 
8.32 
5.3 
54.76 
39.08 
3.96 
172.68 
4.12 
4.03 
14.62 
5.76 
8.69 
18. 99 
6.52 
6.24 
9.03 
10.8 
5. 65 
6.84 
9. 36 
3.47 
4.74 
3.24 
15.29 
21.14 
5.63 
13.61 
16.51 
6.15 
7.7 
7.64 

NT2RP2000070IS22.83 



NT2RP200Q076 
NT2RP20O0O77 
KT2RP2000079 
NT2RP2000086 
NT2RP20O0O91 
NT2RP200OO92 
WT2RP20O0097 
NT2RP2000098 



6.99 
14.55 

9.19 
17.05 
33.24 

0.22 
10.19 
14. 34 



15.35 
77.83 
10.19 
35. 38 
11.52 
8. 34 
13.7 
11.82 
22.66 
15.28 
15.22 
25.67 
7. 96 
21.85 
38.81 
11.76 
4. 23 
17.85 
20.93 
5.63 
4.79 
18.45 
31.99 
16.33 
15.98 
14.7 
7.23 
52.6 
33.85 
1.69 
220.01 
3.82 

I. 77 
9.64 
6. 54 
7.12 

18.82 
3.33 
4.74 
5.67 
6.31 
3.68 
5.53 

13.46 
3.05 
6.32 
7. 28 
8. 48 

15. 46 
3.94 
9. 89 

12.89 
6.7 
5.49 

15.12 
440. 99 
4.98 
10.4 
8.49 

20. 32 

19.21 
2.2 

II. 77 
13. 24 



23.89 
107.95 
20. >74 
51.8 
14.26 
6.01 
11.81 
15.33 
28.03 
10.96 
15.93 
34.05 
12.22 
20.51 
37.3 
16.02 
8.84 
12. 8* 
20.15 
10. 18 
11.52 
18.1 
28. 56 
24.14 
15.41 
14.31 
13.14 
55. 46 
48.64 
1.05 
198.04 
5.18 
2.09 
12.33 
8.08 
7.86 
24.49 
5.96 
8.49 
13 
17.13 
9.46 
11.05 
17.26 
7.32 
6.74 
8.03 
28.46 
35.04 
13.32 
23.1 
19. 57 
14.22 
9.31 
15.54 
557.3 
10.04 
23.49 
12.44 
26.56 
39.37 
2.32 
12.54 
18.96 



11.51 

40.93 

13.97 

18.55 
8.91 
6.09 

11.62 
13.1 
8. 27 

10.51 
8.65 

32.06 
8.66 

10.44 
24.2 

12.39 
7.44 

11.05 

19.85 
5.63 
5.37 
8.4 

25.07 
16.6 
9. 68 
7,95 
7. 37 

31.87 

38.88 
5.34 

20. 64 
7.25 
6.09 

11.97 
8.07 
9.21 

14. 39 
7.17 
6.13 
11.28 
11.11 
7.12 
6.98 
10.79 
6.1 
8.06 
10. 28 
11.5 
11.42 
7.43 
13.04 
11.63 
6.37 
7.63 
18.12 

464.06 
7.01 
9.32 
8.77 
22.32 
24.16 
4. 37 
11.39 
13.26 



7.14 

36. 67 
8. 87 

17.75 
7.65 
3.96 
6. 33 
6.47 
7.17 
4.01 

10.09 

24.11 
4.28 
6.36 

13.72 
4.68 
4. 36 

10. 38 

11.71 
2. 65 
1.85 
4. 89 
15.6 

10.69 
3.03 

15. 82 
4.11 

21.44 

21.62 
1.73 

11.47 
3.83 
1.64 
7.7 
4.13 
3.08 
5.58 
2.61 
5. 97 
7.14 
4.89 
2.84 
2.63 
6.33 
1.45 
2.13 
5.5 
6. 66 
6.01 
3.18 
8. 32 
9.66 
4.1 
5.41 
16. 74 

449.31 
1.06 
7.18 
5. 26 
20.65 
20.9 
1.08 
5.79 
6.07 



10.86 
35.03 
11.71 
13.75 
4.65 
4. 38 
6.68 
9.99 
9.45 
1.7 
5. 26 
29. 55 
6.46 
4.06 
10.77 
8.62 
4.01 
6.52 
18.03 
3.16 
1.77 
3.69 
22.78 
13.4 
7.01 
5.57 
4.11 
34.31 
23. 16 

I. 64 
19. 54 

4.97 
4 

10. 52 
4.72 
4.08 
9.22 
3.23 
4.89 
5.76 
9.86 
3.88 
4.35 
9.28 
4.19 
4.67 
7.28 
9.36 

II. 22 
3.46 
9.72 

11.02 
4.09 
5.64 

10.35 
610.82 
1.43 
6.26 
7.56 

23.39 

17.89 
1 

8.17 

9. 



5.3 
13.95 
8.61 
4.5 
7 

3.75 
6. 92 
7. 99 

13.37 
3.74 
5. 57 

22.85 
5.04 
9.88 

10. 68 
6.06 
3.12 
5. OS 
11.8 
2. 73 
2.31 
7.15 

25.04 
7.07 
6.04 
6.4 
3.68 

43.17 
31.1 

I. 66 
81.72 

3.61 
2.04 
5.54 
3.98 
4.04 

11.12 
4.87 
6.42 
7.62 
6. 74 
3. 74 
3.2 
5.31 
3.16 
3.21 
3.26 
4.88 
12.48 
3. 62 
10.33 
9. 64 
7. 75 
12.9 
9.45 

418.05 
1.54 
8. 55 
6.72 
19. 38 

II. 58 
2. 25 
7.35 
5.46 



9.24 
16. 52 
11.48 
6.14 
7.07 
1.87 
4. 67 
14.61 
13.91 
3.38 
5.86 
15. 99 
7.62 
5.66 
7.09 
9.05 
6.63 
12.24 
14.09 
3.52 
4.4 
5. 46 
22.39 
16.07 
9.72 
9.76 
3.77 
41.32 
28.26 
1.23 
38.4 
3. 84 
2.76 
7.93 
9.32 
6.22 
13. 68 
4.47 
5.79 
8. 34 
8.3 
5.6 
3. 54 
3.23 
3 



.66 
.13 
.35 



1. 
3. 
6. 
11.99 

5.2 
13.1 
7.65 
7.98 
3. 34 
6.54 
662.99 
3.61 
6. 84 
6.46 
14. 35 
9.95 
1.85 

3.3 
9.38 



8.54 

15.88 
9.2 
3.62 
7.14 
3. 49 
4.5 
8. 34 

22.49 
2.71 
7.15 

24.49 
6. 
6.23 

13.11 
6.34 
4.14 
6.54 

12.75 
2. 73 
3.24 
6.44 

21.45 
9. 64 
7. 53 
9. 43 
3.88 

32.44 
33.8 
2 

33.43 
3.39 
1.59 
4. 12 
5.29 
5 

12. 99 
3.87 
3.58 
6.39 
8.67 
5. 37 
2.21 
5, 
5.68 
4.03 
4.05 
7.25 

17.82 
3 

11 



.95 
.12 
7.91 
8. 74 
4 

9. 35 
650.93 
5.67 
8.57 
6.39 

14. 55 
7. 77 
1.49 
4.01 

18.63 
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NT2RP2000108 
NT2RP2000114 
NT2RP20WH16 
NT2RP200O119 
NT2RP200O12O 
NT2RP20OO126 
NT2RP2000133 
NT2RP2000147 
!fT2RP2000153 
MT2RP2000155 
NT2RP2000157 
NT2RP2000161 
NT2RP2000168 
NT2RP2000173 
NT2RP2000175 
NT2RP2000178 
NT2RP2000183 
OT2RP2000195 
NT2RP2000204 



HT2RP2000205 306. 16 



HT2RP20OO208 

NT2RP2000224 

NT2RP2O0O230 

MT2RP2O0O231 

NT2RP2000232 

NT2RP2000233 

NTZRP200O239 

NT2RP2000240 

HT2RP2000248 

NT2RP200O256 

NT2RP2000Z57 

NT2RP2000258 

NT2RP2000261 

MT2RP2Q00270 

NT2RP2OO0274 

WT2RP2000277 

NT2RP2000279 

HT2RP2000283 

NT2RP2000288 

HT2RP2000289 

KT2RP2000297 

NT2RP20Q0298 

NT2RP2OO0310 

NT2RP200O327 

NT2RP2000328 

NT2RP2000329 

NT2RP2000333 

NT2RP2000337 

NT2RP2000346 

NT2RP2000357 

HT2RP20O0358 

NT2RP2000366 

KT2RP2O0O369 

mmmm 

WT2RP2000394 
WT2RP2000396 
NT2RP2000412 
MT2RP20004M 
NT2RP200042O 
NT2RP20O0422 
ITT2RP20OO426 
NT2RP2000428 
NT2RP2000438 
HT2RP2000447 



10.87 
14.61 
12. 92 
SO. 32 
7.9 
27.18 
6.31 
12.98 
4.49 
7.61 
64.67 
8.86 
8. 64 
5.87 
6.28 
7.4 
5.74 
16.12 
22.18 



8.33 
10.83 
13.17 
47.2 
9.18 
24.32 
5.61 
10.72 
6.28 
6.37 
55.86 
7. 44 
8.81 
12.11 
S.9 
9.25 
7. 89 
12. 54 
23.46 



17.31 
24.65 
18. 63 
56.58 
10. 99 
32. 55 

8.16 

23.8 
13.18 
12.56 

69.1 
9.1 
11.56 
13.07 

5. 57 
18.07 
15. 69 
17.8* 
35.46 



5.24 
24.97 
26.52 
102.91 
18. 39 
7.64 
66.0! 
5.47 
6.07 
16.57 
39.73 
13.09 
8.27 
3.96 
91.36 
4.35 
7.44 
5.12 
10.29 
21.4 
4.51 
8.05 
80.52 
9. 08 
21.82 
17.76 
8.83 
26. 86 
6.79 
14.11 
9. 23 
5.06 
29.84 
26.15 
11.62 
2.03 
13.13 
19.9 
5.15 
10.72 
7.55 
8. 74 
12.17 
12. 75 



263. 17 279.79 
2.8 6.75 



24.03 
31.48 
95. 51 
14.23 
7. 96 
!39 
3.94 
5.52 
14.62 
47.22 
11.66 
7.35 
6.69 
80. 94 
3.88 
6.18 
8.14 
7.99 
17. 79 
6. 32 
8.79 
91.37 
9.43 
17. 34 
16.87 
7.98 
26.84 
9.29 
13.16 
5.13 
4.61 
26.23 
35.86 
6.66 
7.18 
IS. 96 
19.23 
7.34 
8.26 
6.99 
4. 22 
11.38 
6.94 



27.21 
20.02 
132.32 
28. 59 
15.89 
172 
10.61 
8. 36 
18. 16 
36 
21.23 
17.74 
13.81 
71.7 
5.68 
9.49 
7.43 
9.75 
32. 55 
10.63 
13.64 
87. 72 
13.33 
15.94 
20.08 
9.31 
31.77 
9.75 
22.49 
8.16 
6.09 
39.9 
51.75 
9.45 
10.2 
16.35 
16.62 
11.45 
11.6 
6 

5.73 
11.77 
10.08 



10. 58 
15. 49 
12.07 
31.02 
6. 62 
18.42 
7.63 
11.64 
7.15 
6. 43 
57.96 
8.5 
8.06 
7.31 
9. 33 
7. 99 
7.74 
16.63 
16.84 
153.75 
5. 38 
17.41 
29.78 
51.89 
15.4 
7. 58 
85. 94 
4.6 
6.23 
13.37 
40.72 
12.78 
7.68 
17.92 
59. 79 
6. 38 
6.39 
6.14 
9.32 
15. 37 
6.94 
5.87 
32.16 
5.88 
8.37 
10.58 
8.74 
17.74 
14.24 
5.83 
5.34 
5.12 
17.03 
24.31 
10.5 
4.43 
14.6 
8. 95 
10.83 
8.9 
4.75 
4.39 
10.69 
6.36 



6.71 
7.8 
8.1 

20.71 

6.21 

11.34 
3.91 

4.41 
3.26 
4.23 

47.99 
4.93 
4. 98 

10.56 
4. 37 
4. 34 
4. 42 

13.32 
14.7 
186.84 
2.18 

19.54 

28.26 

45.81 
9.71 
4.07 

84.53 
1.25 
4. 28 
8.16 

25.44 
8. 27 
2.93 
6.26 

55. 47 
1.67 
2.22 
1.91 
5. 86 
7.32 
2.23 
3.8 

27.21 
3.81 
8.64 
7.07 
1.76 
6.47 
7.42 
2.27 
2.02 
1.19 
12.11 
15.42 
5.28 
3.16 
6.73 
6.33 
6.03 
4. 28 
1.02 
1.17 
3.56 
4.33 



6.74 
10.66 
10.87 
31.82 
6.5 
17.52 
7.78 
11.41 
3.2 
4.03 
49.02 
4.27 
11.13 
7.74 
3.63 
5.36 
5.84 
13.8 
7.3 
122.03 
0.7 
13.73 
14.04 
56.22 
12.46 
3.39 
44.49 
2.17 
2.64 
8.91 
29. 27 
8.08 
4.17 
3.85 
43.9 
1.79 
2.73 
2.31 
5.55 
16.77 
3.64 
2.92 
29.67 
4.9 
6.89 
6.38 
4.67 
12.94 
4.48 
3.95 
3.61 
2.67 
15.49 
18. 34 
8.79 
1.53 
8.07 
5.66 
5.33 
5.31 
1.72 
2.36 
5.65 
7.41 



4.11 

10.74 
4. 57 

30.15 
4.81 

24.37 
7.66 
3.62 
2.66 
2.05 

51.12 
4.28 
4.05 

13.29 
5.8 
2.6 
3.67 
5.12 
7.36 

44.13 
2.69 

10.21 

27. 93 
28.1 
6.13 
2.14 

55.83 
1.78 
2. 65 
7.89 

36.26 
5. 57 
3.42 
3.35 

66.54 
1.78 
3.81 
3.36 
9.02 

22.06 
3.53 
2.96 

20.91 
2.31 
5.86 

10.73 
8.04 
6.6 
6.69 
3. 56 
4.07 
2.27 
15. 78 

35. 37 
9.06 
2.05 
6.73 
6.29 
5.71 
4. 96 
2.91 
8.21 
4.51 
3.21 



5.62 
13.91 

5. 57 
29.31 

5. 84 
18.13 

10.7 

6. 37 
3.8 

6.21 
61.28 
4.21 
3. 85 
16. 36 
5.65 
5.71 
6.86 
8.05 
8.83 
69. 43 
2.06 
10.44 
14.94 
59. 69 
9. 73 
3 

55.75 
2.32 
2.47 
5. 94 

29.33 

13.01 
5.31 
9.95 

63. 63 
1.55 
2.76 
2.12 
7.12 

23.42 
4.19 
3.04 

14.48 
2.04 
4.83 
6.62 
7.67 

13.35 

17.82 
4.39 
3.18 
2.31 
7.96 

27. 75 
9.09 
5.24 

16.17 
8.15 
4. 93 
4. 79 
2.26 
2.73 
2.36 
7.55 



13. 35 

10.18 
3. 24 

28.57 
4. 99 

19.51 
6.35 

10.62 
4. 92 
1.59 

54. 87 
2.7 
9. 74 
4.1 
4.1 
4.5 
4.04 
4. 54 
4. 75 

57.15 
2. 36 
6.58 

32.18 
105.21 
7.72 
2.26 

25. 78 
0.43 
2.64 
4.14 

25. 56 
9.17 
3.64 
4.71 

61.61 
2.23 
3.21 
4.13 
9.38 

27.43 
2.55 
1.11 

20.59 
2.13 
2.63 
8.14 
6.48 
15.87 
10.4 
2. 66 
2.94 
1.55 
15.06 
35.03 
12.53 
2.77 
12. 59 
6.52 
7.76 
6.17 
1.94 
3.16 
2.93 
5.61 
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NT2RP2000448 
NT2RP2Q00459 
NT2RP2D00479 
NT2RP2000498 
NT2RP2O005O3 
NT2RP2000510 
NT2RP2000514 
NT2RP2000516 
NT2RP2O0O523 
NT2RP2000533 
NT2RP2000S40 
NT2RP2000547 
NT2RP2000557 
NT2RP2000558 
NT2RP2000564 
HT2RP2000565 
NT2RP20005S3 
NT2RP2000591 
NT2RP2000599 
NT2RP20006O1 
NT2RP2000603 
NT2RP2000610 
NT2RP2000614 
NT2RP2000616 
MT2RP2000617 
NT2RP20O0623 
872RP20C0634 
NT2RP200Q636 
NT2RP2000638 
NT2RP2000644 
NT2RP2000649 
NT2RP2000652 
NT2RP2000556 
NT2RP2000658 
MT2RP2000663 
NT2RP2Q00664 
NT2RP200066S 
NT2RP2000678 
NT2RP2000694 
HT2RP2QO07O4 
NT2RP2000710 
KT2RP2000712 
NT2RP2000715 
NT2RP2000720 
NT2RP2000731 
NT2RP2000739 
NT2RP2000748 
NT2RP2000749 
HT2RP20O0758 
NT2RP2Q00764 
MT2RP2000766 
NT2RP2000777 
NT2RP2000786 
KT2RP20OQ793 
NT2RP2000796 
NT2RP2Q00809 
HT2RP20C0S12 
OT2RP2000814 
HT2RP2000816 
NT2RP2000S18 
HT2RP2000819 
NT2RP2000841 
AT2RP2000842 
MT2RP20008451 



25.71 
9.24 
6.63 
11.27 
14.72 
7.33 
4.57 
6. 54 
4.11 
2.68 
6.16 
7.42 
49.31 
18. 68 
0.43 
13. 78 
10. 87 
7.05 
45. 38 
5.8 
10.6 
16.79 
22.5 
15.9 
7 

30. 93 
5.41 
6.22 
5.4 
6.06 
69. 57 
14.9 
12.57 
5.45 
4.6 
10.9 
33.38 
6.12 
16.87 
2.84 
8.84 
.5.84 
23.49 
14.6 
130.46 
10.56 
12.42 
11.23 
18.71 
8.83 
39.21 
37.43 
10.79 
8.96 
13.41 
9.51 
10.78 
2.73 
5.26 
64.67 
10.64 
19.27 
7.9 
1.64 



13.78 
9.95 
5. 55 
6.84 

13.18 
5.8 
2.69 
4.62 
2.38 

I. 37 
5.88 
7.44 

60. 55 
19.95 
0.11 
7.23 
6.32 
5. 42 
33.04 
2.35 
10.97 
27.41 
27.77 
10. 73 
4.69 
27.18 
5.13 
7.05 
5.87 

II. 57 
64.76 
10.94 

7.15 

4. 52 
4. 28 
7.61 

33.11 
9.03 

11.51 
3.9 
8.7 
5.25 

31.67 

11.95 
114.16 
11 
9.17 
7.84 
12.4 
9.65 

45.57 
31.1 
9.6 
7.43 

11.17 
8.66 
5.64 
2. 98 
5. 27 

52. 94 
9.84 

13.42 
5. 25 
3. 58 



32.06 
9.52 
7:74 
9.95 
15.3 
8.13 
2.25 
8.39 
11.01 
7.63 
8. 08 
10.91 
82.94 
27.42 
2.04 
14. 74 
13.24 
12. 75 
S3. 33 
8. 26 
14.76 
21.69 
21.5 
17.88 
10.44 
42.39 
8. 98 
7.96 
8. 77 
13.6 
72 
49. 84 
13. 54 
10. 98 
7. 43 
12.36 
48.17 
9.25 
13. 29 
14.85 
19. 22 
16.26 
27.44 
17.99 
171.06 
13.93 

9.8 
14. 76 
22.27 
15.17 
54.49 
43.71 
16. 45 
14.72 
11.19 
16.69 
19. 76 
11.46 
12.58 
68.69 

11.3 
17.68 

9.24 
10.06 



17.1 
9. 52 
7.89 
5. 98 
32.52 
5.52 
7.44 
7.51 
7.29 
4.63 
5.48 
6.02 
43. 46 
20.69 
5.89 
12.39 
7.55 
6.46 
45.68 
6.01 
12.57 
12.86 
15.84 
14. 04 
5. 79 
23.25 
7.02 
5. 06 
7. 49 
11.21 
79. 36 
10.88 
6. 29 
5.11 
5. 58 
9.42 
36.56 
9.6 
13.35 
6.19 
7.25 
7.12 
16.78 
9.67 
139.58 
9.61 
13.66 
7.12 
12.06 
9.68 
39.05 
20.28 
9.08 
5.59 
12.52 
9.15 
9.49 
6.79 
5.83 
38.83 
8.11 
15.7 
8.2 
6.26 



19.22 
4.14 
3.36 
2.48 
21.1 
2.28 

I. 96 
4. 34 
1.39 
1.22 
4. 38 
3.13 

53.17 
14.13 

0.93 

9.94 
3.8 

3.08 
38.74 

2.72 

II. 91 
12.08 
12.38 
10.65 

2.49 
19.11 
5.17 
2.33 
5.36 
5.35 
45.65 
5.91 
4.4 
2.13 
2.25 
3.88 
39 
7.57 
8.47 
2.87 
3.74 
3.27 
13.7 
7.04 
136.44 
7.28 
6.05 
4.44 
7.43 
4.51 
26.43 
16.78 
5.82 
4.46 
8.7 
5.7 
6.33 
1.46 
4.32 
38.29 
4.61 
9.96 
4.88 
3.24 



17.26 
4.36 
5. 52 
3.08 
19.93 
3.46 
3.28 
6.37 
3.22 
2. 09 
3.8 
4. 89 
74.9 
19.17 
1.24 
11.42 
5.68 
3.75 
39.04 
4. 74 
10. 27 
9.62 
13.2 
6. 26 
3.27 
22.34 
5.22 
3.65 
5.46 
7.7 
56.22 
11.87 
6.3 
3.91 
5.97 
8.64 
37.32 
6.65 
12.93 
7.29 
S. 
5. 34 
10.05 
6.8 
144.08 
5.99 
5.01 
6.62 
9.25 
6.36 
20.35 
21.16 
3.61 
3.27 
5.88 
10.07 
7.02 
2.03 
3.54 
31.92 
3.58 
11 
2.43 
5.16 



5. 88 
2. 59 
5.8 
4.73 

18. 56 
4.2 
5.71 
3.47 
3.15 
0.79 
3.01 
2.98 

83.43 

24.64 
2.05 
3.9 
4.41 
3. 89 

49.46 
3. 53 

11.35 

7. 92 
11.46 

8. 53 

2. 33 
22. 03 

4.91 
*.42 
5.01 
5.1 

93.91 
6.2 
1.69 
1.81 
4.47 

13.44 

34.56 
6. 86 
22.9 
2.96 
5. 24 
2.82 
7.2 
9.67 

91.22 
9.06 
6.86 
1.43 

3. 34 
4. 78 

16. 67 
3. 56 
8.49 
3. 41 
4.89 
8. 67 
9.58 
1.53 
2.61 

36. 98 
6.06 

12. 88 
6.17 
2.58 



10.24 
6.53 
5. 59 
2.88 

11.69 
5.04 
4 

4.35 
2.27 
2.38 
4.98 
4.52 
53. 58 
17.82 

I. 59 
7.3 

5.83 
6. 69 

50. 96 
6.5 

11.32 
6. 77 
7. 34 

13.65 
3. 91 

24. 06 
6.31 
4.64 
4.21 
5.24 

57.37 
5. 26 
9.03 
2.12 
2.44 

10.25 

25.63 
6.02 
14.8 
6.45 
6.81 
4.15 

II. 02 
8.11 
91.1 
6.03 
4.28 
4.83 
5. 27 
3.89 

26.46 
8.61 
11.1 
3.35 
4. 55 
9.07 
10. 65 
1.11 
2.6 
34. 96 
2.23 
9.6 
3.9 
3.32 



7. 42 
3.6 
6.42 
2.16 
14.4 
2.87 
3.87 
4. 95 
3.38 
0.48 
1.52 
3.39 

63.67 

18.81 
0. 53 
8.83 
9. 68 
2.85 

42. 92 
4.71 

10. 57 
7.19* 

10.15 

30.31 
6.08 

17= 67 
5. 96 
2.62 
4.57 
4.14 

68.85 

32.14 

14. 78 
1.71 
1.11 
9.81 
30.2 
5.34 

18.71 
4.78 
6.9 
2.23 
9.66 
6.87 

91.43 
5.15 
5.36 
4.58 
4.96 
4.68 

19.71 
6.24 
6.19 
2.39 
5. 82 
9.06 
9.48 
1.73 
1.81 

36.14 
3.74 
13.79 
4.72 
3.23 



1436 



EP1 074 617 A2 



Table 424 



HT2RP2000863 
WT2RP2000880 
NT2RP20Q0892 
NT2RP2000894 
HT2RP2000903 
NT2RP200090S 
MT2RP200O9IO 
NT2RP200093I 
NT2RP2000932 
NT2RP2000938 
MT2RP2000943 
NT2RP2000957 
NT2RP2000958 
WT2RP2000959 
OT2RP2000965 
NT2RP20Q0970 
NT2RP2000973 
HT2RP2000985 
NT2RP2000987 
NT2RP2000997 
OT2RP2001024 
KT2RP2001028 
NT2RP2O01O36 
NT2RP2001039 
MT2RP2001044 
WT2RP2001056 
WT2RP2O01O65 
NT2RP2001067 
NT2RP2001070 
N72RP2001081 
NT2RP2O01O87 
NT2RPZ001094 
NT2RP2001119 
KT2RP2001127 
NT2RP2001133 
NT2RP2001137 
MT2RP2001142 
KT2RP2001149 
HT2RP2001168 
MT2RP2001173 
HT2RP2001174 
NT2RP2001184 
KT2RP2001196 
NT2RP20012OO 
MT2RP2001218 
MT2RP200I223 
MT2RP2001226 
NT2RP2Q01227 
NT2RP2001232 
NT2RP2001233 
NT2RP20O1245 
MT2RP2001246 
NT2RP2001268 
NT2RP20OT270 
NT2RP2001276 
NT2RP2001277 
AT2RP20O129O 
NT2RP2001295 
HT2RP2001297 
NT2RP200I301 
HT2RP200I312 
HT2RP2001327 
HT28P2001328 
JTT2RP200I341 



9.23 
6.89 
6.48 
6.84 

14.72 
7.83 
7.08 

17.23 
4.85 

32.12 
6.65 
8.82 
5. 64 

11.75 
4.05 

58.85 
5.19 
3.85 

39. 38 
9.33 

12.74. 

38.71 

10.56 

29.77 
111.16 

16.47 

12.87 

18.27 
4. 55 

11.96 
65.9 
12.2 
4.16 

11.36 
5.67 
49.6 
5.27 
6.92 
6.12 
4.74 

44.63 
7.2 

188.27 
5.64 

12.41 

10. 09 
295. 34 
9.29 
6.25 
17.2 

42.01 
5.12 

76.86 

10. 64 

23. 31 

24.91 
8.9* 

14.82 
8.15 

47.34 
8.43 

20.88 

10.32 
3499.3 



2.37 
4.15 
7.22 
8.43 
12. 47 
5.78 
7.41 
16.66 
5.4 
38.62 
4.28 
7.9 
6.03 
9.04 
2.66 
65.2 
3.92 
2.51 
36.27 
8. 58 
7.92 
37.69 
11.08 
24.74 
103.9 
11.38 
18.54 
13.06 
6.03 
15. 94 
61.9 
8.99 
4.58 
13.12 
4.14 
41.1 
5. 53 
5.61 
7.49 
3.23 
21.39 
4. 99 
171.63 
6. 42 
10.49 
12.26 
151.71 
9.83 
9.05 
11.64 
30.76 
5.92 
63.92 
12.74 
16. 76 
10. 73 
7.82 
7.48 
6.67 
44.45 
10.98 
28. 57 
3.77 
2809.3 



9.61 
10.09 
10.47 
12.75 
10.22 

8.49 
7.6 
19.14 
12.51 
41.75 

8.98 

11.5 

15.9 
10.68 
2.8 
74.74 

9. 39 

4.3$ 
32.66 

9.52 
18. 67 
41.88 

9.13 
30.19 
116.83 
12. 03 
21.09 
19.79 

7.25 
13. 97 
76. 08 
11.02 

7.07 
3.9 

5.86 
45.81 

5.06 

5.45 

5.66 

8.28 
37.72 
10.33 
278.21 
11.03 
14.66 
12.04 
253.15 
15.24 
13.72 

26.2 
56.72 

8.66 
101.42 
14.24 
30.97 
18.18 
10.48 
15.13 
10.81 
63.71 
14.02 
34.54 

9.25 
4099.1 



12.6 
8.75 
-6.68 
7.7 
6.37 
5.67 
9. 95 
9.83 
5.58 
20.34 
6.63 
5.58 
6.17 
6.59 
5.91 
64.15 
8.06 
4.79 
33.06 
9. 72 
6.22 
33.98 
9.7 
17.85 
65.77 
9.34 
9.6 
9.25 
6.14 
8.19 
39.7 
14.61 
10.85 
16.08 
10.97 
39.26 
5.3 
13.36 
8.34 
7.11 
44.99 
8.93 
277.29 
6.08 
10. 34 
13.71 
264. 52 
10.83 
6.11 
12.06 
22.72 
6.91 
88.4 
12.74 
21.15 
16.47 
8.48 
8.28 
9.36 
42.51 
7.43 
16.53 
9.2 
1364.9 



5.57 
3.65 
3. 59 
5.61 
7.06 
3.5 
3.31 

11.03 
2.98 

22. 26 
2.06 
3.81 
2. 43 
3.84 
0.94 

40. 74 
5. 68 
3.19 

40.49 
3. 47 

2. a 
15.8 
2. 35 

11.75 
42.98 
5. 04 
6.83 
5. 26 
2.9 

3. SI 
16.73 
10.72 

1.99 
4. 34 
6.13 
21.06 
2. 26 
3.82 
5.85 
2.4 
16.88 
4.09 
156.05 
6.9 
6.96 
9 

155.79 
5.91 
9.52 
8.02 
58. 34 
4.33 
109.5 
10.24 
16.68 
6.03 
7.41 
5.62 
7.32 
36.25 
5. 35 
15. 03 
3.81 
1644.2 



10.29 
3.61 
2.44 
3.86 
6.25 
4.08 
4.88 
7. 29 
2. 75 

19.86 
1.49 
3.6 
2. 74 
2.64 
1.41 

92.64 
3. 54 
4.55 

26.38 
7.24 
2.6 

30.64 
6. 59 

29. 98 

31. 59 
8. 68 
8. 58 
3.58 
2.2 
5.26 

50.09 
9.52 
7.07 
7.73 
8.56 

24. 92 
3.98 
6. 27 
5.09 
3.67 

46.31 
3.96 

217.9 
5.52 
7.23 
9.77 
205.35 
8.02 
4. 37 
7.48 

32.96 
3. 

90.32 

11.95 

10.08 
6.24 
5.73 
4.48 
4.92 

33.89 
5.08 

15.84 
6.74 
698.17 



2. 95 
3.32 
2.63 
6.32 
6.3 
5.51 
6.74 
5.66 
2.51 

28.05 
2.39 
2.18 
1.92 
4.69 
2.34 

72.54 
3.01 

I. 82 
33.61 

9.63 
4.96 

34.47 
6.06 

20.42 
30.2 

12.51 
6.23 
5.5 
3.37 
5. 58 

38.08 

11.02 
4.12 
5. 38 
8.68 

25.21 
2.41 
6.19 
5.44 
4.61 

52.67 
4.88 
310.45 
4.06 
9.11 

10.94 
225.76 
6.71 
3. 08 
8. 66 

29.15 
3. 64 

72. 85 

10. 68 

14. 57 

22.15 
5.82 
5.33 
4.17 

33.81 
6.81 

II. 1 
4.44 

1201.7 



6.5 
7.64 
2.13 
3.41 
4.12 
1.9 
6. 36 

13.37 
3.48 

24. 64 
2.3 
2.83 
2.26 
3.69 
1.56 

97.39 
9.76 
2.45 

26.04 
9.44 
3.99 

25. 69 
3.75 

28. 95 

74. 24 
8.41 
6. 54 
6.23 
2.83 
4.15 

21.24 

11.03 
3.63 
7.85 
4.41 

45. 63 
3.56 
4.78 
4. 63 
6.54 

S3. 94 
4. 86 
339. 15 
2.49 
8.8 
7.86 
302.68 
6.54 
5. 35 
8. 69 

30. 96 
7.01 

73.19 
9.82 
16.7 

25. 09 
9. 63 
6.4 
4. 98 
29.8 
4.46 

20. 64 
5.56 
2570.4 



2.03 
2.92 
2. 32 
5.03 
3.45 
1.89 
7.22 
8.87 
1.84 
29. 99 
2.44 
1.56 
3. 56 
5.66 
2.95 
89.84 
7.5 
2.12 
27.01 
11.63 
3.75 
33.62 
3.17 
23.24 
42.92 
8.95 
8. 28 
8.66 
1.95 
6.83 
22.36 
11.05 
2.63 
3.42 
3.17 
17.6 
3. 78 
4.91 
5.1 
6. 37 
56. 67 
5.6 
334.54 
4.45 
8. 23 
9.72 
279. 91 
8. 43 
5.73 
6.62 
32.88 
3.2 
77.59 
10.94 
14.66 
49.12 
10.81 
4.62 
6 

26.52 
4.32 
9.65 
7.15 
2392 
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Table 425 



NT2RP2001347 
NT2RP2001366 

mmmm 

NT2RP2001381 
NT2RP2001388 
NT2RP20O1391 
NT2RP2001392 
NT2RP2001394 
NT2RP2001397 
NT2RP2OO14O0 
NT2RP2001408 
NT2RP200142Q 
NT2RP2001423 
NT2RP2001427 
NT2RP2001428 
NT2RP2001436 
NT2RP2001440 
NT2RP2001445 
NT2RP200I449 
NT2RP2001450 
NT2RP2001467 
NT2RP2001469 
NT2RP200I480 
NT2RP2O01495 
WT2RP2001499 
NT2RP2001506 
KT2RP2001508 
NT2RP2001511 
NT2RP2001514 
NT2RP2001520 
NT2RP2001526 
NT2RP2001529 
NT2RP2001536 
NT2RP2001538 
NT2RP2001547 
NT2RP200156Q 
AT2RP2001562 
HT2RP2001566 
NT2RP200I569 
NT2RP2001576 
MT2RP2001S81 
MT2RP2001597 
NT2RP2001601 
NT2RP2001613 
NT2RP2001628 
NT2RP2001834 
NT2RP2001635 
NT2RP2001660 
MT2RP2001662 
NT2RP2001663 102 
NT2RP2001672 
NT2RP2001675 
WT2RP2001677 
KT2RP2001678 
NT2RP2O01683 
WT2RP2001699 
NT2RP2001707 
NT2RP2O0172O 
NT2RP2001721 
NT2RP2001740 
WT2RP2O01748 
WT2RP2D01755 
MT2RP2001762 
NT2RP20017fi8 



539.84 514.01 
38.71 33.77 



8.6S 
20. 33 
23.09 
19.47 
6.22 
9 

5. 52 
33.05 
22.02 
13.99 
138.22 
11.99 
11.05 
28. 98 
21.88 
9 

28.07 
20.8 
77.4 
12.38 
16.58 
5.39 
31.27 
7, 58 
10.21 
18.18 
8.2 
8.17 
15.63 
18. 95 
14.15 
8.11 
9.99 
11.5 
17. 39 
14. 26 
25.02 



6.18 
22.01 
21.55 
21.48 

2. 39 

9. 52 

4. 95 
35. 87 
23. 86 
18.37 
161.12 
17. 22 

7.81 
21.86 
12.74 

10.8 
34.09 
28.19 
117.0S 
11.13 
12.17 

5.05 
46.77 

7.79 

8.66 
10.36 

7.15 
6.6 
17. 52 

9.11 
10.36 

6.47 
10.57 
10. 74 

15.7 
13.81 
15.42 



129.89 178.91 
20.4 22.7 



17. 49 
376.46 
6.29 
20.46 
4.72 
20.18 
27.92 
141.98 
28 
6.83 
7.51 
18.83 
10.06 



9.3 
416.73 
5. 75 
20. 27 
7.04 
16.77 
47.45 
137.52 
119.36 
9.61 
11.75 
22.14 
8.87 



98.93 103.45 
36. 15 36.2 



6.77 
8.16 
33.41 
64. 22 
6.3 
8. 56 
4.42 
7.43 



3.9 
6.41 
34.55 
76.89 
15.07 
8.68 
4.43 
5.23 



628.74 
43.04 
1M4 
25.11 
19.16 
20.82 

9.23 
18.06 
15. 76 

41.2 
22. 82 
19. 98 
169.36 
16.25 
14.33 
34. 92 
27.62 
19.43 
40.82 
27. 38 
74.08 
18.21 

23.4 
10.71 
45.33 
10. 57 
19.01 
14.04 

8.01 

9.18 
16.82 
22.28 

18.6 
12. 78 
12. 92 

9. 02 
17.62 
10.49 
32.18 
114.02 
22.23 
13 

382.11 
7.26 
25.19 
6 

22.18 
35. 98 
151.45 
140.87 
11.14 
9.95 
19.19 
8.92 
119.49 
44.96 
7.75 
9.93 
34.5 
65. 
7.65 
5.59 
4.61 
6. 



565.74 422.96 
29.42 28.24 



10.82 
15 
14.87 
19.07 
6.23 
7.33 
7.71 
15.06 
11.45 
12. 59 



6.77 
9.62 
11.09 
15. 36 
2.48 
4.64 
3. 52 
15.67 
12.19 
10.04 



120.84 140.16 



9.35 
11.13 
22.78 
14.71 
10.91 
25. 02 
18.17 
41.14 
9.61 
14. 68 
5.62 
29.35 
9.25 
9.32 
6.06 
6.7 
8. 28 
11.75 
13.03 
12.98 
7.67 
9. 74 
6.82 
10.84 
11.53 
22.03 
47.3 
13.8 
11.25 



7.9 
3.4 
25.35 
9.47 
10.54 
19. 29 
18.42 
94.21 
8.91 
6.35 
3.39 
33.83 
7.24 
5. 78 
6. 96 
3.51 
6. 18 
3.98 
8.09 
11.79 
5.34 



8.02 
7.07 
11.09 
49. 96 
17.88 
8. 35 
192.76 1 96.04 
4.54 4.25 



14.18 
7.61 

15. 58 
27.8 

151.4 

48.03 
6. 86 
6.41 

10.64 
7.97 



13.5 
3.83 
7.6 

15. 26 
116.43 

51.07 
4.73 
3.17 
6.34 
6.41 



195.62 102.44 
18.8 7.95 



5.48 

7.22 
25.33 
34.74 

6.61 
6.1 

6.06 

7.86 



4.72 
8.68 
18.3 
42.49 
1.99 
3.13 
1.37 
2.49 



416.2 
19.52 

5.51 
10.21 

13.2 
11.27 

4.35 

3.55 

I. 79 
8.49 
9. 24 

8.9 
121.74 
6.74 
8 

19.1 
17.13 
6.62 
16.65 
8.85 
47.44 
7.86 
9.1 
3.05 
U.6 
4.11 
3.48 
5.65 
2.31 
3.08 
10.59 
10.02 
8.28 
3.77 
3.49 
7.18 
7.21 
4.68 
26.81 
55.77 
10.54 

II. 5 
131.77 

3.06 
11.94 

2.93 
10.65 
22.85 
136. 78 
39.15 

5.02 
2.8 

6.91 

4.67 
134.62 
13.41 

5.02 

5.49 
17. 93 
31.73 

2.37 

5.08 
4.5 

4.84 



495. 32 
18.19 
3.49 
6.87 
20 
15.83 
2.68 
4.34 
2.61 
5.11 
10.98 
9.18 
142. 58 
7.44 
3.33 
15.23 
15.85 
8.66 
14.58 
15.67 
46.82 
5.16 
6. 53 
2.02 
16.09 
3,34 
10.19 
4:43 
2.13 
5.09 
5.68 
6.2 
7.74 
4 

4.05 
6.87 
8.92 
7.24 
24.28 
33.67 
10.57 
4. 54 
252. 12 
3.72 
11.98 
4.15 
10.91 
16.57 
154.6 
80.45 
7. 16 
4.39 
9.72 
9.59 
102.34 
6.7 
3.35 
4.59 
32.85 
26.06 
4.7 
4.74 
3.19 
3.03 



585.14 

26.65 
4.36 

12.31 
18.4 

12.93 
3.41 
5. 54 
4.45 
9.86 

11.38 

10.79 
124.54 
6.11 
6.84 
27.9 

24.15 
8.73 

19. 57 

22. 32 
38.8 
5.66 

11.37 
2.99 

21.38 
2,96 

10.43 
6.31 
3.45 
4.32 

10. 57 
8.22 

11.37 
4.36 
3. 74 
5.66 
9.2 
4.21 

25.39 

55.78 

16.71 
4.57 
219.45 
3. 99 

13.91 
1.66 

15.44 

20.69 
188.28 

80.61 
6.7 
4.7 
6.83 
5.34 

95.16 
9.44 
4.21 
6.11 

38.18 

24.24 
3.94 
3.64 
3.5 
5.68 



429.89 
21.17 
4.96 
12.9 
14.87 
10.03 
3.72 
7.88 
3.74 
5.55 
13.8 
13.16 
152.09 
3.28 
8.32 
27.44 
14.86 
7.21 
13.99 
18. 86 
29.18 
4.91 
10.31 
3.13 
15.2 
2.75 
10.1 
7. 52 
3.84 
4.95 
11.64 
8. 57 
11.72 
2.56 
4.33 
4.21 
10.24 
4.54 
21.94 
72.18 
15 
3.83 
367.42 
3. 96 
12.32 
3.09 
14. 53 
20.06 
148.8 
83.65 
5. 29 
4.26 
7.68 
9.32 
65.68 
13.11 
3.45 
5.89 
33.9 
41.05 
2.45 
4.01 
2.83 
3.45 
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Table 426 



NT2RP2001769 

MT2RP2001784 

HT2RP2Q01805 

NT2RP2001813 

NT2RP200I817 

NT2RP2O0181S 

NT2RP2001837 

HT2RP2001839 

WT2RP2001861 

NT2RP20O1869 

NT2RP2001876 

NT2RP2001878 

NT2RP2001861 

fTT2RP2001883 

WT2RP2001884 

KT2RP2001885 

HT2RP2001898 

NT2RP2OO190O 

NT2RP2D01903 

NT2RP2D01907 

NT2RP2001915 

WT2RP200192I 

KT2RP2001926 

NT2RP2001933 

NT2RP2001936 

HT2RP2001943 

OT2RP2001946 

NT2RP2001947 

NT2RP2001956 

NT2RP2001959 

NT2RP2001976 

WT2RP2001978 

KT2RP2001985 

NT2RP2O01991 

HT2RP2001997 

NT2RP2002015 

NT2RP20020I7 

NT2RP2002025 

HT2RP2002030 

NT2RP2O02032 

NT2RP2O02O33 

KT2RP2O02041 

NT2RP2M2046 

MT2RP2002047 

HT2RP20020SO 

KT2RP2002052 

MT2RP2002058 

MT2RP2002060 

NT2RP20O2063 

NT2RP2002066 

HT2RP2002070 

WT2RP2002076 

NT2RP2002078 

ITT2RP2002079 

NT2RP2002099 

WT2RP20O2105 

KT2RPZ002H5 

MT2RP20W124 

WT2RP2002137 

NT2RP2002139 

ffT2RP2002?S4 

NT2RP2002155 

NT2RP2002172 

ITT2RP200218S 



74.25 
6.1 
18.64 
12.2 
SO. 4 
7.27 
24.91 
16.58 
19.37 
8.35 
52.07 
10.64 
11.51 
15. 67 
1443.8 
66.63 
13.46 
20.73 
11.05 
9.79 
17.49 
13.67 
34.47 
36.39 
11.42 
14.71 
20.64 
6.28 
21.67 
201.65 
4. 33 
14.35 
13.77 
37.12 
13.99 
3.95 
14. 92 
39.84 
28.92 
41.77 
7.84 
63.15 
19.79 
IS. 96 
6.47 
16.16 
10.7 
7.22 
27.7 
14.12 
47.82 
50.79 
3.82 
13.66 
11.59 
15.09 
15. 39 
59.86 
8.42 
93.62 
6.04 
16.04 
26.05 
13.73 



64.35 
6.64 
23.08 
15.41 
58.09 
4.11 
17.75 
14.52 
16.6 
8.88 
48.1 
6.11 
12.01 
6.93 



76.05 
9.79 
23. 59 
15. 49 
53.81 
3.7 
31.06 
27.11 
26.95 
14.85 
60.43 
16.99 
17.12 
15.2 



767.12 607.01 
81.18 119.19 



6.9 
14.58 
14. 47 
12.89 
19. 44 
9.05 
22.9 
16.3 
9. 59 
11.45 
20.42 
10.5 
10.17 



14.73 
24. 60 
16.38 
12.82 
20.82 
20.66 
35.27 
35.12 
15.71 
18.53 
25.84 
8.57 
24.79 



149.79 301.42 



7. 95 

12.6 
15.22 
36.77 
12.07 
7.2 
13.42 

48.8 
28.65 
39.39 

6.18 
38.11 
18. 39 
12.18 

7. 96 
10.25 

8.12 

6. 32 
19. 33 
10.25 
69. 53 
54.44 

6.23 

8.15 
12.19 
12.54 
14.23 
56.27 

8. 75 
131.25 

5.02 
17.28 
32. 14 

14.4 



17.7 
20.91 
14. 24 
50.48 
14.92 

S. 18 
18.23 
68. 43 
40.93 
41.34 

11 
58.94 
22.62 
14. 55 

8. 94 
17.57 
13.82 
13.21 
28 
16.69 

26.7 
56.91 
12.24 
17.98 

18, 

15. 36 
22.91 
77.47 

8.28 
91.96 

12 
22.84 
34. 3$ 

21 



49.19 
6.92 
18.75 
8.88 
41.79 
5.91 
23.35 
17.12 
11.83 
9.01 
41.56 
8.71 
11.39 
18.32 
701.8 
86. 34 
6.96 
18.79 
12.77 
8.11 
11.45 
11.35 
22.68 
23.35 
9. 32 
11.8 
8.64 
7.86 
16.61 
176.35 
7. 78 
12.02 
9. 55 
37.16 
11.27 
7.51 
7.3 
33.02 
26.27 
31.44 
7.44 
48.43 
13.61 
9.42 
7.07 
10. 56 
9.12 
7.18 
16.06 
11.69 
25.88 
34.7 
6.03 
9.69 
6.81 
10.34 
11.04 
56.59 
6.56 
52.77 
5. 24 
17 
17.74 
14.18 



51.48 
5.74 

15.28 
4.21 

32.65 
1.54 

23.21 

15.87 
7.45 
6.82 

38.63 
6.81 
8.77 
7.55 
366.77 

68.67 
6.72 
6.43 
7.63 
6.3 
7.41 
6.61 
13.7 

20.81 
7.07 

23.77 

12.56 
5. 98 

12.12 

143.62 
4.49 
5. 57 
5.93 

44.84 

12.08 
4.61 
5.04 
35.2 
23.9 
32.7 
5. 25 

54. 38 

15.41 

12.66 
2.69 
6.94 
8.72 
3.78 

12.42 
8.3 
50.9 
35.7 
3.97 
6.96 
6.96 
7.26 

12.24 

47.35 
6.55 

52.45 
1.47 
10.94 

14.37 
14.86 



48.88 
5.64 

15.88 
6.14 

39.63 
5.16 

19.49 

19.03 
7.51 
4.27 

33.22 
6.18 
9. 36 

11.74 
733.69 

72.27 
3.84 

10.74 
7.86 
4.57 
6.04 
9.21 

11.83 

17.87 
4.58 
7. 53 
9. 33 
1.91 

14.12 
157.42 
4.49 
5.03 
6.64 
28.4 
8.47 
2. 96 
8.42 

30.44 

23.74 

25.79 
3.93 

37.99 
9 

9.04 
4.33 
8. 28 
4.7 
3.46 
6.01 
5.49 
22.08 
26.78 
4.06 
8 

5.14 
6.01 
9.95 

36.88 
3.48 

52.95 
5. 98 
11 

15.16 
10.72 



16.14 
4.78 

12. 77 
9. 29 

54.02 
5.71 

21.43 
13.8 
9. 29 
3.19 

53.55 
8.15 
10.8 

13.41 
199.74 

80. 49 
5. 67 

17.28 
11 
8. 52 
7. 94 
6.21 

10.15 

10.85 

.8.12 
6.86 
5.24 
4.36 

16.82 
143.79 
2.81 
3.1 
4. 89 

28.39 

13.49 
3.72 
3.4 

23.31 

29. 55 

15.28 
2.63 

33.68 

20.12 
9. 26 
1.22 
6.44 
3.71 
2.87 

14.89 
7.86 

11.62 

21.75 
0.81 
5. 55 
5. 57 
5.5 
11 

55.21 
2.47 
81.88 
2.02 
12.12 
12.76 
12.32 



29.26 
4.07 

15.01 
6.92 

42.75 
4.24 

23.69 

13.73 
9.04 
6.52 

54.23 
6.26 

14. 93 

14.76 
492. 36 

93.38 
4.43 
16.1 

14.26 
7.33 
7.59 

10. 46 

26.13 
17.5 

12.42 

10. 79 
6.37 
3.2 

19.29 
183.78 
5.46 
3.56 
6.51 

20. 28 
12.5 
6.25 
6.85 

31.13 
36.7 

25.82 
4.43 

26.24 

17.67 
8. 52 
3.6 
8.83 
8. 14 
4. 32 

17.06 
7. 37 

12.95 

13.06 
5.31 
8. 29 
8. 29 
9.12 

13. 28 

47.08 
3.09 

52.45 
3.26 

14. 76 

22. 56 

12.52 



21.95 
4.19 

19.71 
9.66 

56.58 
6.18 
22.4 

15. 93 

10. 22 
4.2 

52. 55 
6. 36 
9.65 

12.05 
1929.8 

87.15 
5 

17.71 
12.43 
7.63 
6. 62 
17. 99 
26.9 
22. 37 
62.46 
7.88 
7. 54 
4.16 
13. 33 
182. 57 
10. 35 
4.91 
5.47 
24.2 
12.19 
2.61 
8.43 
31.97 
30.22 
17. 93 
2.72 
30.79 
17. 54 
3. 77 
2.62 
9.43 
3.23 
2.16 
15.58 
6.79 
13.2 
12.15 
3.09 
6.41 
5.75 
6.68 
11.06 
46.87 
3.68 
48.22 
3.03 
13.07 
16.28 
11.2 
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Table 427 



NT2RP2002188I222 
NT2RP2002192 
NT2RP2002193 
NT2RP2O022O8 
NT2RP2002219 
NT2RP2002231 
NT2RP2002232 
NT2RP2002235 
NT2RP2002239 
NT2RP2O02252 
NT2RP2002256 
OT2RP2002257 
NT2RP2002259 
NT2RP2002264 
NT2RP2002267 
MT2RP2002270 
HT2RP2002281 
NT2RP200228S 
NT2RP2002292 
NT2RP2O02299 
NT2RP2O02304 
NT2RP2O02312 
NT2RP2002316 
KT2RP2002325 
KT2RP2002333 
HT2RP2O02371 
MT2RP2O02373 
NT2RP2002381 
KT2RP2D02385 
NT2RP2002394 
NT2RP2002408 
NT2RP2002409 
HT2RP2002424 
NT2RP2002426 
HT2RP2002429 
NT2RP2O02437 
KT2RP2002439 
NT2RP2002442 
NT2RP2002457 
OT2RP20O2464 



NT2RP2002475 
NT2RP2002479 
NT2RP2002487 
NT2RP2002498 
NT2RP2002503 
NT2RP2002504 
NT2RP2002510 
MT2RP2002520 
HT2RP2002527 
NT2RP2002533 
HT2RP2002537 
KT2RP2002S42 
NT2RP2002546 
NT2RP2002549 
KT2RP2002564 
NT2RP20O2591 
NT2RP2002S95 
NT2RP2002602 
HT2RP2002606 
MT2RP2Q02609 
MT2RP2002618 
MT2RP2002621 
NT2RP2002643 
NT2RP2002672 



52 243.75 126. 54 
66. 59 140.59 123.86 



9.92 
24.07 
67.68 
7.62 
82.24 
28.16 
46.02 
7.05 
27. 97 
7.18 
18. 53 
26.23 
32.17 
24. 56 
77.89 
21.39 
54.6 
38.27 
11.94 
27.46 
51.29 
14.79 
37.71 
18. 55 
7.7 
9. 55 
0.45 
32.72 
6. 97 
7.43 
13. 74 
31.08 
5.25 
5. 68 
23.83 
4.21 
5.91 
14.04 
18.47 
4. 38 
8. 46 
12. 42 
38.54 
10. 58 
35.82 
21.45 
36.1 
13.17 
13.08 
68.44 
14. 88 
14.96 
39. 56 
42.59 
5. 68 
54. 53 
12. 52 
11.6 
14 
11.85 
11.04 
6.88 



9. 38 
21.97 
67.68 
8.91 
77.63 
33.42 
63.63 
9.07 
26.83 
9.4 
13. 43 
33.28 
30.6$ 
42.02 
96.13 
25.5 
51.47 
50.42 
6.17 
21.25 
40. 93 
13. 26 
73.03 
14.9 
6.37 
13.3 
2.78 
28.71 
5. 52 
7.51 
18.21 
22.01 
5. 45 
8.15 
11.85 
2.4* 
3.86 
9.04 
16. 05 
4.25 
11.73 
14.56 
26.71 
11.45 
27.78 
19.39 
23.32 
14. 75 
12. 39 
80.08 
18.96 
11.64 
26.21 
28.9 
8 

55.87 
13.19 
17. 33 
10.22 
9.77 
8.19 
6.19 



5.54 
26.87 
54.54 

9.9$ 

81.5 
30.04 
67.29 

9.23 
27.09 

7. 52 
11.26 

22.8 
32.28 
39.93 
97.81 
23. 80 
64.64 
61.77 

8.22 
33.99 
55.81 
29. 38 
60.93 
20.81 
4 

13.26 
2.19 
26.62 
5.11 
7.75 
4.21 
26.45 
6.58 

5.2 
28.63 
10.06 
9.43 
19.39 
30.87 
7.68 
16.26 
14.54 
38. 28 
20.66 
43 
27.79 
35 
23.11 
14.79 
72.33 

17 
16.89 
34. 95 
37.43 
12.85 
75.68 

14 

13.31 
19.04 
15.54 
16.62 
9.33 



1.89 

I. 74 
5.64 

14.79 
42.26 
5.33 
78.38 
28.66 
21.58 
8.29 
15.64 
6.89 
24.93 
12.91 
23.04 
12.56 
150. 54 
18.7 
33.71 
19.46 
10.44 
24. 99 
26.92 
13.29 
25.88 
15.66 
6.91 
6. 59 
4.9 
28.1 
6.31 
10. 28 
14.47 
29. 33 
6.62 
8. 99 
30 
7.13 
6.08 
8.26 
26.73 
9.08 

II. 78 
14.3 

36.97 
9.47 
25.78 
16.61 
20.76 
11.93 
10. 65 
74.6 
15.64 
10.43 
20.11 
32.97 
9. 34 
59.64 
13. 95 
20.12 
13.28 
8.04 
9.29 
7. 99 



124.73 
74.83 
8.2 
10.85 
4S.01 
3.41 
94.62 
25.16 
16.63 
3.79 
11.06 
3.78 
14.6 
13. $8 
23.01 
23.51 
78.9 
13.7 
24.08 
10.3 
3.85 
23.29 
27.74 
7. 49 
22. 98 
7. 83 
3. 79 
3.77 
1.61 
25 
2. 85 
4. 99 
4.22 
10.8 
3. 95 
3.78 
21.32 
2.17 
1.82 
2.91 
13.63 
3. 28 
4. 98 
15.74 
26.13 
10.7 
2$. 92 
13.24 
25.32 
9. 56 
13.69 
46.95 
9. 66 
8.76 
17.81 
30.53 
7.39 
57.23 
17.61 
19.43 
7.51 
5.31 
6.05 
5.59 



74.73 
59.86 

3.35 

11.7 
39.83 

3.41 
65. 26 
22.07 
25.15 
3.9 
11.47 

4.59 
14. 24 
12. 04 
26. 57 

8. 23 
96. 99 
14.18 
25.61 
12. 83 

9.51 
27.25 
16. 77 

7.83 
32.97 
11.84 

4. P* 
3 
3 

26.16 
4.31 
7.17 

10. 67 

28.69 
4. 26 
4. 37 

18.74 
3.83 
4.35 
3.02 

23.54 
4.87 
7.15 

13.48 

31.51 
9. 29 
21 

6.38 
20.27 
7.87 



45.75 
8.83 
6.03 

17.77 

25.24 
5.51 

46.71 
9. 

14.55 
9.69 
5.01 
6. 59 
4.36 



64. 57 
111.82 
4.38 
14.39 
12.23 
3.43 
53.25 
20.58 
34. 54 
4.57 
26.86 
5. 56 
10. 77 
9.7 
18. 83 
20.01 
77. 36 
19. 97 
33.57 
10.02 
5.62 
22. 52 
8.08 
6.29 
22.31 
19.13 
4.84 
6.54 
0.24 
15.67 
2.1 
4.61 
7.29 
38. 27 
5. 54 
5.91 
18.69 
3.89 
4. 32 
6.2 
27.01 
3. 36 
5.71 
11.49 
31.04 
7 

29. 92 
14.06 
27.42 
8.62 
8.5 
49.02 
6.06 
5.02 
18.21 
25 
5.35 
59.72 
13.98 
10.05 
7. $6 
3.35 
3.63 
3. 64 



82.95 
74. 79 
2.62 
13.9 
52.49 
5.73 
57.27 
21.22 
22.68 
3.45 
22.34 
4.76 
18.34 
17.76 
21.9 
17.31 
60.86 
22.13 
27.11 
9.38 
11.16 
32.61 
18.25 
6.54 
24.03 
18.46 
5.13 
4.52 
0.66 
15.8 
5.36 
5.21 
17.72 
34.3$ 
2. 96 
5. 66 
27.87 
4.18 
3.38 
7.3 
26.72 
7.1 
5.33 
11.5 
37. 76 
7.64 
29.43 
12.04 
26.23 
7.96 
6. 59 
39.47 
11.83 
9. 52 
24.98 
30.71 
4. 75 
54. 59 
12.61 
12.64 
12.06 
5. 97 
6.53 
6.54 



98.67 
70.77 
2.3 
16.1 
39.63 
5.85 
56.31 
23.01 
19. 45 
2.91 
28.47 
6.16 
15.94 
13.48 
22.12 
11.5 
55.61 
17 
23. 57 
6. 36 
9.83 
25.31 
13.09 
6. 53 
28.79 
18, 
5. 14 
6. 36 
1.05 
20. 33 
5. 24 
4. 74 
5.01 
51.45 
5.77 
5 

21.85 
3 

4.15 
8.31 

27.62 
3. 51 
8.37 

14.04 

40.27 
9.65 
28.5 
8. $9 

15.63 



7. 09 
37.92 
13.67 

9. 
19.23 

25. 

4.31 
54.85 
14.58 
13.06 
11.33 

7.64 
4. 

3 



8 



9 

29 
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Table 428 



NT2RP2002673 
NT2RP2002674 
NTZRP20O2686 
NT2RP2002688 
NT2RP2002695 
NT2RP2002701 
MT2RP2002706 
NT2RP2002710 
NT2RP2O02721 
HT2RP20O2727 
NT2RP2002734 
HT2RP2O02736 
NT2RP2002740 
NT2RP2002741 
NT2RP2002750 
NT2RP2002752 
NT2RP2002753 
NT2RP2002760 
NT2RP2002769 
NT2RP2002778 
NT2RP2002791 
NT2RP2002800 
NT2RP2002805 
NT2RP2002811 
NT2RP2002824 
NT2RP2002839 
NT2RP2002845 
NT2RP2002857 
NT2RP2002862 
NT2RP2002880 
NT2RP2002885 
NT2RP2002891 
NT2RP2002907 
NT2RP2O02925 
NT2RP2002927 
NT2RP2002928 
NT2RP2002929 
NT2RP2002934 
NT2RP2002939 
NT2RP2002942 
NT2RP2002954 
NT2RP2002959 
NT2RP2O02974 
MT2RP2002976 
HT2RP2002979 
NT2RP2002980 
MT2RP2O02986 
HT2RP2002887 
NT2RP2002988 
NT2RP2O02993 
NT2RP2003000 
WT2RP2003008 
NT2RP2O0302O 
MT2RP2003032 
N72RP2003034 
ftT2RP2O03042 
WT2RP2O03050 
HT2RP2O03O60 
W7RP2003073 
NT2RP2003099 
NT2RP2003108 



ITT2RP2003117 
KT2RP2003121 



103.76 
28.24 
20.76 
13. 92 
19.25 
4.75 
14. 53 
30.61 
7. 29 
6.54 
48.13 
9.71 
19.4 
23.72 
63.6 
10. 52 
12.15 
73. 48 
92.25 
10.58 
21.96 
57.56 
10.55 
13.01 
16.63 
7.61 
iz. 27 
13.78 
39.8 
68.2 
6.6 
7.27 
27. 84 
8.14 
11.04 
14.93 
34. 38 
25.44 
16. 49 
SO. 99 
14. 37 
11.9 
27. 97 
33.37 
34. 44 
56.79 
8.8 
103.6 
13. 55 
30. 07 
23. 19 
20. 38 
8.4 
16.62 
9. 72 
7. 27 
41.14 
13. 62 
11.88 
15.8 
16.99 

KT2RP2O03 11S| 140. 52 
8.58 
15. 37 



111.24 
27.69 
27.04 
12.24 
14.55 
5.4 
15.48 
29.84 
6.84 
9. 38 
41.34 
9.47 
13. 22 
17. 52 
50.03 
9. 47 
11.11 
81.4 
85.07 
7.74 
17. 69 
44.66 
19.25 
13.43 
12. 33 
6.4 
9. 25 
16.15 
48.81 
65.99 
7.46 
7.43 
27. 28 
12.06 
11.53 
19.65 
37. 86 
20. 87 
24.31 
BO. 16 
21.3 
10.85 
23.95 
27. 08 
28.83 
52. 53 
8.37 
100.12 
24.45 
31.12 
27.52 
21.66 
9.59 
21.12 
12.06 
6.68 
39.77 
10.73 
6.02 
18. 78 
10.19 
119.44 
4.12 
11.96 



114.16 
34.14 
31\72 
10 
23.17 
12.91 
22.22 
37.75 
7.35 
10. 59 
40. 09 
8.91 
23.87 
33.51 
64. 42 
15.12 
17.25 
101.38 
85. 98 
8.45 
24. 67 
67.26 
27. 64 
18.61 
20. 93 
5. 94 
if. 68 
14. 57 
41.43 
77.82 
15.43 
13 

39. 25 
8.92 
9. 75 
15.07 
32.48 
30.69 
21.25 
86.43 
26.97 
14. 73 
30.02 
30.74 
35.03 
62.74 
8.86 
86. 59 
23.43 
32.86 
36.47 
17.68 
8. 76 
22.97 
10.53 
12.91 
34.47 
6. 38 
S.9 
12. 88 
16.94 
125.07 
8. 

21.6 



70.07 
21.06 
23.26 
14. 56 
14.75 
6.52 
9.32 
21.5 
5.81 
7.9 
29.15 
9. 58 
11.87 
16.7 
39. 1 
8.58 
9.74 
101.02 
43.44 
8.8 
15. 97 
27. 41 
13.98 
12.19 
15. 22 
5.9 
10. 47 
14. 65 
30.51 
51.13 
8.27 
9. 04 
27.93 
6. 22 
8.5 
19.82 
20. 14 
18.19 
14.42 
63.29 
IS. 75 
7.3 
18. 63 
41.03 
24. 79 
67. 66 
6.06 
73. 66 
8. 39 
20.82 
14.21 
30.65 
9. 59 
11.47 
7.37 
7. 34 
22.7 
6. 73 
7. 53 
19. 36 
12.41 
149. 82 
7.48 
10.75 



45.09 
20.78 
22.04 
10.69 
11.8 
3.02 
11.09 
19.35 
4.84 
7.44 
43.09 
7.4 
7.31 
12.26 
24. 44 
15.15 
6.82 
88.73 
97.23 
4.88 
10. 79 
29. 24 
23.59 
7.67 
10. 57 
4. 06 
S.G6 
30.41 
20. 27 
34.35 
7.08 
9. 22 
20.22 
5.24 
11.71 
17.04 
17.6 
13.85 
IS. I 
72.69 
10.45 
8.01 
11.35 
19. 52 
13.64 
61.62 
9.31 
56.64 
5.16 
20. 33 
t3. 97 
18.58 
3.53 
10.11 
15.19 
5.07 
14.89 
19.61 
3.76 
10.86 
6.81 
106.25 
2.66 
8.2 



85. 59 
16.49 
15.33 
8. 28 
15.12 
5.45 
8. 76 
13.67 
2.96 
4.24 
31.56 
9.48 
11.43 
14.24 
35.13 
3.88 
4.55 
62.2 
54.77 
4.14 
19. 44 
35 
9.88 
8. 64 

ir.14 

3.3 
5 

11.09 
24. 76 
43. 94 
4.47 
4.71 
19.34 
3.39 
5 

17.08 
22.45 
16.46 
11.79 
51.11 
11.22 
4. 57 
13.48 
40.87 
25. 53 
49.88 
3.85 
94.83 
5. 67 
19.14 
11.57 
30.92 
4.92 
7.97 
4.72 
3.54 
22.18 
3.28 
4.73 
16.96 
13.61 
154.27 
5. 97 
9.97 



92.44 
24. 37 
8.73 
14. 43 
11.5 
3.43 
5.34 
11.45 
3.61 
4.08 
39.87 
7.64 
6.19 
12.67 
36.13 
2.6 
5.04 
63. 54 
13.8 
4.05 
8. 98 
38.77 
7.4 
7.15 
9.08 
9.77 
6.84 
9. 34 
25.07 
48.02 
4.01 
4. 88 
24.71 
2. 57 
4.88 
11.05 
18.17 
17.37 
7. 22 
69. 34 
8. 24 
5.17 
21.06 
48.18 
28.21 
36.91 
4. 83 
99. 25 
6.67 
25. 73 
16.09 
20.83 
4.04 
7.7 
7. 75 
6.69 
30.79 
5.01 
2.61 
13.15 
6.41 
145.7 
6.92 
7.29 



85.88 
22.8 
8.68 
8.67 
15.77 
3.42 
11.12 
15.23 
3.96 
5.05 
34.2 
7.21 
11.24 
22.55 
36.29 
5.03 
8.44 
64.02 
14. 78 
4.2 
15.96 
66. 85 
10.07 
10.12 
9.37 
3.03 

o. so 
6.45 
37.41 
65. 53 
3.65 
7.24 
20.15 
2.53 
3.47 
6.88 
27. 25 
22.76 
8. 55 
65. 39 
9.15 
3.69 
14.1 
35.03 
33.42 
45.4 
5.06 
107.73 
7.13 
28. 68 
13.68 
11.54 
6. 43 
9.72 
4.61 
5. 74 
33.73 
3.28 
3.98 
11.19 
10.09 
152.43 
5. 37 
7. 74 



91.14 

22.81 

8.13 
10.91 
21.62 
5.6 

9.16 
13. 68 

1.62 
3.6 
33.11 

5.83 
13. 39 

22.7 
30. 98 

3.54 

4. 88 
59.41 
19.69 

5.19 

17.2 
61.35 ' 

7. 75 
7.7 

7. 94 

3.13 

4. UO 

5. 36 
27. 22 
66.61 

3.27 
5.8 
30.92 
2.32 
4.87 
7.13 
31.67 
21.39 
7. 99 
67. 68 
9.35 
3.58 
16.2 
46. 65 
38.67 
40.52 
6. 03 
109.15 
6.64 
29. 96 
17.86 
23.71 
6.19 
7. 64 
8.9 
4. 38 
32.33 
4.49 
5.14 
10.41 
7.95 
149.71 
6.56 
8.68 
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NT2RP2003125 
NT2RP2003127 
NT2RP2Q0W29 
NT2RP2003137 
KT2RP2003136 
NT2RP2003146 
NT2RP2Q03148 
NT2RP2003150 
NT2RP2003157 
NT2RP2003158 
NT2RP2003151 
NT2RP2003164 
NT2RP2003165 
NT2RP2003177 
NT2RP2003179 
NT2RP2003194 
KT2RP2003206 
NT2RP2003210 
NT2RP2003227 
HT2RP2003228 
NT2RP2003230 
NT2RP2003231 
KT2RP2003237 
NT2RP2O03239 
NT2RP2003243 
NT2RP2003265 
NT2RP2003267 
NT2RP2003272 
NT2RP2O03277 
NT2RP2O032SO 
NT2RP2003286 
KT2RP2003293 
OT2RP2003295 
NT2RP2003297 
NT2RP2O033OO 
NT2RP2003J02 
NT2RP2O03307 
NT2RP2003308 
NT2RP2003311 
NT2RP2003329 
NT2RP2O03339 
NT2RP2003345 
NT2RP2O03347 
HT2RP2003367 
HT2RP2Q03369 
NT2RP2003383 
NT2RP2003390 
NT2RP2003391 
NT2RP2003393 
NT2RP2O03394 
NT2RP2003401 
NT2RP2003403 
NT2RP2O03433 
NT2RP2003445 
NT2RP2003446 
NT2RP2O03456 
KT2RP2003466 
AT2RP2003469 
NT2RP200347Q 
HT2RP2003471 
MT2RP2003480I133 
NT2RP2003495 
MT2RP2001499 
KT2RP2003S0Sl 



148.62 
8.19 
5.37 
9.57 
289. 53 

I. 24 
8.05 

10. 24 
3.48 
154.85 
7.49 
3. 55 
12.93 
20.41 
13.75 
60.36 
4. 24 
9.9 
13.08 
16.97 
8. 37 
19.49 
7. 53 
14.69 
18.5 
4.16 
60.51 
18. 93 
51.75 
28.6 
5. 27 
449. 62 
31.05 
16.92 
2.42 
4.27 
17. 52 
7. 25 
29. 64 

II. 36 
44. 06 
25.41 

6.25 
15.71 
28. 62 
14.02 
5.02 
7.9 
17. 68 
86 
6.44 
18.73 
3.13 
11.02 
7. 38 
14. 58 
163.89 
5. 44 
4.83 
12. 29 
45 
2.81 
5. 25 
1.66 



154.21 
13. 35 
4.96 
8. 31 
193.02 

I. 09 
4.25 
5. 66 
4.11 

121 
10.19 
3.69 

8. 52 
17. 38 

8. 83 
55.91 
5.6 

9. 36 
17.16 
20.02 

4. 38 
17. 75 
6. 29 
12.62 
16.09 
3. 24 
57 
12.31 
42.05 
31.79 
5.54 
544.88 
28.41 
17. 67 
4. 36 
4. 34 
15.84 
8. 66 
20. 85 

II. 27 
51.39 
28. 87 
20.81 

9.07 
21.24 
11.63 
4.43 
10.18 
10. 78 
76. 56 
4.6 
19.58 
7. 64 
10.94 
5.87 
16.09 
136.64 
3.7 
5. 55 
11.22 
297.88 
3.4 
3.3 
1.94 



165.76 
12.24 
2.74 
8.47 
256.72 
7. 94 
16.47 
13.18 
8.05 
143.84 
13.16 
5.64 
16. 52 
32.83 
17.7 
80.01 
7.88 
13.05 
19.16 
17.73 
11.24 
28.22 
14. 94 
13.82 
21.39 
4.38 
71.61 
21.16 
60. 

33.98 
11.77 
531.61 
29.77 
19.83 
4.19 
3.43 
29.67 
14.15 
41.04 
19.3 
68.66 
30.12 
11.17 
15.92 
26 
23.31 
9.92 
14.85 
13.47 
96.35 
7.19 
18.59 
13.92 
17.55 
15.32 
17.24 
191.26 
5.03 
5.49 
13.81 
151.87 
10.31 
9.47 
6.72 



136. 93 
9.29 
4.8 
10. 46 
147.84 
3.13 
5.03 
8.31 
5.53 
65.15 
11.02 
7.04 
10.68 
19.51 
6.83 
51.34 
6.81 
7.55 
9.3 
19.68 
9. 26 
19.04 
7. 53 
13.64 
14. 68 
3.11 
43.05 
15.62 
30. 74 
27.16 
5. 48 
480. 84 
21.7 
9. 38 
5.32 
7. 02 
14. 93 
6.9 
22.79 
9.84 
63. 28 
15.65 
7.75 
25.01 
6. 89 
10. 33 
6.51 
7.86 
5. 99 
85.96 
7.26 
16. 65 
4. 56 
8.15 
8.9 
7. 76 
110.44 
4. 74 
5.65 
11.17 
131.22 
5.19 
3.94 
4.41 



87.76 
4.08 

I. 83 
3.57 

144.9 
0.31 
5. 56 
3.11 
2.9 

86.73 
5.25 
3. 38 
5.85 

10.51 
5.73 
60.6 
4. 57 
5.04 
7.87 

23.22 
4.24 

13.83 
4.21 
7.63 

13.35 
1.7 

41.52 
7.25 

24.64 
26.4 
3. 75 
613.42 

14.01 

II. 73 
2.8 

4.29 
9.5 
4.51 
16. 59 
10.72 
61.45 
24.89 
7.09 
12.88 
11.95 
7.37 
4.16 
4.63 
12.67 
75. 14 
3.17 
31.07 
2.36 
5.02 
3.31 
9. 76 
140.43 
2.31 
3.19 
23.03 
166.23 
1.55 
2.15 
2.46 



119.3 


202. 39 


170.18 


181.03 






4.24 


7. 52 


6.27 


6.75 






1.5 


2.73 


2.54 


2.23 






7.13 


10.02 


8.73 


11.39 






131.2 


108. 58 


156.98 


150.94 


t 


t 


1.29 


1.86 


1.99 


1.77 






4.21 


3.03 


3.24 


3.73 






3.38 


5.08 


3.43 


3.42 






2.53 


3. 08 


2.03 


2.29 






95. 34 


71.82 


47.43 


71.44 


t 


tt 


6. 57 


6.09 


5.72 


4.72 




6 


4.04 


7. 46 


5.26 


5.34 






8.09 


3.19 


7.18 


6.13 






7.06 


22.73 


21.74 


21.1 






5.2 


6.82 


13.09 


8.84 




- 


65.85 


42. 59 


38.48 


56.22 






3. 96 


3.75 


3.9 


1.77 






4.08 


4. 47 


4.65 


4.08 


t 


tt 


5.3 


8. 36 


6.37 


6.65 


t 


tt 


23. 36 


16.96 


9.41 


24.11 






4. 38 


5. 34 


6.55 


20.33 






13.5 


4. 32 


15.06 


15.52 






4.44 


2. 72 


5.12 


9.5 






7. 59 


6.01 


11.3 


7.74 




t 


11.44 


13.72 


14.6 


10.6 


t 


t 


1.76 


2.29 


2.83 


1.56 


t 


t 


45. 26 


62. 57 


46.27 


55.1 


t 




9.68 


9.71 


5.82 


7.07 




t 


22.69 


27.09 


34.52 


27.77 


t 


t 


22.37 


7. 26 


22.23 


17.9 


t 


t 


3.02 


2.08 


4.89 


2.65 






591.27 


492.68 


295. 17 


642. 99 






19.1 


19.18 


18.46 


19.51 


** 


tt 


7.84 


3. 24 


6.26 


6.08 


tt 


tt 


1.56 


2. 33 


1.69 


1.31 






2.92 


3. 56 


4.67 


4.2 






10.4 


16.56 


17.1 


22.41 






4.44 


3. 22 


4.76 


6.65 






15.7 


26.2 


28. 58 


26.19 






8.3 


6. 72 


6.84 


5. 55 




t 


41.92 


35.03 


31.79 


30. 76 




t 


17.7 


13.62 


14.02 


13.58 


t 


tt 


4.08 


5. 16 


5.37 


4.53 






13. 97 


19.6 


13.55 


17.34 






10.09 


4.71 


10.13 


9.11 


tt 


tt 


5.29 


4.94 


12.01 


8.63 






1.23 


2.19 


2.23 


1.48 






3.15 


3.6 


3.53 


4.66 




t 


3. 97 


3. 38 


3.45 


4.48 




tt 


69.1 


44.7 


55. 38 


51.85 




tt 


2.2 


2.64 


2.79 


2.35 




t 


15. 94 


9. 34 


7.98 


7.02 




tt 


2.9 


0. 77 


3.05 


2.35 


t 


t 


3. 19 


3. 72 


5.83 


4.71 


t 


t 


1.64 


2.84 


3.34 


2.61 






4.68 


6.41 


6.61 


4.94 


tt 


tt 


151.43 


83.63 


87.04 


121.39 




t 


1.35 


2. 28 


1.42 


1.62 




tt 


3.4 


4.42 


1.43 


3 






8.88 


5.31 


3.9 


2.98 




tt 


117.7 


104.84 202.75 202.47 






2.41 


0. 68 


1.49 


0.7 






2.35 


2.44 


6.25 


5.89 






0.11 


0.21 


3 


0 
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NT2RP2003506 
NT2RP20O3511 
NT2RP2O03513 
NT2RP2003517 
NT2RP2O03522 
HT2RP2003525 
NT2RP2003533 
NT2RP2003S41 
NT2RP2003S43 
NT2RP2003545 
NT2RP2O03559 
NT2RP2003564 
NT2RP2003565 
NT2RP2O03567 
NT2RP2003575 228 
NT2RP20Q3576 
NT2RP2003579 
NT2RP2003581 
NT2RP2003587 
NT2RP2003S90 
NT2RP2003593 
NT2RP2O03596 
NT2RP2O03599 
NT2RP2003600 
MT2RP20036Q4 
NT2RP2003629 
HT2RP2003630 
NT2RP2003643 
NT2RP2O03655 
MT2RP2003664 
NT2RP2O03668 
NT2RP2003687 
NT2RP2003691 
MT2RP2003702 
NT2RP2O03704 
MT2RP2003706 
KT2RP2003713 
MT2RP2003714 
NT2RP2003727 
NT2RP2003737 
HT2RP2O03751 
HT2RP2O03760 
WT2RP2003764 
NT2RP2O03769 
MT2RP200377O 
NT2RP2O03777 
NT2RP2003781 
NT2RP200378S 
HT2RP2003793 
WT2RP20038Q6 
RTT2RP2O0382S 121 
NT2RP2003340 
OT2RP2003857 
WT2RP2O03S59 
KT2RP2O03871 
NT2RP2003876 
MT2RP2003878 
ITT2RP2003685 
NT2RP2003898 
WTZRP2003902 
KT2RP2003912 
NT2RW003931 
NT2RP2O0394O 
KT2RP2O0395O 



18.91 
12.05 
5.02 
3.09 
5.79 
12.34 
88.01 
3.67 
6.02 
16.66 
24.73 
4.21 
5.56 
52. 47 
.18 
12.51 
6.35 
5. 18 
5. 23 
10. 26 
30.36 

9. 32 
23.27 
19.86 

5.88 
6.19 
4.6 
14, 26 
7. 62 
8. 96 
5.83 
2.45 
2.86 
7. 99 
6.1) 
7. 36 

10. 55 
8. 27 

13. 72 
5.45 
4. 58 
5.71 
4. 38 
20. 81 
46. 73 
15.17 
85.09 
11.62 
16.4 
22.61 
i.72 
11. 66 
12. 37 
19. 27 
24.21 
10. 53 
8. 32 
6. 06 
16.47 
21.99 
35.16 
16.31 
26.29 
10. 42 



15.11 
3.9 
4.48 

I. 94 
5. 52 

13.08 
167.21 
3.34 
7.31 
28.91 
30. 59 
3.5 
6.05 
49.61 
422 
13. 48 
14. 72 
8.39 
4.31 
7.56 
26.83 
8. 79 
13.17 
30.4 
9.89 
7.7 
3.1 
14.44 
6. 24 
13. 57 
2.7 
2.75 
0.41 
4.44 
9.87 
9.13 
5.71 
4.37 
9.91 
5.17 
1.12 
6. 37 
3.82 
10.06 
23.49 
10.4 
53.2 
18.04 
16.91 
30.87 
69.01 
9.2 
17.33 
8.66 
21.74 

II. 98 
9.1 

8.46 
22.78 
10.54 
73.65 
15. 84 
28.19 

7.47 



:S 



21.41 
4.64 
4.09 
2.24 
8.11 
16.44 
169.95 
5.25 
6.9 
37 
37.42 
2.84 
9.75 
31.71 
264. 34 
14.93 
8.6! 

3. 93 
7.31 
29 
11.25 
35 
31.86 
7.47 
5.26 
1.8 
12.75 
7.73 
11.03 
3.35 
3.32 
1.55 
8.03 
8.33 
9. 09 
14.4 
12.63 
16.65 
12.85 
4. 62 
7.89 
3.93 
18.85 
36.27 
15.63 
80.23 
20.61 
28.84 
30. 72 
127. 36 
14.49 
20.12 
21.11 
19. 35 
18. 66 
10. 32 
6.77 
20.73 
20. 36 
32. 26 
40.63 
28.81 
13.08 



10.64 
8.42 
4. 53 
4.01 
4.61 
6.02 
95.54 
3.35 
4.81 
10. 57 
18. 05 
5.11 
8.3 
25. 62 
79.35 
11.41 
5. 77 
5. 34 
4.85 
8.22 
16.89 
13.55 
8. 05 
22.5 
5.4 
5.58 
4.67 
14.01 

7. 33 
11.23 

6.14 
4. 63 
4. 29 
9. 77 
7.33 
6. 95 
8.75 
8. 63 
14.5 
7.76 
4. 58 
7.16 
5.42 
16.88 
27. 58 
9.4 
44.9 
13. 78 
17.84 
19. 98 
108.65 
9.94 
13.2 
12. 54 
11.95 
19.02 

8. 36 
5. 72 

12.55 
16.69 
21.66 
15.98 
19.73 
10.4 



13.4 
8. 48 
1.64 
1.27 
3.87 
5. 34 
157.31 
1.69 
3.89 
5.83 

13.28 
2.21 
2.97 

16. 56 
234. 74 

10. 35 
5 

1.72 
1.48 
4.4 

17.04 
9. 73 

27.81 
9.14 
1.89 
3.64 
0.47 
7.67 
2.44 

17.02 
1.92 
0. 64 
1.06 

I. 89 
6.55 
3.88 
4.92 
2. 38 
8.49 
3.42 
0. 42 
2.44 
1.13 
9.37 

17. 68 
5.35 

32.69 
15.2 
16.4 

15. 24 
103.08 
6.01 

12.38 
7.05 
9.6 
25.1 
3.76 
4. 33 
8.77 
8 

23.62 
12.61 

II. 64 
5.75 



7.04 
3 

2.04 
1.81 
1.76 
4.08 

89.62 
1.26 
1.42 
7.38 

13.04 
2.76 
4.12 

16.12 
114.07 
7. 47 
3.85 

I. 57 
2.81 

10.25 
17.86 
9.49 
6.94 
19.7 

I. 85 
2.51 
1.48 
9.12 

6.8 
7. 98 
4.61 
2. 77 
2.07 
6. 56 
3.79 

3.8 
4.56 
6.34 
5.28 
3.25 
0.71 
3.65 
2.52 
7. 83 
15. 16 

5 

44.6 
6.96 
19.5 

17. 95 
122.02 
4.99 
5. 39 
8. 25 

10.67 

II. 05 
3 

2.2 

II. 94 
10.58 
12.49 
14.09 

14 
5.62 



,15 
.22 
.58 
.81 
.31 
.04 



4, 
2 
2 
1 
1 
6 

178.82 
1.11 
3.96 
9 

17.81 
1.47 
3.13 
8.17 
248.45 
9.35 
5.14 
1.66 
2.91 
8.81 

10.43 
8.79 
3.86 

15.99 
3.39 
3.1 
1.43 

19.42 
2.97 
3.52 
2.43 
0.71 
1.69 
5.26 
6.43 
6.16 
5. 34 
8.02 
4.4 
3.61 
2.16 
5.53 
3.39 
5.73 

13.53 
5.51 

88.34 
6.32 
8.6 

21.46 
106.86 
S.06 
3.92 
3.14 
5.81 
7.68 
4.02 
4.11 
7.99 
8.28 

13.67 

15.19 

20.12 
6.83 



4.83 
2.49 
1.55 
0.62 
4.96 
6.6 
120.18 
0.78 
1.71 
7.02 
5.8 
1.11 
4.62 
19.23 
399.29 
12.38 
3.96 
0.89 
3.12 
5.02 
21.71 
14. 74 
4 

13. S3 
3.16 
3.51 
1.9 

10.04 
5.19 
3.83 
9.15 
2.3 
2.35 
5.52 
2.95 
3.16 
3.61 
5. 56 
3.92 
5.76 
1.87 
4.39 
1.74 

10.32 

17.82 
8. 22 

75.84 
9.84 
5.86 

20.85 
101.92 
8.29 

13.14 
9. 73 
8.41 

10.36 
3.95 
3. 32 
8.27 

15.68 

18.46 

20.43 
26.2 
8.37 



3.94 
1.23 
3.7 
1.53 
5.44 
5. 02 
151.89 
0.47 
3.06 
10. 57 
6.39 
1.54 

3. 34 
14.83 
319.2 
11.58 

3.9 
1.73 
2.6 
6.24 

15.35 
9.47 

10. 53 
9.08 
2.76 
2. 87 
2.02 

13.07 

4. 57 
3. 73 
4. 25 
0.91 
1.51 
3.42 
5. 24 
4.56 
4.08 
6.23 

5. 54 
7.42 
0.69 
4.01 
2.45 
7.17 

25.92 
8.17 
75. 38 
5.9 
10.58 
31.8 
114. 26 
6.32 
19.37 
13.41 
8.75 
8.8 
3.32 
4.21 
7.33 
15.89 
19.33 
45.95 
22.66 
6.11 
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NT2RP2003952 8.61 6.4 10.47 

WT2RP2003968 14.45 22.39 24.81 

NT2RP20O3976 33. 5 36.02 32. 11 

MT2RP2003981 10.38 7.73 15.47 

NT2RP2003984 21.86 17.33 21.82 

NT2RP2003986 29.04 20.99 42.5 

NT2RP2003988 17.98 13.51 22.96 

NT2RP2004013 76.9 66.49 68.74 

WT2RP2Q04D14 12.05 10.78 9.86 

NT2RP2004036 38.11 34.32 48.47 
NT2RP2004041 15.68 9.6 13.65 
NT2RP2004042 10.47 6.9 14.24 

HT2RP2004049 50.08 29.35 58.86 

NT2RP2004060 14.43 11.83 19.24 

NT2RP2004066 9.22 7.65 15.12 
NT2RP2004069 13.07 11 19.34 

NT2RP2004076 7.23 8.97 8.94 

KT2RP2004080 16.76 19.32 21. IZ 

NT2RP2004081 12.13 9.06 12.95 
NT2RP2004098 14.04 9.1 18.6 

HT2RP2004108 15 13.48 22.62 
NT2RP2004124 8.21 9.75 17.19 

NT2RP2004130 14.54 18.18 16.71 
NT2RP2004133 9.17 7.74 14.55 
WT2RP2004141 13.91 6.7 8.65 

H72RP2004142 20.24 20.66 23.15 

NT2RP2004152 12.94 17.34 28.22 
NT2RP2Q04165 23.06 20.1 27. 11 
NT2RP2004170 14.84 22.1 21.27 
HT2RP2004172 11.82 8.43 19.13 

HT2RP2004176 16.04 24.68 27.17 

KT2RP2004179 11.06 11.88 18.99 
MT2RP2004187 10.62 14.3 17.05 

HT2RP2004190 11.44 13.08 11.65 

NT2RP2004194 34.23 32.85 35.34 

MT2RP2004196 30.83 39.33 27.33 

NT2RP200420S 29.01 29.84 37.62 

HT2RP2004207 8.99 13.88 16.49 

MT2RP2004226 17.66 11.75 16.67 
KT2RP20O4232 9.38 7.39 12.33 

NT2RP2004239 9.12 12.33 10.22 

MT2RP2004240 34.67 45.84 33.56 

NT2RP2004242 15.64 15.83 16.65 
HT2RP2004245 7.49 8.21 10.79 

MT2RP2O04270 82.73 47.21 68.41 
NT2RP2004300 12.51 8.53 13.1 

NT2RP2004304 16.04 25.81 28.38 
HT2RP2004313 5.32 5.55 8.05 

NT2RP2004316 7.59 19.66 19.22 

NT2RP2004321 11.35 10.01 12.72 
HT2RP2004336 6.56 6.01 5.01 

NT2RP2004339 86.87 54.65 64.97 

NT2RP2004347 9.56 12.29 15.81 

NT2RP2004364 17.82 15.18 19.5 

MT2RP200436S 16.43 16.15 23 

NT2RP2004366 6.71 10.58 9.59 

NT2RP2004373 12.26 11.21 11.74 

HT2RP20O4375 63.47 77.52 81.72 

NT2RP2004389 11.31 16.36 12.26 

MT2RP2004392 57.13 31.73 43.78 
NT2RP2004396 13.42 9.2 11.06 
MT2RP2004399 25.77 19.74 26. 11 
NT2RP2004400 10.29 9.25 9.33 

NT2RP2004404I142.91 126.47 123.47 



5. 99 
11.6 
28.15 
7.98 
17. 29 
17. 22 
15. 07 
48.94 
7. 34 
33. 97 
12.24 
8.26 
54.03 
13.07 
7.14 
9.29 
6.15 
10.81 
7.67 
7.17 
10.06 
8.66 
14.91 
6.02 
9. 25 
12.58 
13.04 
14.41 
11.56 
9. 78 
14.08 
6.12 
10. 83 
11.65 
19. 96 
12.84 
20.1 
8.05 
11.25 
6.45 
7. 52 
20. 39 
14. 76 
7.33 
46.4 
8.54 
10.74 
4.79 
7.37 
6.18 
7.15 
50.21 
9.78 
11.98 
8. 67 
7.66 
7.26 
36.96 
9.91 
20.38 
9. 69 
15. 91 
9.9 
87.01 



3.42 
25.12 
26.29 
3.66 
10 
10.06 
9.71 
44. 57 
4.69 
30.52 
6.88 
4.18 
47.21 
7.66 
3.11 
5. 59 
5.2 
7.94 
4.89 
4. 55 
6.21 
5.64 
10.54 
4.47 
S. 97 
8. 99 
12. 79 
8.19 
5.42 
6.66 
13.85 
3.68 
6.49 
16. 98 
14.64 
5.98 
10.4 
7.02 
9.6 
7.37 
5.19 
18.64 
9. 29 
2.04 
33.04 
9.07 
8. 89 
1.11 
4.16 
1.74 
3.63 
27.02 
3.94 
7.62 
6.61 
3.53 
2.71 
16.48 
2.21 
16. 25 
3.69 
12.56 
4.17 
85.43 



3.14 
6.38 

22.25 
7.9 
7.7 

14. 95 

(0.14 

34.09 
5.32 

34.54 
6.29 
4.2 

47.08 
8.82 
3.37 
3.82 
2.62 
4.93 
5.2 
6.94 
6.99 
4.42 

10. 36 

I. 66 
4.12 
0. It 
7.85 

16.16 
12.52 
6 

12.56 
3.62 
6 

5. 99 
15.16 

II. 23 
15.74 
4.72 
5.13 
3.57 
3.55 
6.67 
9.76 
4.45 

45.75 
5.04 
6.86 
1.27 
2.63 
2.16 
3.55 

70.75 
5.75 
12.3 
4.88 
5.17 
4.56 

21.89 
4.95 

19.24 
7.39 

15.11 
8.44 
109.26 



3.11 
6.57 
25.49 
3.93 
4.79 
20.31 
10.31 
28.41 
4.75 
23. 89 
9.46 
3.12 
23.48 
6.25 
2.62 



85 
55 
71 
76 
5. 74 
5.4 
4.13 
6.64 
3.8 
2.68 
7. 76 
8.55 
10.91 
7. 64 
5.08 
15.42 
3.12 
6.3 
14. 27 
22.5 
10.98 
17.25 
8.6 
9.93 
6.49 
2.71 
14.35 
10.22 
4.33 
50.52 
6.79 
7. 57 
2.98 
3.4 
3. 62 
3.66 
73.53 
4.47 
9.63 
6.23 
5.46 
3.35 
34.46 
5.82 
10. 86 
5.67 
9.21 
7.31 
171.94 



4 

9.01 
23.11 
9.3 
10.99 
27.16 
12.25 
25.31 
6.66 
26.94 
7.39 
8. 29 
30.4 
9.01 
3.51 
6.14 
3.66 
6.49 
5. 29 
6.96 
7. 73 
6.1 
6.32 
2.83 
2.87 
8.1 
8.19 
12.82 
14. 97 
5.49 
21.18 
4. 46 
3.3 
4.91 
12.25 
13.1 
16.98 
7.78 
6.52 
3.42 
5.07 
6.97 
6.01 
4.59 
75.49 
9.38 
8.7 
2.46 
2.3 
2.37 
1.85 
111.22 
6.18 
15.21 
5.81 
3.22 
3.56 
29.81 
4.38 
16.27 
7.43 
12.21 
8.61 
127.81 



4. 05 
14.39 
18. 45 
6.45 
18. 59 
19. 47 
15.8 
32. 75 
7. 06 
32.83 
4. 47 
6. 46 
35. 04 
6.7 
3.15 
4. 78 
4.01 
6.54 
3.41 
7.08 
10.17 
2. 63 
8.03 
1.86 
3.2 
8.83 
4,02 
15.14 
10.1 
3.29 
(3.53 
3. 04 
5. 65 
8.09 
14. 92 
14.08 
24.08 
25.16 
8.04 
8.98 
3.29 
4.81 
6.98 
4.95 
70.49 
7.79 
9.4 
2.35 
5.68 
4. 34 
3.64 
98. 32 
9.27 
13.78 
4.59 
3.29 
4.51 
16.56 
4.02 
14.58 
7.76 
10.01 
9.43 
174.94 
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Table 432 



NT2RP2004410 
NT2RP2004412 
NT2RP2004414 
NT2RP2004425 
WT2RP2004447 
NT2RP2004463 
OT2RP2004476 
NT2RP2004488 
NT2RP2004490 
NT2RP2004495 
NT2RP2004512 
NT2RP2004523 
NT2RP2004524 
NT2RP2004535 
HT2RP2004538 
NTZRP2004548 
NT2RP2004551 
MT2RP2004556 
WT2RP2004568 
NT2RP2004580 
NT2RP2004585 104. 
NT2RP2004587 
NT2RP2004594 
WT2RP20O460O 
NT2RP20O46O2 
NT2RP2004606 
NT2RP2004614 
W72RP2004548 
WT2RP2004655 
NT2RP20Q4664 
NT2RP2004670 
NT2RP2004675 
NT2RP2004681 
NT2RP2G04689 
NT2RP2004709 
NT2RP2004710 
NT2RP2004721 
HT2RP2004736 
MT2RP2004743 
ICT2RP20Q4750 
MT2RP2004755 
MT2RP2004767 
WT2RP2004768 
MT2RP2004775 
NT2RP2004791 
NT2RP2004794 
NT2RP2004795 
NT2RP2004799 
W7RP2004802 
MT2RP2004810 
NT2RP2004816 
NT2RP2004837 
KT2RP2Q04841 
NT2RP2004847 
NT2RP2004861 
MT2RP2004897 
1TT2RP2004932 
MT2RP2004933 
MT2RP2004936 
KT2RP2004951 
NT2RP20O49$9| 
KT2RP2004961 
WT2RP2004962 
NT2RP2004966 



39. 53 
14. 74 
8. 26 
10.2 
7.9 
53.44 
18. 45 
10.21 
6.8ft 
59. 84 
17.42 
26.61 
21.22 
39. 58 
145. 51 
21.33 
8.55 
107.44 
25. 54 
28.48 
19 
7.64 
9.49 
11.79 
16.85 
282.85 
9.31 
12.5 
27. 02 
12.3 
9.81 
22.26 
11.82 
5.34 
38. 26 
23.78 
16.3 
12.51 
18. 86 
59.2 
27.3 
16.81 
39. 27 
10.4 
35.3 
54.46 
16.82 
16.76 
42.99 
18.3 
30.61 
55.01 
12.28 
56 
6.61 
8.06 
11.96 
6.78 
9.66 
8. 57 
12.5 
15.97 
15.99 
6.94 



65.74 
10.36 
7 

6.28 

4.2 
48.94 
12.59 
10.37 
9.48 
40.86 
8.07 
22.99 
18. 85 
17. 04 
113.79 
25.87 
11.05 
116.09 
15.99 
22.84 
75. 97 

7.71 

13.7 
11.86 
24. 33 
252.35 

7.04 
37.87 

40.5 
12.14 
11.79 

31.4 
17.49 
26.14 
22.19 
32.41 

9.83 

12.2 
18.19 
56.12 
33. 26 
19.28 
17. 22 

6. 35 
37. 93 
52. 25 
13.04 
14.17 
46.43 
18. 68 
34.82 
32.88 

19.$ 
45.24 

6. 78 

8. 52 
10.46 

7.42 
18. 67 

7.11 
13.69 
14.64 
15.58 

8.72 



46.52 
20. 72 

7.*1 
19. 09 

15.6 
45. 23 
23. 94 
13. 56 
11.96 
52.11 
18. 38 
26. 09 
29.36 
37. 57 
134.59 
20.88 
18.95 
115.34 
32.04 
30.46 
102.59 
10.73 
13.53 
12.42 
21.89 
268.41 
11.06 
41.62 
41.28 
15.06 
9.6 
25.45 
14. 89 

16. 38 
35. 75 
33.69 
18.51 
14.69 
16.11 
63.52 
34. 09 
18. 07 
28. 44 
15.81 
43.25 
59. 56 
16.28 
14. 52 
41.16 

17. 35 
43.2 

59.21 
17.04 
59.59 
10. 74 
10.02 
13.61 
14.62 
21.72 
15.72 
22.18 
23.99 
20.13 
7. 55 



39.11 
26.06 
7.75 
7.43 
7.23 
51.07 
14.93 
8.53 
10.41 
47.08 
11.03 
20. 55 
17.14 
26.29 
95.27 
16.6 
8. 38 
100.64 
18.77 
23.04 
102.16 
6.38 
10.94 
9.8 
13.29 
181.43 
6.07 
14. 38 
26.01 
9.64 
6.17 
19. 55 
8. 26 
16.38 
22. 32 
19.19 
7.64 
12.94 
11.52 
47.6 
17.59 
14.61 
49.02 
7. 59 
33.95 
37. 23 
12. 97 
9.03 
46.78 
9.03 
16.65 
31.78 
13.83 
31.54 
6.21 
7.86 
9.34 
6.21 
10. 34 
9.26 
6.53 
12.05 
13.9 
5.31 



15.74 
1.96 
3.36 
2.9 

I. 76 
39. 96 
16.73 

5.46 

4.06 
29.44 

4.08 

9. 56 
12.55 
26.05 
89.81 
11.36 

5. 53 
83.01 

7.42 
12.01 
96.71 

2. 94 
10.06 

6.39 
12.49 
249. 55 

2.67 

B. 31 
23.69 

6.17 

5.86 
10. 99 

5.82 
9.9 

II. 28 
16.47 

2.48 
8.12 
9.54 
43.74 
21.76 
10.15 
23.23 
3. 37 
20.1 
24.39 
8.52 
7.47 
39.32 
6.57 
15.68 
19.92 
8.03 
30. 59 
2. 52 
4.8 
4.73 
3.1 
4. 39 
2.32 
5.09 
7.35 
10.21 
3.88 



16.36 
8.17 
2.32 
4. 39 
4.51 
24.66 
11.7 
7.65 
3.06 
39. 52 
6.19 
18.73 
10.77 
14. 38 
81.41 
9.17 
4. 59 
68.21 
18.63 
15.3 
82.97 
4.03 
5.96 
8.89 
8.02 
245. 26 
4.48 
11.65 
13 
5. 52 
2.45 
11.73 
3.58 
10.44 
19.42 
14 
4.31 
6.27 
6.56 
38.38 
19.12 
10.32 
30. 46 
4.94 
16.04 
16.04 
3.96 
5.55 
30.76 
4.19 
3.1 
27.08 
5.66 
31.44 
2.33 
3.34 
6.48 
2.23 
7.29 
5.42 
6.63 
8.71 
9.93 
2 



21.28 
6.89 
8.71 
7.1 
4.43 
38.74 
16.21 
8. 97 
6.4 
53.9 

I. 75 
12. 96 
11.27 
14.91 

118.33 
14.62 
5.77 
138.61 
9.21 
24.34 
64.51 
2.08 
7.18 
9.64 
12. 27 
257. 0* 
3.52 
10.13 
4.9 
2.65 
3. 26 
17.4 
5.62 
10.84 
7. 33 
10.16 
3.84 
5. 93 
6. 31 
59.22 
17.05 

II. 83 
23.63 

1.86 
17.4 

14.21 
6.33 
2.73 

28. 53 
8.85 
5.7 

12. 99 
4.26 

43.02 
3.42 
2.33 
4.87 
3.41 
2.62 
3.11 
3.92 

10. 28 
9.78 
4. 34 



23.23 
4.91 
6.3 
5.14 
8. 04 
19. 02 
16. 49 
6.18 
5.15 
45.74 
5.77 
22.93 
10.59 
28.86 
103.7 
15.2 
5.04 
66. 34 
19.06 
30.63 
65.78 
3. 66 
7.17 
7.14 
7.59 
189.04 
3.61 
8.24 
10 
4. 39 
4.14 
17 
7.61 
15. 98 
20.31 
17.13 
6.3 
10.36 
8. 72 
63.07 
12.23 
8.67 
20.93 
3.35 
29.11 
17.04 
6. 26 
2. 76 
29. 92 
4.21 
11.84 
11.53 
5. 92 
39.63 
5.23 
3.07 
3.86 
1.$7 
3.9 
6.13 
5.67 
8.72 
10. 65 
2.81 



25.45 
6. 36 
5.47 
4.24 
6.17 
17.11 
14. 59 
4.15 
3. 37 
40.44 
3. 87 
30.09 
14.51 
19. 32 
132. 33 
15 
6.54 
73.2 
44.48 
24.49 
63.06 
11.64 
14.25 
9.81 
7.04 
158.13 
6.4 
22. 59 
13.87 
2. 54 
2.42 
31.58 
5.68 
14.64 
16.27 
21.44 
2.86 
6.34 
9.61 
62.81 
8.96 
9. 96 
17. 76 
3.03 
27 
17.83 
8. 64 
3.58 
38.26 
4. 39 
0. 57 
9.41 
8.44 
29.56 
3. 33 
4. 66 
6 

1.S4 
3.25 
4.04 
5.43 
8.04 
9.69 
2. 89 
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Table 433 



NT2RP2004967 
NT2RP2004974 
NT2RP2004978 
HT2RP2004982 
NT2RP2004985 
NT2RP2004S99 
NT2RP2OO5Q00 
MT2RP2O05001 
NT2RP2005003 
NT2RP2005012 
HT2RP2OO5018 
NT2RP200S020 
NT2RP2O05022 
NT2RP2OO5027 
HT2RP2005031 
MT2RP2005037 
NT2RP2005038 
NT2RP2005048 
KT2RP2005069 
KT2RP2005073 
NT2RP2005097 
NT2RP2005108 
NT2RP2005116 
NT2RP2005126 
NT2RP2005135 
NT2RP2005139 
KT2RP2005140 
WT2RP2005144 
NT2RP2005147 
KT2RP2005148 
NT2RP2005159 
NT2RP2O05I62 
NT2RP2005183 
NT2RP2005168 
KT2RP2005181 
NT2RP2005204 
NT2RP2005219 
MT2RP2005227 
HT2RP2005237 
NT2RP2005239 
NT2RP2D05247 
NT2RP20O5254 
NT2RP2005270 
NT2RP2005276 
NT2RP200S287 
NT2RP20O5286 
NT2RP2005289 
NT2RP2005293 
NT2RP2005315 
MT2RP20O5322 
NT2RP20O5325 
NT2RP2005336 
MT2RP2005343 
NT2RP200S344 
WT2RP20O5347 
HTT2RP20OS354 
NT2RP2005356 
MT2RP200536O 
MT2RP20O5378 
MT2RP2005391 
HT2RP2005393 
NT2RP2005407 
MT2RP2005419 
NT2RP2005425 



18.8 
8.02 
14.12 
4.88 
209. 85 
16.04 
9.18 
18.08 
15.88 
40.61 
€.29 
138. 98 
8.77 
53.46 
6. 85 
16.82 
6.96 
39.21 
79.3 
67.78 
10.25 
13.57 
11.75 
21.43 
10.21 
4.47 
10.93 
13.73 
22. 69 
19. 34 
9.52 
14.54 
25.5 
10.58 
4.05 
14.87 
24.24 
12.24 
103. 35 
4.86 
22.45 
36.5 
25.5 
40.6 
16.9 
6. 35 
19.76 
9.79 
15.84 
33. 55 
54.2 
20. 36 
12.61 
6.04 
7.59 
41.58 
43.39 
11.79 
29. 24 
8.87 
18.88 
7.79 
14.03 
22.13 



14.08 15.99 
8.78 7.74 
27.31 13.7 
6.54 10.22 
195.75 215; 75 
12.97 26.42 



10.25 
20.79 
14.42 
57.66 
10.32 
109.02 
8.01 
62.9 
8.81 
18. 46 
8. 98 
28.46 
47.14 
54.66 
7.51 
11.63 
10.87 
28.84 
11.92 
5.9 
7.52 
10.54 
15.06 
14.98 
7.06 
12.5 
37.52 
6. 62 
2.99 
10.24 
19.15 
9.75 



11.07 
40.06 
15.05 
43.61 
12.32 
105. 29 
12. 34 
53. 33 

9.58 
19.47 
11.09 
29.89 
64. 37 
62.54 
14. 59 
13.11 
12.14 
28.25 
11.29 

6.41 

7.44 
13.89 
21.74 

12 

9.83 
16.31 
33.86 
14.16 

8.75 
20.73 
32.19 
17.91 



89.54 103.29 



6.22 
26.01 
15.86 
13.21 
21.43 
10. 22 

8.09 
15.26 
11.07 
21 

31.7 
44 
12.98 
22.98 
8.8 

13.3 
40.59 
32.77 
10 
21.46 
18.64 
11.72 
10.99 
13.17 
23.63 



9.52 
32.27 

25 

29.5 
40.17 
25.14 

8.85 
21.43 
10. 95 
21.65 
65. 26 
55. 99 
27. 96 
14.15 
10.41 

8. 99 

43.7 
43.03 
18.74 

29 

25.46 
17.99 
12.03 
13.95 
29.77 



13.12 
5.74 
11.96 
4.28 
166.58 
17.44 
6. 99 
15.62 
11.32 
20.05 
7.2 
97.72 
8.19 
58.43 
5.73 
6.47 
7.2 
31.24 
36.64 
70.16 
6.49 
6. 87 
10.24 
14.77 
12.06 
5. 94 
7. 58 
8.29 
11.07 
16.32 
13.34 
14.53 
15.82 
11.05 
6.74 
15.12 
26.01 
17.67 
128.64 
8.57 
32.43 
17.04 
13.51 
20.18 
13.6 
7.18 
14.2 
8.57 
20.97 
25.82 
36.68 
11.35 
9.9 
6.62 
7.33 
31.3 
61.06 
11.01 
11.99 
15.21 
12.44 
9.14 
13.78 
16.49 



6.04 
3.27 
4.65 
1.48 
153.94 
8.41 
2.87 

11.69 
5.53 

11.76 
3.34 

59.61 
7.74 

50.24 
4.02 
4. 36 
2.46 

22.21 

18.08 

48.06 

I. 21 
5.69 
4.17 
6.89 
3.02 
3.02 
3.55 
4.49 
5.61 

7.5 
5.14 
7.94 

13. 92 
5.89 
2.11 
7.06 

12. 29 
5.27 

70.44 
2.23 

14. 24 

II. 36 
9.93 

14.43 
9.12 
3.2 

10. 57 
5.47 
8.72 

25. 53 

30. 92 
7.87 
5.77 
3.18 
4. 35 

2L57 

32.41 
6.71 
9.12 
9.76 
7.52 
5.76 
13.3 

17.86 



9. 98 
3.73 
6.79 
0.85 
206.41 

10.32 
3. 26 

13.08 
6.52 

16.65 
4.91 

79. 54 
5.07 
56.5 
3.36 
2.93 
3.49 

43.14 

20. 34 
81.7 
4.7 
6. 68 
4. 29 
5. 64 
7.4 
9.46 
5.44 
7.83 

11.36 

14.47 
7.92 
8 

18.66 
4.43 
1.29 
10.51 
15.28 
7.45 
96.83 
3.55 
19.04 
15.24 
13.53 
16.86 
7.29 
3.43 
10.92 
3.14 
12 
26.43 
29.07 
9.01 
8.7 
3.71 
4. 03 
29.41 
50. 49 
7.24 
7.48 
9 

10.75 
6 

12.37 
16 



11.43 
5.44 
4.16 

I. 99 
198.37 

9.65 
5.46 
12.25 
11.83 
21.02 
3.54 
117.66 
4.96 
33.74 
3.46 
2.65 
4. 34 
32. 34 
23. 96 
55. 95 
3. 75 
5.31 
7.43 
7. 77 
9.29 
4. 16 
3 

1.S4 
5.53 

18;68 
4.36 
8. 72 

24.95 
4.83 

I. 74 

II. 01 
21.03 
11.51 
61.16 

3.5 
34.79 
5.51 
11.24 
10. 58 
8.33 
4.54 
15.53 
6.98 
13.48 
14.36 
18.94 
10.99 
7.81 
4.76 
4.9 
26.2 
63.9 
3.72 
6.73 
4.05 
12.61 
4.56 

II. 42 
26.07 



12.91 
2.35 
9.57 
1 

224.84 
18.31 
4.95 
15.19 
11.19 
13.16 
5.22 
175.16 
7.16 
38.11 
3.48 
3.66 
2.45 
46.11 
33.08 
55. 76 
2.8 
6. 56 
5.88 
5.68 
7. 72 
4. 52 
4.22 
3.98 
13.64 
18.99 



23.28 



18. 69 
12.06 
75.94 
4.01 
31.96 
13.65 
14.21 
8.43 
9.76 
4.39 
14.93 
5.79 
9.21 
22.11 
27.07 
13.9 
10.19 
3.66 
3.27 
24.6 
54.2 
6.21 
9. 68 
7.34 
18.43 
6.12 
9.28 
23.18 



9.85 
2.1 
4.35 

I. 83 
192.82 

9.11 
3.42 
13.27 
8.75 
20.53 
4.18 
138.64 
9.74 
31.82 
3.14 
6.14 
1.1 
37.29 
29.72 
57.19 
2. 35 
5.73 
6.2 
5. 93 
6. 92 
4.09 
2.26 
2.4 
8.82 
24 
6. OS 
7. 02 
21.32 
4. 36 
2.03 
10.24 
23. 05 

II. 25 
83.42 

4. 35 
33.52 
13.69 
22.67 

8. 36 

8. 
3.3 
15.73 

5.74 
11. 
31.46 
30. 65 
14.17 
10.12 

3.88 

3.77 
22.64 
58.54 

9.76 
15.33 

6.04 
12.16 

6.26 
10.02 
23.95 
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NT2RP200S429 

HT2RP200S436 

KT2RP2005441 

NT2RP2005442 

NT2RP20O5444 

NT2RP2005453 

NT2RP2005457 

NT2RP2005458 

NT2RP2005463 

NT2RP20054S4 

NT2RP20O5465 

NT2RP2005472 

NT2RP2005476 

NT2RP200549O 

NT2RP2005491 

NT2RP2005495 

NT2RP2005496 

NT2RP2005498 

NT2RP2005501 

NT2RP20OSS06 

NT2RP2005509 

NT2RP20055I4 

NT2RP2005520 

NT2RP200SS25 

OT2RP2005531 

NT2RP2005535 

NT2RP2005539 

WT2RP2005S40 

NT2RP200SS41 

NT2RP2005549 

NT2RP2005555 

NT2RP200S557 

NT2RP2005581 

NT2RP2005586 

NT2RP2005597 

NT2RP2005600 

NT2RP2005605 

NT2RP2O05614 

NT2RP2005620 

NT2RP2005622 

NT2RP2005632 

NT2RP2005635 

MT2RP2005637 

NT2RP2005S40 

NT2RP2005645 

NT2RP2005651 

HT2RP2005654 

WT2RP20056B6 

NT2RP2005669 

NT2RP2005670 

MT2RP2005671 

HT2RP2005675 

NT2RP2005683 

MT2RP2005690 

NT2RP2O05694 

NT2RP2OO5701 

NT2RP2005712 

NT2RP2005719 

NT2RP200S722 

NT2RP2005723 

MT2RP20OS72S 

NT2RP2005729 

KT2RP2O05731 

WT2RP2005732 



20.77 
21.72 
12.34 
100. 99 
44. 56 
6.3 
65. 08 
19.63 
26.71 
28.8 
8.44 
156.47 
18.49 
38.19 
79.97 
8.67 
40.82 
14. 64 
15.01 
386.46 
12.93 
15.12 
125.71 
11.61 
6.49 
26. 78 
7.33 
16.33 
14.69 
11.12 
16. 74 
15.1 
28.08 
16.13 
6.89 
10.61 
S3. 68 
9. 49 
17. 66 
16.16 
24. 79 
41.82 
8. 32 
IS. 46 
23. 93 
27.47 
13.13 
12.61 
15. 23 
7. 59 
8.66 
53.41 
12.5 
7.16 
13.45 
21.29 
5.67 
17.92 
24.17 
11.76 
13.16 
20.35 
4. 25 
54.72 



21.25 
21.01 
10. 42 
76.34 
42.84 

5.27 
106.4 
18. 76 
23.66 

25.9 
13.41 
127. 25 
17.23 
48.01 
62.21 
12.67 
33.68 
10.07 
11.26 
291.76 
15.67 
18.77 
88 
19.18 

2.54 
24.33 
11.94 
11.75 
11.15 
11.63 
21.24 
14.02 
26.29 
21.05 

6. 97 

7. 34 
52.91 
10. 07 
10. 99 
16. 55 
21.59 

31.3 
23.19 

12.6 
18.08 
30. 93 
10. 24 
72.48 
15 
11.17 

9. 38 
58.69 
14.86 

9.78 
13.78 
27. 54 
6.5 
12.64 
15.94 
19.91 

8.51 
17.21 

2.53 
53.14 



24.75 
36.27 
16.43 
97.05 
50.52 

7,3 
103.3 
13.48 
25.36 
35.07 
18.06 
179.85 
16.61 
41.98 
87. 46 
12.73 
40.13 
20.28 
15.06. 
402.21 
24.29 
16.43 
119.54 
16.45 

4. 37 

27.3 
16.75 
18.94 
19.91 
18.04 
18.63 
12.36 
29.21 
17.82 

9.77 

12.5 

55 

16.9 

8. 05 
15.71 
16. 99 
47. 35 
12.21 
16.31 
21.54 
34.21 
14.43 
13.27 
15.44 
16.69 

12 
56.21 
22.54 

9.15 
12.27 

24.8 

6.73 
12.02 
25.68 
11.37 
18.51 
20. 34 

4.11 
65.72 



28. 87 
15.82 
6.82 



19.9 
10.49 
3.95 



85.22 107.34 
45 41.48 



6.26 
51.25 
12. 24 
21.35 
16.26 
10. 55 
146.2 
16.08 
41.4 
43.7 
8.05 
35. 53 
8.15 
10.4 



2.81 
79.76 
12.61 
13.39 
12.23 

9.11 



22.9 
11.17 

2.88 
64.16 
37. 39 

2.81 
59. 93 

6. 33 
12.75 

8. 38 

6.34 



122.26 139.88 



8.51 
60.4 
46.69 
5.23 
16.36 
3.71 
6. 02 



7.62 
46.27 
33.15 
3.12 
22.99 
0. 94 
5.78 



469.63 426.17 208.66 

8.78 9.8 9.01 

9.09 7. 1 7.44 

107.31 84.59 104.73 

11.91 8.22 5.77 

5. 65 2.65 0.74 

18.42 7.97 16.95 

8.51 6.39 4.26 

9.77 17.11 5.41 

13.02 7.16 8. 12 

9.08 7.83 5.49 
10.59 10.43 7.67 
10.06 7.31 4.94 
26.59 10.92 19.41 

8.84 4.94 6.39 

7.01 1.89 3.66 

8.41 8.29 5. 16 

30.27 27.97 29.06 

6.5 3.69 4.19 

7. 1 2.87 3. 18 

9.98 5.85 5.98 

24.01 11.37 16.72 

47.22 30.84 66.01 
8.57 5.9 4.47 

14.33 9.36 13.4 

10.6 8.02 9.84 

15.98 10.8 18.12 

6.36 4.26 2.41 
7.56 5.9 4.42 

12.86 8.17 11.55 

7.09 6.37 6.24 
6.17 4.27 6.41 

73.47 47.06 88.08 

12.03 8.9 11. 13 
7.31 2.58 3.76 
8.68 4.9 4.46 

13.54 7.14 7.23 

7.41 2.31 3.04 

8.92 5.92 13.08 

22.5 8.47 9.89 

8.9 4.43 7.12 

13.17 7.93 10.58 

11.64 9.52 5.76 
5.17 0 0.69 

91.69 67.12 83.97 



31.5 
6.19 
3.88 

56.06 

33.32 
2.27 

40. 37 
8. 23 

11.08 
4.05 
5.69 
141.98 

10. 76 
36.8 

42.26 
3.29 

49.27 
3.15 
5. 37 
248.04 

11.69 
5.07 
102.45 
3.77 
1.72 

13.78 
3.51 
9.79 
7.95 
4.23 
9.05 
4.63 

31.66 
4.6 
2.71 
5.14 

25. 09 
2.85 
7.89 
5.01 

22.78 

30. 58 
3.6 

14.45 

11.24 

23.48 
3.56 
7.43 
8.81 
3.96 
3.39 

46.13 

12.51 
6.01 
6.63 
9.96 
4.59 
4.64 
8.38 
5.6 
7.65 

12.25 
1.06 

67.17 



41.11 
10.76 

5. 58 
96.44 
34. 33 

2.79 

56.9 
12. 39 
11.67 
11.36 

6.77 
194.05 

9.58 
25.85 
41.55 

2.22 
41.88 

5.06 

7.88 
333.44 
14. 68 

6.13 
122.23 

4.63 

I. 38 
20. 87 

3. S3 
8.14 
8.57 
4.44 
5.08 
4.36 

21.24 
7.07 
4.02 
5.97 

21.21 
3.64 
3.09 
2.43 

10.85 

31.82 
7. 75 

17. 32 
9.09 

20.74 
3.27 
6.32 
7.49 
S.41 
7.42 

47.46 

II. 13 
4.75 
6.81 
8. 67 
2.66 

11.29 
12.95 
6.31 
8.96 
8.44 
1.65 
50.47 



27.5 
15.31 

7.88 
76.81 

40.3 

2. 65 
47. 82 
11.01 

8. 93 
13.81 

5.88 
169 

6.82 
27. 98 
39.38 

4.63 
52.93 

7.24 
6.8 
241.5 
14.73 

3.95 
104.75 

4.84 
1.4 
16.38 

4.38 

4.41 
7 

5.21 
3.67 
4.73 

23.29 
6.9 
1.82 
3.47 

26.25 
2.63 
3.37 
3. 54 

12.69 

30.82 
5.54 

12.67 
9.16 

24.88 
5.28 
9.59 
8.17 
8.38 
4.3S 

45.27 
11 
5.81 
8.01 
7.38 
2.66 
9.06 
9.48 
6.59 

10.35 

10.44 
0.86 

67.53 
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Table 435 



NT2RP2005737 

KT2RP2005741 

NT2RP200S748 

NT2RP2005752 

HT2RP20O5753 

HT2RP20O5763 

HT2RP2005767 

NT2RP20O5773 

NT2RP2005774 

KT2RP2005775 

HT2RP2005781 

NT2RP2005784 

NT2RP2005789 

NT2RP2005799 

MT2RP200S804 

HT2RP2005812 

NT2RP2005815 

NT2RP2005835 

NT2RP2005841 

NT2RP2005853 

NT2RP20058S7 

NT2RP2005859 

NT2RP2005860 

NT2RP2005863 

KT2RP200S8S8 

NT2RP2005876 

HT2RP2005878 

NT2RP2005883 

NT2RP2005886 

NT2RP2005887 

HT2RP2005890 

NT2RP2005901 

KT2RP2005902 

NT2RP200S90S 

NT2RP2005927 

KT2RP2005933 

HT2RP2005941 

NT2RP2005942 

MT2RP2005946 

NT2RP20O5970 

IIT2RP2005980 

NT2RP2005994 

NT2RP2006004 

HT2RP2006013 

NT2RP200S023 

NT2RP2006028 

NT2RP2006038 

NT2RP2006042 

NT2RP2006043 

KT2RP20060S2 

NT2RP2 006057 

MT2RP2006054 

HT2RP2006068 

HT2RP2006069 

NT2RP2006071 

NT2RP2006090 

NT2RP20O6O92 

NT2RP2006097 

HT2RP2006098 

NT2RP2006099 

NT2RP2006100 

NT2RP2006103 

NT2RP2Q06106 

HT2RP2006I27 



61.08 
8.17 
8.36 
31.75 
34.44 
8.76 
8.89 
53.73 
13.75 
12.13 
39.68 
30.34 
16. 92 
11.23 
106.7 
6.56 
2.76 
26.87 
22.25 
18.13 
11.03 
12.15 
0.96 
8.01 
5.66 
29. 94 
17.4 
9. 58 
109.43 
12.65 
11.6 
11.96 
4.82 
24.41 
7.8* 
14.92 
10.69 
10.35 
8.12 
73.5 
7.01 
12.99 
7.54 
11.06 
79.4 
23.13 
4.35 
15.45 
17.81 
12.36 
7 

31.45 
7.85 
10.49 
12.09 
10.61 
15.25 
52.21 
13.67 
65.92 
14. 09 
6. 26 
48 
6.5 



46.51 
4.22 
5.27 
22.62 
30. 95 
7.S2 
8.69 
61.68 
12.5 
7.53 
23.61 
20 
16. 55 
8.75 
97.93 
9.52 
4. 98 
25.04 
27.56 
15.89 
8.75 
11.97 
5.77 
8. 99 
10.09 

9. 36 
21.07 

9.62 
86. 27 
18.34 
13.15 
15.27 

5.49 
23.56 

6.48 
15. 67 

8. 58 
10. 52 

19.6 
72.19 

5.07 

9.14 

4.47 

6.58 
60.33 
26.67 

4.75 
13.74 
13.76 

8. 55 

6.58 
32. 66 
6.5 

8.04 
22.31 
10. 59 

7.07 
101.2 
12.41 
60.33 
12.17 

4. 22 
36 

4.86 



54.73 
11.68 
13.52 
38.43 
48.77 
12.88 
15.86 
69.19 
18.48 
22.24 
38.05 
41.77 
24.71 
9.48 
105.55 
8. 36 
5.71 
37.02 
27.52, 
21.67* 
10.83 
15.23 
2.68 
7.06 
8.76 
44.21 
28.07 
13.3 
131.02 
15.15 
14.84 
14.95 
5.62 
59.06 
15.44 
28.13 
13.22 
11.7 
14.91 
81.01 
5 

13. 53 
13.06 

20.3 
74.67 
22.92 

6.83 
13. 53 
15.29 

16.5 
13.05 

33.8 
16.27 

9.64 
12.61 
22.59 
12.08 
64.35 

21 
80.23 
17.63 

7.72 
55.68 

5.96 



57.66 
6.13 
8.19 
14. 99 
33.24 
6.76 
7.42 
40.66 
16.31 
13.73 
24.73 
17.54 
17.16 
10.01 
76.62 
6.62 
6. 34 
18.31 
20.49 
12.41 
7.42 
11.24 
4.74 
7.45 
11.28 
25.04 
15. 86 
8.93 
108.7 
9. 59 
6.75 
10. 18 
9.24 
23.37 
8.31 
12. 37 
7.84 
8. 52 
5. 77 
50.77 
6. 68 
7.59 
6. 53 
11.12 
51.53 
16.89 
4.07 
9. 24 
13.7 
5.69 
6. 99 
25.4 
7.3 
6.75 
10.26 
7.62 
13.1 
48.63 
14.65 
76.5 
9.6 
5.83 
34.38 
5.76 



30. 52 
3 

171 
13.75 
26.02 
3.85 
5.16 
32. 98 
7.06 
4.82 
22.45 
13.38 
13.64 
3.28 
70. 98 
4.2 
2.94 
16.79 
14.43 
10. 18 
4.51 
7.93 
2.31 
6.66 
4.39 
19.27 
10.5 
5.54 
95. 74 
5.47 
5.32 
6.55 
3.69 
17.17 
4.33 
6.74 
3.9 
4 

6.58 
49.15 



34. 64 
12.58 
1.31 
8. 86 
7. 47 
3 

3.77 

15.66 
3.64 
2.89 
7.27 
4. 75 
8. 69 

48.31 
6.15 

49.76 
8.02 
3.58 

35. 82 
1.93 



54.9 
5.42 
6.33 
18.04 
18.11 
3.68 
5.67 
33.21 
7.63 
6.66 
22.65 
14.34 
7.39 
4.24 
67. 98 
4.89 
2.66 
16.79 
16.92 
1.04 
1.32 
4.86 
1.31 
5. 32 
6.75 
15.81 
10.77 
7.61 
145.77 
2.19 
5.53 
8.12 
5.72 
15.35 
4.46 
6 

3.96 

3.46 

2.97 
40.53 

2.14 
0.3 
2.1 

2.47 
38.07 

6 

0 

3 



8 

4. 
3 
8 
3 

1.65 
0.85 
0.57 
10.62 
38. 97 
8.49 
0.24 
0.77 
2.06 
35.56 
3.45 



80. 55 
3. 62 
3. 46 

15. 51 

26.19 
4. 32 
6.13 

37.38 

18.33 
4.04 
9.91 

11.13 
8.95 
3.37 

110.4 
5. 32 
4. 39 

10. 34 
11.4 
9.88 
4.21 
8.29 
1.34 
7.67 
7.63 

14. 52 
9.96 
3. 43 

77.39 
3.8 
4.7 
6.42 
4.9 

13.41 
3.45 
4 

2.9 
3.66 
4. 94 

67.44 
3.31 
2.32 
2.72 
2.76 

64.39 
6.52 
1.09 
5.34 
9.41 
2.78 
1.75 
6.36 
2.38 
2.28 
3.44 
5. 24 

13.15 

25.59 
5.13 

73.49 
4.01 
2.74 

24.01 
3.78 



70.19 


69.8 




t 


4.85 


3.95 






4.51 


7.44 






16.74 


18. 45 


t 


t 


25. 32 


15. 55 






5.6 


4.17 




* 


4.89 


5.16 






30. 92 


21.66 


t* 


tt 


17. 56 


17. 06 






6.6 


5. 74 






16.91 


23. 06 






13.26 


15.12 






14.02 


9. 78 






6.03 


3.88 




tt 


84.7 


108. 91 


tt 




2.9 


2. 58 




t 


4.52 


4. 97 




* 


14.43 


39. 55 


* 




11.65 


19. 51 


t 


t 


13.51 


11.3 




t 


5.92 


5.5 


t 


tt 


8.94 


6.43 




t 


1.77. 


1.13 






5.36 


4.12 






5.42 


5.14 






17.33 


37. 26 






17.05 


21.58 






11.45 


8.28 






72 


86. 69 






5. 68 


5. 07 


t 


tt 


5.77 


4. 32 


tt 


tt 


5 


5.8 


* 


tt 


8.33 


5. 18 






25.09 


27.9 






5.76 


4. 29 






6.32 


4.28 




t 


4.82 


2. 65 


t 


tt 


4.6 


2.9 


t 


tt 


4.86 


6. 09 






62.72 


62.64 


tt 


t 


3.86 


4.51 




t 


3.71 


4. 52 


t 


tt 


2.9 


3.13 






11.94 


3.04 






76.12 


79.93 


* 




8.45 


15.41 


* 


tt 


0.16 


1.4 




tt 


6.22 


7. 22 


t 


tt 


5.9 


5.89 




tt 


3.7 


3.31 


t 


t 


3.57 


2.95 




t 


7. 35 


7.36 


t 


tt 


4.02 


3.43 






1.16 


1.94 


% 


tt 


3. 17 


3.04 




t 


4.28 


5.3 






8. 79 


8.66 






53.43 


52.7 






8.68 


3.6 




t 


73.17 


78.2 






5.07 


4.69 




tt 


2.72 


2. 55 




t 


21.59 


18.79 




t 


1.37 


2.06 




t 
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NT2RP2006134 

HT2RP200SM1 

NT2RP2006156 

NT2RP2006176 

WT2RP20061S1 

NT2RP2006184 

NT2RP2006186 

NT2RP2006196 

NT2RP2006199 

NT2RP2006200 

KT2RP200621O 

NT2RPZQ06219 

NT2RP2006224 

NT2RP2006237 

NT2RP2006238 

NT2RP2006258 

NT2RP2006261 

NT2RP2006269 

NT2RP2006275 

NT2RP2006282 

NT2RP2006302 

NT2RP2006312 

NT2RP2006320 

NT2RP2006321 

NT2RP2O06323 

NT2RP2006333 

NT2RP2C06334 

NT2RP2006338 

NT2RP2006339 

NT2RP200635S 

NT2RP2006355 

NT2RP2006374 

NT2RP2O06393 

NT2RP2006394 

MT2RP2006400 

NT2RP2006411 

NT2RP2006429 

NT2RP2006435 

NT2RP2006436 

NT2RP2006441 

NT2RP2006447 

MT2RP2006454 

NT2RP2006455 

NT2RP2006456 

NT2RP20064S4 

NT2RP2006467 

NT2RP2Q06472 

WT2RP2Q06474 

NT2RP2006475 

HT2RP2O06476 

NT2RP2006501 

NT2RP200651Z 

NT2RP2006526 

HT2RP2006527 

MT2RP2O06534 

NT2RP2006537 

HT2RP2006543 

HT2RP2006554 

NT2RP200656S 

MT2RP2006571 

HT2RP2006573 

NT2RP2006598 

MT2RP2006601 

KT2RP3O0OO02 



9.57 
13. 6 
43.39 
17.92 
4.75 
64. 52 
8.19 
22.53 
9.01 
7. 28 
90.78 
11.28 
12.75 
7.47 
10. 52 
10.05 
8. 38 
17.03 
46.12 
16.4 
17.18 
31.59 
41.28 
10.41 
7.58 
5.03 
7.94 
12.7 
6.41 
6.78 
5.27 
123.01 
22. 69 
15.6 
8.82 
4.42 
2. 69 
1.14 
18.89 
3.24 
19.2 
8.01 
37.87 
12. 66 
49.31 
7.41 
17.27 
5.31 
14.67 
21.17 
80.64 
10. 73 
12.09 
4.41 
4. 37 
$.9 
12.11 
7. 01 
14. 34 
65. 34 
12.86 
5. 92 
5.92 
17.28 



6.53 
10.51 
37.58 
13. 68 
8.83 
54. 32 
11.92 
23.16 
9.11 
4.32 
69.6 
20.39 
19.13 
20.77 
14.31 
20.38 
9.18 
14.29 
39 
26.43 
26.6 
23.04 
41.71 
9.33 
5.4 
7.52 
8.71 
9.34 
4.31 
12.38 
2. 38 
124.5 
18. 53 
11.55 

4. 99 
4.9 
1.8 

1.44 
25.65 

5. 37 
14.3 
2.56 

46.16 
10.34 
38.6 
7. 72 
35.33 
10.55 
7.33 
14. 25 
47. 79 
9.4 
17.75 
6.17 
9.41 
9. 98 
8.37 
5.37 
12.69 
49. 49 
9. 58 
15. 24 
8. 92 
31.41 



12.45 
20.75 
47.62 
20. 98 
6.23 
63.63 
9.4 
21.9 
8.26 
9.53 
53.22 
17.51 
21.36 
9.96 
12.03 
11.9 
5.31 
15.32 
46.05, 
24.55 
32 
41.51 
36.93 
12.86 
4.29 
4.99 
7.64 
36.56 
4.61 
3.94 
4.32 
151.43 
23 
17.73 
12 
11.08 
8.38 
3.96 
29. 36 
6.45 
18.35 
13.95 
39.71 
20.88 
70.84 
13.37 
39.96 
8.31 
18. 42 
23.98 
67. 64 
12. 56 
22.2 
7.16 
7.99 
11.68 
13.04 
13.62 
22.07 
69.38 
16. 76 
10.14 
7.57 
14.62 



11.76 
11.91 
23.75 
13.87 
3.92 
42.14 
6.19 
14. 52 
8.72 
5.05 
55.44 
8.1 
12.72 
5.08 
6.19 
6.71 
9.6 
11 

70.83 
13.47 
13.26 
9.42 
24.66 
10.26 
6.62 
6.18 
8.5 
7.32 
6.37 
6.81 
5. 39 
183.62 
17.79 
16.97 
10.48 
5.28 
6.1 
3.86 
23.03 
6.78 
21.17 
6.26 
20.34 
11.22 
30. 42 
8.13 
36. 59 
9.45 
13.4 
17.93 
47.86 
6.68 
19.62 
7.48 
5. OS 
11.28 
12.23 
7.47 
6.94 
45.6 
8.82 
5. 39 
6. 45 
22.94 



2.26 
8.44 
15. 94 
7.31 
1.81 
32.28 
2.49 
7.82 
4.43 
3.47 
37.83 
14.35 
10.81 
2.48 
1.38 
3.4 
2.51 
5.59 
38. 96 
12.52 
6.56 
5.96 
13.12 
2.43 
1.35 
1.44 
4.46 
2.93 
3.36 
1.66 
0.85 
144. 52 
6.84 
12.66 
4.15 
2.3 
1.17 
0 
10 
2.17 
15.45 
3.2 
20.45 
5.29 
36.6 
6.48 
25.1 
5. 79 
5. 52 
10.29 
36. 74 
7.05 
16.43 
1.84 
4. 19 
5.12 
3.26 
2.64 
4.33 
41.55 
7.97 
4.46 
4.69 
26.64 



6.54 
5.24 
0.86 
8.84 

I. 3S 
42.22 

2.83 
10. 37 
4.65 
3.37 
25.49 
6.63 
3.64 
0.88 
2.03 
2.58 
4.78 
7.26 
80.2 
6.62 
8.01 
4.21 
15.23 
5.6 
3.01 
5.34 
6.47 
4.16 
3.67 
2.59 
1.53 
148.4 
13.61 
13. 34 

II. 24 
3.07 

I. 68 
1.28 
15.2 
3.47 

16.45 
3.65 

22.87 
5.49 

32.65 
4. 56 

29.12 
7.02 
5. S3 

15. 83 

36.26 
5 

13.33 
1.55 
2.96 
7.83 

II. 04 
2.23 
4.74 

34.63 
5.87 
3.2 
2. 53 

18.92 



9.28 
5.17 
44. 65 
7. 42 
3.97 
63.72 
2.18 
16.26 
6.19 
3.59 
20.22 
11.34 
17.87 
3 

2.55 
5.8 
2.42 
3.86 
37.5 
5.66 
5.28 
6.1 

28.98 
7.6 
7.41 
2.1 
2.3 
2.16 
2.31 
2:74 
2.13 
137.08 

27.67 
9. 59 
9.88 
2.25 
2.03 
1.25 

18.88 
5.5 
6.09 
3.95 

31.23 
7.54 

22.89 
10.4 

15.84 
7.91 
5.81 

16.59 

29.87 
3.87 

17.31 
3.51 
4. 68 

10.34 
6.8 
3.56 
3.36 

47.98 
5.7 
2.52 
4.15 

27.08 



6. 55 
8.6 

56.53 

10.41 
2.61 

47.39 
2.13 

11.79 
4.21 
4.46 

40.51 
9.44 

16.61 
2.56 
2.62 
4.54 
4.07 

12.06 

48.02 
6.21 
4.17 
4.79 
37.1 
9.6 
4.95 
4.81 

4. 34 
2.04 

2.9 
4.14 
3.92 
112.64 
23.54 
13.69 
11.64 
3.04 
2. 68 
0. 25 
16.71 
2.69 
13. 77 
4. 09 
29. 73 
4.09 
19. 33 
4.81 
31.69 
11.16 
10.03 
21.36 
41.76 
4.91 
20.34 
2.56 
2.83 
5.58 

5. 53 
4.89 
7.61 

6S.86 
4.86 
3.49 
3.79 

23.91 



5.96 
15.73 

70.7 

8.82 
2.8 
43.75 

1.87 
10.32 

5.05 

2.65 
30. 76 

19.6 

I. 85 
0.6 

2.66 
6. 64 
4.58 
5.85 
36.3 
6.64 
5.65 
7.53 

32.63 
8. 78" 
4.91 
3.82 
3.32 
3.64 
2.66 
2.84 
2.48 
166.86 

25.74 

11.86 
10.5 
3.21 
1.46 
0.25 

17.66 
1.87 

II. 65 
2.96 

37.11 
3. 92 

15.74 
8.63 

29.65 
8.64 
7.38 

17. 75 

52.91 
5. 32 

13.23 
2.84 
2.5 
8.5 
9. 23 
9. 98 
6.3 

43.68 
5.46 
4.84 
3.96 

17.49 
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NT2RP3000011 
NT2RP3000014ll08 
NT2RP3000016 
NT2RP300O022 
NT2RP3O0OO24 
NT2RP3000031 
NT2RP3000034 
NT2RP3000037 
NT2RP3000040 
NT2RP3000041 
NT2RP3000046 
NT2RP3000047 
NT2RP3000049 
NT2RP3000050 
NT2RP3000051 
HT2RP300O054 
NT2RP3000055 
WT2RP3000056 
NT2RP30OO059 
NT2RP300O053 
NT2RP3000068 
NT2RP3000069 
NT2RP300O072 
NT2RP3OQ0O8O 
NT2RP3000085 
NT2RP3000087 
NT2RP3000092 
NT2RP3000109 
NT2RP3000119 
NT2RP3O00125 
NT2RP3OO0131 
NT2RP3000134 
HT2RP300O137 
HT2RP3000142 
NT2RP3000148 
NT2RP3000149 
NT2RP30O0163 
WT2RP3000168 
WT2RP3000169 
NT2RP300D171 
KT2RP3000172 
HT2RP3000186 
NT2RP30OO197 
MT2RP3OOO20I 
HT2RP3000204 
NT2RP3000207 
NT2RP300O216 
NT2RP3O0O22O 
NT2RP3000221 
NT2RP3000232 
NT2RP300O233 
KT2RP3000234 
N72RP3000235 
HT2RP3000239 
NT2RP3000247 
NT2RP3000251 
NT2RP3OO0252 
MT2RP3OO0255 
HT2RP30G0262 
OT2RP3000266 
NT2RP3000267 
HT2RP3000271 
MT2RP3000278 
MT2RP3000281 



14.9 



.09 109. 54 
14.35 13.63 



7.65 
12.64 
77.24 
6.27 
17.58 
27.59 
5.08 
7.63 
$.93 
6.45 

II. 72 
20. 55 

6.46 
18.47 
1.67 
7.89 
1.84 
6.17 
9.15 
32.05 
25.2 
67.96 

III. 9 
9.87 

10.57 
8.08 
6.75 
13.6 
18.43 
10.23 
3S.53 
26.32 
32.9 
8.85 
IS. 39 
16.25 
6.7S 
40.04 
15.1 
50. 94 
14.53 
4.16 



10.24 
12.37 
79.76 
6.62 
19.44 
16.23 
4.46 
5.75 
4.61 
8.2 
13.02 
9.33 
5.61 
13.61 
2.36 
7.9 
4.14 
8. 89 
8.31 
40. 26 
23.2 
43.89 
96.79 
12.43 
9.88 
6.85 
8.13 
16.29 
21.97 
18.11 
27.58 
39. 38 
38.83 
9. 04 
20.39 
12.33 
12.8 
25.12 
16.13 
62.27 
11.88 
4. 96 



95.59 249.91 



7.95 
22.18 
10.31 
46.66 
8.3 
3.63 
9.35 
18.63 
32.06 
44.56 
21.9 
18.67 
17.74 
37.8 
5.43 
4.92 
6.77 
32.19 



7.31 
29. 86 

9.17 
42.43 
12.35 

3.66 
15.39 
25.23 
44.16 

41.2 
16.55 
16.02 
15. 84 
22.61 

5.61 

10.2 
11.93 
29.94 



15.29 
95. 92 
24.71 
13.67 
14.37 
145. 67 
8.74 
20.81 
24.01 
12.76 
15. 27 
14.06 
10. 35 
12. 95 
16.87 

6.8 
17. 33 
8.51 
22. 2? 

7. 63 
16.21 

8.75 
39.15 
22. 56 
70.79 
117. 72 
24. 83 
12. 54 
10.03 

6.71 
13.49 
18.23 
17.39 
35.61 
34.66 

27.1 
13.21 
19.23 
13.06 
10.62 
32.12 
19.67 
70 

22.5 

6.59 
234.63 

6. 95 
28.92 
11.73 
53.26 

2. 97 

5.86 
13. 27 
22.23 
41.62 
38.69 
21.84 
17.43 
18.49 
54.63 

4. 39 
10.62 

8.85 
32.48 



9.33 
98. 76 
7.65 
9.49 
11.32 
144. 42 
6.38 
11.72 
13.53 
6.9 
8.29 
5.49 
6.13 
7.97 
14.09 
6.67 
12.33 
3.35 
10.9 
4. 56 
5.26 
6.58 
31.11 
18.48 
53.46 
81.88 
8.97 
6.31 



12.52 
9.28 
15. 98 
21.77 
19.53 
14.1 
8. 67 
9.48 
7. 56 
11.26 
25.17 
12.39 
34.47 
7.11 
4.48 
30.21 
6.17 
10.43 
12.25 
15.69 
7.16 
5.35 
13.07 
15.58 
22.69 
25.94 
18.88 
18.73 
25.1 
46.91 
6.25 
7.08 
9.67 
16.28 



4.35 
68.16 
8.46 
4.92 
5.72 
128.63 
3.4 
11.55 
7.79 
3.15 
3.02 
2. 34 
1.6 
7.04 
17. 37 
3.52 
8.89 
1.42 
7.16 

I. 09 
4.81 
4.56 
26.2 

15. 53 
33.71 
54. 53 
4.39 
8.64 
4.73 
2.88 
5.73 
9.9 
4. 55 
15. 45 
19 
20. 26 
3.56 

II. 8 
7.27 
6.03 
9. 97 
6.63 

33. 63 
4. 59 
1.18 
59.19 
2. 69 
5. 88 
5.03 
8.2 
16.65 
3.32 
5.58 
11.06 
17.24 
14.62 
16.64 
10.56 
16.29 
29.06 
5.05 
4.11 
5. 55 
6.76 



7.79 


4. 33 


10.84 


6.28 






81.91 


47.71 


112.2 


132.8 






5.45 


3.86 


7.49 


4.11 


* 


t 


2.16 


2.89 


2.32 


2.03 




t 


6.81 


6.24 


6.05 


6.52 


t 


tt 


86.96 


77.23 


69.72 


83.66 






3.43 


4.64 


3. 79 


2.96 




t 


13.9 


18.45 


10. 67 


14.15 


tt 




10. 55 


2.51 


8.1 


6.81 


t 


t 


3.65 


6.44 


3 


1.87 






2.83 


2.71 


4.54 


5.05 






2.87 


0.9 


3. 18 


1.51 






1.78 


2.62 


3. 99 


1.9 




t 


4.74 


3.27 


4.45 


3. 93 


tt 


tt 


4.64 


3.99 


4.5 


4.21 




t 


2.38 


1.52 


2. 23 


2. 77 




tt 


12.37 


7.71 


11.31 


9. 35 


t 


t 


1.09 


0.81 


1.36 


0. 36 






5.13 


2.59 


4.88 


2.31 






0.43 


0.47 


0.97 


0 






2.29 


6.13 


4.42 


2.89 






4.92 


4.17 


3. 76 


6.03 


tt 


tt 


25. 34 


26.47 


26.26 


26.37 


t 


t 


13.5 


21.79 


14.38 


13. 52 


tt 




65.94 


52.26 


69.62 


62.27 






62.52 


49.82 


71.54 


66.46 


t 


tt 


4. 92 


2.95 


7. 36 


3.67 






5.99 


6.65 


6.37 


5.22 


t 


tt 


2.45 


4.69 


3.89 


2.89 




t 


2.09 


0.61 


2.51 


2.19 


t 


tt 


6.16 


5.37 


4.48 


4.22 




tt 


8. 55 


6.96 


2.89 


3.6 


tt 


tt 


11.71 


4.48 


6.98 


5.44 




t 


19.48 


21.05 


30.25 


26.9 


t 




15.35 


18.54 


17.46 


14.71 


t 


t 


8. 54 


10.04 


7, 73 


9.34 


t 


tt 


5.95 


3.7 


3.77 


3.35 




tt 


5. 55 


7.63 


15. 26 


9.88 


t 




4.09 


8.07 


3. 27 


4. 36 


tt 


tt 


4. 95 


8.98 


2.23 


5. 04 






24.6 


26.83 


33.18 


37. 52 






8. 09 


5.65 


10. OS 


10. 55 


t 


t 


20.62 


34. 62 


43.18 


55.04 


t 




3.11 


5.14 


5. 79 


5.41 


t 


t 


2.3 


2.66 


1.7 


2.27 




t 


29.76 


35.62 


12.46 


31.91 


t 


t 


2.5 


2.94 


3.29 


3.98 


t 


tt 


15.01 


13.77 


5. 33 


14.12 


tt 


t 


10.36 


5.52 


10. 77 


5.91 






7.9 


5.53 


11.37 


6.25 


tt 


tt 


2.19 


9.24 


3.42 


2.51 






2.04 


1.6 


2.52 


2.2 




t 


8.43 


10.72 


9. 32 


10.97 






7.77 


9.06 


9.28 


12.71 


t 


tt 


20.67 


24.3 


20. 29 


19.85 


tt 


t 


23.41 


43.42 


39.09 


44.51 


tt 




19.17 


13.44 


23.92 


18.04 






14.35 


9.36 


10.73 


8.47 




tt 


24.75 


12.36 


12.76 


13. 36 




tt 


37.64 


30.75 


39. 28 


44.6 






2.74 


3.18 


2.68 


2. 59 




tt 


3.49 


3.88 


5.36 


2.72 






4.79 


8.29 


7.56 


5.48 






14.6 


16. 94 


10.41 


13.64 


t$ 


tt 
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Table 438 



NT2RP3000Z92 

NT2RP3000299 

NT2RP3000304 

NT2RP3O0031O 

NT2RP3000M2 

NT2RP3000320 

NT2RP3000322 

NT2RP3000324 

NT2RP3000326 

NT2RP3000329 

NT2RP300033O 

NT2RP300Q333 

NT2RP3000341 

NT2RP3000344 

NT2RP30OO345 

NT2RP3G00348 

NT2RP3000350 

NT2RP3000359 

NT2RP3000361 

NT2RP3000386 

NT2RP3000378 

NT2RP3000384 

NT2RP3000389 

NT2RP3000393 

NT2RP3000395 

NT2RP3000397 

NT2RP3000398 

NT2RP30QO4O3 

NT2RP3000418 

NT2RP3O0O424 

NT2RP3000427 

NT2RP3OO043! 

NT2RP300O433 

NT2RP3000436 

NT2RP3000439 

NT2RP3000441 

NT2RP3000444 

NT2RP3000448 

NT2RP3000449 

NT2RP3000451 

NT2RP30C0456 

NT2RP30O046O 

NT2RP3000471 

NT2RP3000477 

NT2RP3000478 

NT2RP3000481 

NT2RP3000484 

NT2RP3000487 

NT2RP3000S12 

HT2RP3000523 

NT2RP3000S26 

NT2RP30OO527 

NT2RP30O0531 

NT2RP3000S32 

NT2RP3000S42 

NT2RP30005S4 

NT2RP3000561 

NT2RP3QO0S62 

NT2RP3000578 

NT2RP3000582 

HT2RP3000584 

NT2RP3000S86 

KT2RP30O059O 

NT2RP30O0S92 



73.41 
6.1 
25.73 
21.09 
0. 99 
11.54 
6.3 
3.35 
64.19 
11.55 
7.65 
5.32 
13.68 
45.81 
9.05 
152.75 
14.44 
12.38 
30.21 
69.71 
5.8 
26.45 
22.1 
33.85 
24.46 
24.89 
9.55 
93.32 
14.37 
40.86 
19.59 
16.18 
25.31 
9.62 
44.72 
10.82 
17.45 
6.61 
17.38 
31.29 
6.24 
10.33 
11.88 
49.73 
6.95 
11.03 
25.46 
21.14 
12.44 
93.94 
7.94 
42.97 
20.64 
5.33 
21.26 
11.71 
21.04 
56.42 
19.29 
9.4 
22.71 
8.23 
7.21 
69.63 



53.56 
3.92 
24.35 
16.82 
6.75 
11.91 
10.23 
4.35 
41.44 
11.02 
5.98 
5.01 
14.31 
52.79 
22.29 
76.47 
9.79 
12.66 
20.92 
53.96 
12.66 
19.42 
25.13 
14.06 
28.99 
21.35 
10.75 
54.65 
22.01 

56.6 
24.95 
14.67 
54.08 
10.09 
47.78 

8.95 
14.75 

7.47 
26.19 
40.71 
4.2 
10. 39 

7.85 
54.72 

4.02 

7.58 
33.21 
29.38 
14.88 
104.88 

7.79 
38. 74 
13.92 

6.65 
18.32 
17.67 
16.88 

51.6 
21.22 

7.64 
44.85 

4.88 

5.97 
37.92 



62.96 
13.07 
31.49 
33.26 
7:52 
24.03 
13.74 
17.76 
38.83 
22.98 
10.92 
9.94 
17. 57 
53.7 
17. 79 
143.51 
17.94 
23.75 
25.69 
58.74 

6.1 
18.46 
28.16 
19.19 

21 
36. 91 
17.31 
56.89 

20.2 
51.72 
16. 59 
25.82 

36.8 
16. 49 

44.4 
14. 62 

26.3 
11.97 
23.45 
35.46 
13.64 
17.07 
23.63 
58.77 

8.07 
11.93 
34. 57 
33.76 
14.98 
80. 32 
12.87 
42.72 
14.48 

5.17 

16 
14.03 
23.96 
61.28 
25 
13.09 
35. 97 

7.14 

5.97 
90.02 



43.77 
7.5 
22.39 
14.15 
6.17 
15.6 
8.18 
5. 33 
20. 52 
13. 53 
7.41 
8.43 
13.78 
28.28 
14.81 
181.96 
12.6 
11.88 
12.5 
44.82 
6. 74 
13.21 
17.61 
10. 32 
13.42 
14.31 
7.25 
57.84 
11.88 
39. 57 
14.3 
11.73 
35.67 
6. 56 
50.96 
10.83 
14. 55 
6.37 
8.67 
10.79 
8.03 
7. 27 
10.17 
38. 09 
5.51 
11.71 
19. 56 
13.62 
11.55 
71.64 
7.19 
25 
12.89 
4.82 
8.3 
9.45 
14. 27 
47. 36 
14.6 
8.29 
15.47 
6. 37 
5.32 
128.75 



42.72 
3.65 
17.08 
13.15 

I. 98 
10. 14 

5.89 
3.9 
19.15 

7. 92 

2.84 

4.88 

9.61 
29.87 

9.64 
103. 16 

7.91 
10. 77 
10. 99 
38. 68 

3. 98 

9. 98 
19.95 

8.44 
10.29 
14. 82 

6.82 
43.74 
12.29 
32. 99 
10.74 

10.4 
31.56 

4.89 
50. 94 

6.19 

II. 35 
5.01 
7. 34 

20.02 
3.64 
4.9 
6.71 

33.82 
2.95 
8.13 

15.47 
12.2 
7.87 

44.61 
2.92 

28.15 

10.75 
3.38 
8.11 
3.02 
9.57 

46.18 

13.72 
5.67 

26.23 
3.31 
2.92 

103.66 



40.98 
4.11 
15. 95 
10.27 
0.95 
7.39 
5.4 
3.91 
16.6 
12.17 
4.65 
3.17 
9.9 
22.15 
10.42 
145.4 
9.69 
13. 58 
10.9 
40.33 
3.56 
7.79 
18. 45 
17.76 
14.47 
16.14 
4.6 
45.93 
11.51 
30.24 
15.64 
20.33 
27.85 
5.29 
30.43 
5.02 
9.32 
4.15 
7.86 
15.29 

3.93 
3.54 

22.56 
1.38 
6. 39 

13.67 
14, 
5.16 

35.48 
3.56 

22.19 
4.81 
2.17 
6.12 
6.99 
9.4 

42.62 
9.4 
6.43 

10.78 
2.97 
1.94 

125.15 



49.91 
4.21 

20.38 
8.12 
3.63 
6.78 

11.65 

I. 03 
15.62 
10.06 

3.07 
4.98 
9.7 
36.08 

II. 7 



45.23 
4.47 
9.68 
6.37 
3.7 

13.07 
9.13 
4.83 

30. 96 

11.03 
4.04 
3.48 
9.67 

31.27 
5.94 



96.65 108.56 



10.66 

14.05 
7.28 

27. 58 
4.72 
8. 34 

23.81 
6.01 
9.05 

17.25 
4.16 

35.74 
7.67 

31.05 
9.16 
8.15 

24.04 
2.88 

33. 38 
6.65 

12.21 
4.85 
3.61 

13.25 
2.84 
5.19 
3.68 
25.2 
1.83 
6.65 

14. 97 
5. 33 
5.05 

20.12 
4 

19.81 
8.04 
2. 24 
3.53 
4.57 
4.67 

32. 74 
9.07 
5.12 
9.11 
3.91 
4.92 

70.02 



15.9 
17.04 
12.86 
41.09 

5.63 

6.32 
18. 85 

7.4 
14.21 
23.74 

4.17 
40.63 
14. 89 
29. 26 
9.9 
16.47 

39.4 

5.01 
44 

8. 63 
11.85 
3.6 
4.2 
22.78 

3.63 

5. 56 

5. 28 
26.62 
1.8 

9. 77 
11.89 
12.46 

7.04 
30.84 

5.42 
21.07 

4.79 

1.62 

3.83 
4.9 
15.18 
44.25 
9.7 

6.71 
11.41 
1.9 

2.84 
69.72 



84.29 
3. 64 
10.08 
6.54 
0.46 
6.3 
4.6 

I. 94 
63.08 
12.62 

3.9 
4.27 
11.82 
32.79 
6.21 
99.33 
13.61 
16.51 
9.35 
30.61 
5.68 
5. 93 
25.81 
12. 32 
24.87 
23.2 
3. 99 
30.88 
12.11 
23.73 
12.52 
13.08 
34.85 
2.75 
42.05 
7. 39 
12.68 
5. 55 
2. 92 
15.67 
2.55 
4.78 
5.09 
28.76 
1.91 
6.96 
12.9 
12. 14 
5.14 
18. 65 
4.09 

II. 92 
4. 56 
4.13 

3 

5.09 
7. 79 
46. 68 
10.06 
5.65 
6.79 
2.63 
1.77 
60. 26 
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Table 439 



NT2RP3000596 

NT2RP3000599 

NT2RP3000603 

NT2RP3000605 

NT2RP3000607 

NT2RP3000616 

NT2RP3000621 

MT2RP3000622 

NT2RP3000624 

HT2RP3000628 

NT2RP3000631 

NT2RP3000632 

NT2RP3000538 

NT2RP300O644 

NT2RP3000645 

NT2RP3000652 

NT2RP3OO0658 

NT2RP30OO660 

NT2RP3000661 

NT2RP3000665 

NT2RP3000676 

NT2RP3OO0677 

NT2RP3000681 

MT2RP3000683 

NT2RP30QO685 

NT2RP3000690 

NT2RP3000638 

NT2RP3000708 

NT2RP3000719 

NT2RP3000721 

NT2RP3000728 

NT2RP3000730 

NT2RP30OO733 

WT2RP3000735 

NT2RP3000736 

HT2RP3000739 

NT2RP30OO742 

NT2RP3000753 

MT2RP3000759 

NT2RP3000789 

WTZRP3000815 

NT2RP30Q0818 

NT2RP3000820 

NT2RP3000821 

NT2RP3000825 

NT2RP3000826 

MT2RP3000836 

NT2RP3000838 

OT2RP3000639 

MT2RP3000841 

HT2RP3000845 

NT2RP3000847 

HT2RP3000848 

NT2RP30008SO 

WT2RP3000852 

HT2RP3Q00859 

NT2RP3000861 

NT2RP30OO862 

MT2RP300086S 

HT2RP3000866 

NT2RP3000868 

NT2RP3000869 

AT2RP3000871 

HT2RP30O0875 



8.71 
39.3 
69.47 
22.45 
10.48 
11.96 
218.49 
11.99 
27.07 
27.69 
6.03 
16.5 
31.94 
26. 66 
12. 37 
20.17 
6.96 
21.94 
15. 39 
34.94 
11.53 
12.19 
7. 72 
16. 43 
'8.41 
11.52 
6. 94 
9. 74 
9.86 
8.23 
4.68 
14. 89 
62.46 
4.91 
6.36 
40.42 
4.84 
8.3 
36.84 
45. 54 
22. 33 
30. 57 
35.67 
3.51 
16.22 
57. 22 
3.1 
14. 56 
45.25 
12.21 
8. 59 
12.91 
11.47 
21.09 
2.73 
32.3 
15. 56 
12.15 
9.02 
43.46 
10.55 
5.78 
194.48 
14.37 



11.87 
60.28 
91.4 
27.45 
11.53 
13.13 
188.17 
6. 26 
18.6 
34.41 
12.91 
21.72 
42.93 
26.83 
13.95 
23.26 
4.69 
12.21 
18.23 
43.07 
4.79 
14.6 
7.98 
8.63 
6.46 
7. 55 
5.35 
10.33 
16.24 
3.7 
4. 69 
15.22 
50.63 
3.22 
3.45 
44.03 
6.47 
6.6 
70.63 
27.39 
13.62 
21.11 
28.12 
4.2 
23.18 
56.7 
3.53 
14. 22 
36.9 
10.37 
31.26 
10.6 
16.2 
31.1 
3.9 
21.43 
12.49 
10.89 
6.17 
36.1 
23.22 
11.8 
190.18 
14.46 



13.23 
67.05 
87.14 
25.73 
16.41 
17.29 
246.49 

9.27 
22.96 
73.45 
11.07 
26.01 
38.07 
24.64 
21.96 
25.45 

8. 52 
11.63 
27. 51 
59.11 

8. 95 

7.18 

7.04 
13.69 

7.19 
10. 23 
7.8 
12.77 
14.31 

5.33 

4.86 
17.78 
81.88 

9.89 
10.98 
40.83 

8. 58 
12.66 
56.01 
34.07 
22.75 
33.63 
43.92 

7.15 

33.6 
80.61 

3.85 
18.93 
44.36 

21.1 

15 

18.85 
11.34 
29.31 
3.17 
36.02 
16. 59 
17. 99 
10.68 
57.47 
17.15 
14.52 
141.72 
23.84 



5.92 
35.1 
91.5 
13.14 
10. 77 
7. 98 
222.59 
9.15 
16.72 
22. 73 
11.79 
18.26 
22.75 
16.68 
14.87 
12.67 
6.05 
11.36 
11.62 
27.69 
6.6 
13.97 
6.12 
14.66 
10. 24 
15.03 
8.41 
11.25 
8.23 
7.95 
7.19 
16.76 
55.7 
6. 52 
8.89 
24. 77 
7.03 
10.6 
36.02 
33.12 
12.02 
24.24 
32.8! 
6.21 
11.67 
55.4 
7.53 
20.92 
35.78 
12.42 
9.69 
11.06 
8.1 
19.76 
7.51 
18.9 
9.02 
10.36 
7.46 
39. 52 
7.33 
9.41 
252.15 
13.76 



4. 35 
44.12 
86. 56 
8. 89 
7.11 
6. 33 
168.47 
3.89 
12. 03 
20.51 
9. 91 
13.03 
17 
14.97 
10.1 
9. 39 
2.7 
9.42 
4. 78 
16. 36 
4. 34 
4.51 
2.54 
12. 94 
3. 04 
9.13 
2.13 
8.14 
2.38 
1.94 
1.44 
11.05 
39.3 
1.99 
2.09 
27. 39 
4.15 
4.35 
19.41 
27.39 
10. 68 
17. 69 
27. 98 
2.3 
17.67 
48.67 
2. 33 
12.46 
27. 32 
10.04 
12. 93 
8.9 
7 

12.79 
3.17 
21.77 



.36 
14 
.29 



5. 

6. 

4. 
40. 18 

6.65 
10. 86 
170.88 
12.05 



3.28 
24. 38 
93.49 
13.46 
9. 56 
4. 22 
221.1 
5. 26 
13.8 
22. 18 
5.14 
16.69 
20. 23 
15.79 
8.68 
13.26 
4.41 
9.56 
9.25 
21.15 
2.4 
9. 55 
4.33 
13.49 
4.6 
13.25 
5.63 
10.39 
5.7 
5.33 
3.15 
11.99 
45.85 
3.91 
4.31 
34. 23 
2.9 
5.47 
27.88 
34.54 
14.79 
21.68 
25.05 
3.01 
13.25 
48.17 
2.42 
10.76 
20.79 
9.18 
10.25 
9. 57 
4.83 
16.25 
2.39 
13.31 
4.49 
6.17 
4.01 
44.87 
4.58 
7.13 
170.92 
11.47 



4.65 
35.82 
64. 94 
17.63 

5.29 

6.69 
202.08 

6.73 
17.33 
15.98 

4.52 
15.73 
24. 56 
28.13 
7 

9.11 
2.15 
9.02 
6.26 
16.2 
4. 94 
9.82 
4.62 
5.83 
5.55 
14.85 
3.39 
9. 73 
5. 89 
6. 54 
5.16 
16.08 
39. 59 
2.03 
3.75 
25.37 
3.23 
5.99 
8.09 
20.51 
18.74 
13.73 
21.15 
3.82 
9.13 
57.78 
3.69 
11.08 
19. 28 
8. 34 
5. 37 
6.7 
3.86 
10.7 
4.15 
16.61 
4. 53 
5.59 
2.73 
37.48 
6.64 
6.67 
247.35 
7.45 



3.35 
36.31 
61.32 
11. 14 
9.79 
4.25 
168. 53 
6. 59 
23.33 
19.75 
6.12 
14.14 
32.44 
27.03 
6.44 
9.19 
3.59 
8.73 
7.03 
20.9 
2.78 
11.58 
3.23 
9. 27 
3.8 
17.96 
7.51 
10.17 
3. 68 
5.47 
3.82 
10.04 
39.01 
3.65 
3.03 
20.3 
5.74 
5.75 
6. 25 
27. 67 
20.82 
17.32 
26.93 
2.8 
6. 99 
64. 97 
4.81 
17.41 
33. 14 
11.21 
12.21 
5. 47 
7.4 
10.54 
2.97 
18. 23 
5.88 
8. 92 
4. 35 
37. 57 
9.1 
5. 05 
193.7 
6.27 



4 

35. 96 
72.5 
9.76 
8. 32 
4. 27 
186.24 
3.57 
18. 89 
18. 56 
7. 95 
13.67 
30.42 
30.11 
7.2 
15. 37 
3.65 
8.05 
6.07 
14.32 
3.68 
12.06 
3.26 
7.59 
3.45 
14.92 
5,51 
12.86 
4.39 
6.13 
3. 57 
9.6 
40. 88 
2.09 
2.56 
32.14 
3.55 
7.45 
5.44 
27.21 
19. 96 
15.5 
23.2 
1.62 
16.22 
54.17 
2.68 
54.13 
25.15 
7.12 
8.92 
6.54 
3.83 
5.19 
3.66 
32.52 
27.25 
5.21 
3.2 
27.56 
10.81 
7.12 
214.46 
6.52 
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Table 440 



NT2RP30OO895 
NT2RP3000900 
NT2RP3000901 
NT2RP30O0903 
NT2RP30Q0904 
NT2RP3000907 
NT2RP3000913 
NT2RP3000917 
NT2RP3000919 
NT2RP3Q009Z1 
KT2RP30O0942 
HT2RP3000958 
NT2RP3000974 
NT2RP300O980 
NT2RP3O00984 
NT2RP3000994 
NT2RP3OO1O01 
MT2RP3001004 
NT2RP3001007 
OT2RP3001012 
HT2RP3001042 
NT2RP3001044 
NT2RP3001048 
KT2RP30010SO 
HT2RP3001055 
NT2RP30010S7|402 
NT2RP3OO1081 
WT2RP3001059 
KT2RP3001074 
HT2RP3001078 
NT2RP3001081 
NT2RP3001084 
NT2RP3001095 
NT2RP3001096 
NT2RP3001097 
NT2RP3001107 
NT2RP3001109 
NT2RP3001111 
NT2RP3001112 
NT2RP3001113 
NT2RP3001115 
HT2RP3001U6 
NT2RP30O1119 
NT2RP3001120 
HT2RP3001126 
NT2RP3001127 
NT2RP3001133 
NT2RP300Y140 
HT2RP3001147 
NT2RP300115O 
NT2RP30O1152 
NT2RP30O11S5 
MT2RPM01156 
HT2RP300U59 
NT2RP3001170 
NT2RP3001176 
NT2RP300119S 197 
NT2RP3001209 
NT2RP30012I4 
NT2RP3001216 
NT2RP3001221 
MT2RP3001226 
HT2RP3001230 
NT2RP3001232 



2.84 
10.4 
14.3 
8.01 
108.6 
84.64 
19.19 
16.28 
9.33 
112.89 
67.7 
SO. 83 
8.96 
52.51 
21.27 
13.76 
26.43 
4.86 
7.65 
29.74 
8.82 
9.07 
6.16 
13.37 
13.05 
89 
7. 38 
5.39 
12.1 
13.01 
8.S4 
37.48 
7.76 
10.65 
16.83 
28.61 
17.96 
10.67 
31.69 
14.44 
254.68 
5.36 
18.64 
6.46 
20.13 
348. 14 
93.42 
96.94 
4.72 
11.47 
36.54 
19.7 
19.46 
18.55 
16.8 
17.98 
73 
74.83 
17.39 
18.74 
6.31 
22.75 
6.51 
6. 36 



2.51 
8.3 
18.5 
6.85 
100.47 
90.19 
19.49 
18.3 
7.65 
136. 59 
68.21 
31.86 
8.74 
65.55 
24.19 
10.35 
28.79 
4. 98 
8. 96 
22.53 
8.59 
11.65 
7.8 
10.81 
10.48 
324. 38 
5.55 
4.71 
8.82 
11.28 
6.06 
37.33 
24.69 
10.08 
38.99 
24.48 
17.48 
15.58 
26.22 
9.43 
276.58 
6 

22. 98 
9.54 
19.18 
574. 68 
110.06 
96.61 
7.64 
12.3 
72.08 
23.76 
20.63 
19.29 
14.86 
17.32 
229.27 
67.88 
13.69 
16.38 
7.39 
26.78 
6.56 
3.81 



12.27 
14.31 
22.78 
6.69 
123.83 
89.66 
20.62 
30.01 
14.92 
133.65 
86.84 
37.11 
9.35 
64.13 
17. 57 
18.12 
25.4 
10.62 
16. 5! 
33.0I 
12.15 
10.99 

4. 48 
15.08 
21.89 
250. 29 
10. 57 

3.6 
12.25 
14.67 

5. 96 
40.93 
13. 38 
12. 53 
30.48 
44.48 
18.06 
14.57 
26.11 
17.91 
258. 

8. 83 
19.35 
10. 55 
15. 24 
264.45 
112.43 
111 

8.71 
12. 64 
61.62 
17.71 

21 
22. 76 
12.69 
14.24 
190.42 
81.64 
27.12 
19.13 

8.65 
31.16 

3.99 
12.04 



4.16 
18. 92 
13.03 

5.62 
118. 07 
84.77 
24.35 
16.96 

9.52 



1.17 

3. 45 
13.47 

1.64 
108.3 
60.01 

9. 57 
15.22 

7.41 



119.03 103.41 
75.24 51.25 



29.69 
9.04 
24.76 
32.72 
10.02 
17.26 
7.73 
12.13 
15.24 
8.9 
8. 25 
10.05 
10.7 
13.3 



24. 92 
12. 66 
40.04 
12.14 
5.77 
14. 54 
3.07 
9. 26 
16.46 
5.69 
9. 28 
2. 76 
4. 83 
7.76 



272. 31 285.99 



7. 56 
4.84 
8. 96 
14.05 
10.22 
15.51 
9.04 
7.44 
15.02 
22.05 
10.7 
9.33 
22.6 
10. 99 



3.5 

1.4 
3.61 
9.24 
3.39 
10. 29 

3.7 
5.06 
9.07 
25.16 

9.3 
6.41 
9. 31 
5.21 



135.39 153. 31 
6.23 4.02 



7.26 
5.21 
6.77 



6.2 
2.06 
6.2 



161.21 220.83 
155.23 89.96 



55.83 
6.37 
9.98 
66. 57 
11.79 
20.77 
15.71 
11.85 
8.81 



46.1 
2.09 

10.24 
55.9 
7.15 

20.49 
9.43 
4.5 
7.86 



299.15 260.22 
88.53 60.41 



17.15 
19. 54 
9.62 
8.49 
9.46 
7.09 



13.89 
12.84 
5. 18 
9.07 
3.93 
3.34 



2.03 
5. 38 
11.77 
3. 35 
100.81 
92.59 
18.44 
12.11 
6.8 
74.11 
30.13 
14. 66 
5.51 
30.49 
21.58 
7.25 
13.11 
4.03 
3.44 
13.42 
3.5 
5. 59 
3.93 
9.6 
7.17 
209. 38 
2.09 
2.62 
6.95 
8.9 
7. 03 
21.45 
5.9 
4.16 
10.26 
18.26 
6.66 
6.38 
16.42 
10.48 
123.7 
2.69 
5. 92 
2. 39 
4.55 
168. 52 
123.37 
51.01 
3.65 
3.21 
58.11 
8.62 
12.08 
11.61 
6.68 
12.88 
366.11 
90.53 
13.51 
10.16 
6. 37 
6.76 
5.31 
3.56 



I. 28 
4.15 

11.97 

I. 28 
97.74 

125.26 
17.39 
11.68 
4.46 
25.71 
38.31 
9. 86 
4.39 
19.39 
18.47 
4.5 

II. 19 
3.13 
5.05 

12.28 
3. IS 
7. 83 
4.91 
6. 34 

10. 39 
216.17 
3.67 
2.39 
9.25 

10.46 
6.21 

23. 22 
3.38 
3.27 
12.7 

10.04 
7.73 
8.41 

16.88 
6.16 
118.47 
4.29 
8.84 
3.48 
4.46 
563.89 
108.06 

55.61 
2.74 
4.96 

48.19 

14.02 

20.09 

19.86 
9.82 
9.17 
194.62 

81.32 
7.67 

26.01 
8. 56 

II. 49 
7.3 

1.97 



3.4 
13.51 
9. 53 
1.92 



1.59 
4. 93 
14. 53 
1.35 



77.69 108.28 
82.21 80.83 



14. 75 
16.63 
8.2 
35.79 
52.76 
11.81 
4.92 
8.08 
14.77 
8.07 
38.41 
4.4 
6.53 
11.59 
4.09 
7.51 
5.32 
11.26 
12.83 



19.21 
14. 88 
5.92 
29. 01 
48. 83 
12.71 
2. 99 
16.43 
17.87 
7.2 
33. 45 
2.41 
5.77 
13. 53 
3.65 
5.88 
6.21 
9.4 
10.26 



328.86 144.63 
3.84 2.18 



2.57 
6.39 
7.65 
3. 36 
30.25 
7.52 
5.66 
8. 94 
8.83 
5.5 
3.97 
9.36 
6.79 
299.67 
3.33 
7. 37 
2.35 
2.87 
269.72 
86.85 
103. 28 
3.66 
7.94 
41.6 
11.36 
17.5 
20.4 
3.85 
14. 49 
191.1 
84. 97 
14.21 
26.17 
6.05 
9.21 
6.36 
4.41 



3.49 
6. 94 
9.46 
4.4 

29.17 
4.23 
3.18 
6.97 

11.02 
3.91 
4.53 

14.31 
9. 04 
339.02 
3.99 
9.08 
2.85 
5. 52 

342. 

85.22 

84.66 
2.93 
6. 36 

53. 56 

10.18 
18.2 

20.19 
4.53 

11.22 

184.16 

83.11 
13.2 

21.52 
7.92 
9. 
5. 
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NT2RP3001236 
MT2RP30O1239 
NT2RP3001240 
NT2RP300I245 
NT2RP30012S3 
NT2RP3Q01259 
NT2RP3001260 
NT2RP3001264 
NT2RP3001268 
HT2RP3001271 
NT2RP3001272 
NT2RP3001274 
NT2RP3001275 
HT2RP3001280 
NT2RP3001281 
NT2RP3001288 
NT2RP3001297 
HT2RP300130O 
NT2RP3001301 
NT2RP300U07 
NT2RP30013IO 
NT2RP3001318 
RT2RP3001322 
NT2RP300132S 
HT2RP3001338 
NT2RP3001339 
HT2RP3001340 
NT2RP3001341 
NT2RP3001354 
NT2RP30O1355 
NT2RP3001356 
NT2RP3001359 
NT2RP30O1364 
KT2RP3001373 
HT2RP3001374 
NT2RP3001383 
NT2RP3001384 
OT2RP30O138* 
KT2RP300U92 
NT2RP3001396 
NT2RP30O1398 
N72RP3001399 
NT2RP3001402 
NT2RP3001407 
NT2RP3001416 
KT2RP30OI420 
KT2RP3001425 
HT2RP30014Z6 
NT2RP30O1427 
NT2RP30O1428 
WT2RP30O1429 
KT2RP300I432 
HT2RP300t439 
KT2RP30O1441 
MT2RP30O1446 
HT2RP3001447 
NT2RP3001449 
NT2RP3O01453 
MT2RP30014S7 
NT2RP3001459 
NT2RP3001463 
NT2RP3001456 
NT2RP3001472 
MT2RP3001475 



30.11 
12.58 
16.64 
8.04 
5.41 
278.9 
18.94 
67.04 
54.13 
7.61 
23.18 
143.91 
7.03 
14. 64 
0. 38 
43.86 
77.1 
9.48 
5.4 
13.22 
9. 88 
7.4 
11.09 
1201.7 
162. 73 
16.04 
35.84 
37.44 
42.85 
2. 26 
43 
34. 72 
19. 26 
16.79 
95. 59 
12 
22. 9? 
9. 38 
4.64 
47.27 
13.09 
17.91 
30. 22 
72. 56 
18.88 
5.88 
11.74 
12.17 
10.81 
7.7 
4. 55 
20. 32 
31.43 
34.77 
4. 24 
22.35 
139.79 
31.6 
13.38 
11.29 
6.65 
5.28 
5.37 
230.39 



56.89 
43. 25 
5.79 
22.6 
121 
7.19 
18. 72 
2.63 
21.34 
64.75 
9.06 
3.52 
10. 36 
12. 87 
8.54 
11.38 
1025 
132.54 
11.7 
31.42 
66.22 
32.23 
7.76 
54.12 
29.05 
26.46 
12.24 
73.12 
19.08 
17.21 
9.17 
4.2 
37.6 
9.85 
14.49 
31.51 
60.86 
22.22 
3.11 
10.47 
11.79 
11 

10.58 

6.04 
18.99 
37.32 
41.28 

2.49 
21.24 
126.76 203.02 

35.5 49.48 
17.23 
13.84 

4.84 
4.9 

5.26 
301.8 



12.61 
5.36 

11.44 
7.75 
3.73 



44.18 
48.29 

7.7 
19.39 



12.49 
3.8 
8.12 
6.31 
2.31 



61.74 
54.07 
5.38 
20.08 



136.37 139.51 



4.56 
8.91 
0.77 
32.19 
28.24 
5.82 
3.26 
8.17 
4.42 
5.32 
6.17 



3.94 
6.46 
0.6 
37.1 
29.77 
8.28 
1.26 
7.35 
3.89 
3.43 
7.73 



206.06 219.63 
161.1$ 143.19 



Table 441 

19. 17 30.67 17.48 11.33 17.06 7.98 

7.93 16.69 7.8 5.43 5.92 7.31 

15.42 32.69 20.34 13.57 11.75 7.09 

12.54 22.57 10.74 8.24 10.53 7.27 

9.93 13:75 ~ 5.39 2.74 1.6 4.68 

310.98 327.25 256.7 262.84 274.28 334.89 289.89 242.91 

14.44 22.33 34.17 17.19 23.22 21.96 25.77 20.83 

77.24 82.42 71.22 82.52 43.6 

63.3 45.53 25.93 35. 18 39.08 
12.88 6.16 2.76 3.69 3.87 
31.48 18.93 15.25 15.77 18.56 

164.35 135.41 115.24 154.69 133.08 

20.08 7.2 8.45 4.21 4.17 

19.46 9.93 11.17 5.67 7.5 

0.7 4.71 1.73 1. 17 1.88 

42.34 25.62 18.43 26.29 27.01 

81.93 35.55 27.23 38.6 12.09 

13.81 7.6 1 5.56 4.66 4.6 

7.37 3.86 1.62 1.26 1.66 

15.55 10.66 10.08 6.04 5.09 

16.58 11.85 7.95 6.71 4.27 
9.21 7.25 6.79 6.73 5.34 

14.04 15.94 12.19 11.47 14.66 
1099 286.93 377.86 405.84 75.06 

198.96 171.74 181.83 241.04 134.27 

17.8 11.35 7.84 6.88 2.83 
47.75 30.03 31.99 45:26 31.84 
47.17 33.31 24.96 24.34 25. 96 
43.99 23.31 23.56 19. 16 13.01 

10.15 S.3 3. 13 3.72 4.66 

51.32 62.98 37.84 46.81 81.45 
42.17 41.55 33.32 37.07 21.86 

29.33 17.86 11.52 13.89 13.78 

26.6 10.58 10. 1 9-34 9. 17 
108.77 136.19 114.69 107. 19 68.33 

15.5 1M 5.75 6.51 13.27 

30.7 33.57 22.7 20.56 19. 13 

7.78 9.06 5.69 4.27 7.73 
2.65 5.43 2.03 2.76 2.37 

60.04 23.62 14.23 34.71 12.93 

15.48 8.92 6.22 7.1 4.4 

24.37 16.05 7.15 6.8 6.07 
33.24 60.13 23.85 9.5 15.21 
88.74 96.01 74.06 85. 12 43.61 
16.48 16.79 17.16 5.73 3.31 

4.79 4.91 2.62 1.74 1.34 

11.8 11.91 6.37 9. 11 6.4 
16.88 9. 1 9.64 6.43 5.51 

21.59 12.3 6.43 8.87 17.63 

20.16 8.58 3.36 6.04 5.05 

12.09 5.05 1.79 1.93 2.26 
30.96 16.39 14.24 12.25 1 6.49 
28.95 26.93 25.44 19.21 14.96 

46.38 53.64 42.72 50.36 30.69 
4.94 4.53 3.01 2.2 2.82 

25.11 13.3 8.65 15.94 13.67 

199.4 166.47 178.45 131.32 

34.98 29.3 36.04 28.49 

17. 13 11.75 10.12 6. 15 5.98 

13.09 7 3.75 5.3 5.53 

3.81 4.67 1.94 1.07 1.96 

5.4 5.77 2.51 1.55 2. 18 

7.06 12.24 7.01 3.59 1. 12 

150.57 92.73 106.13 95.77 29.54 



5.64 
27 19 
38.56 
13.77 
3.96 
50.61 
23.34 
18.18 
17.19 
56.48 
9. 62 
14. 74 
5.71 
2.94 
30. 54 
8.04 
7.51 
24.77 
63.39 
4.98 
1.67 
4. 94 
9.62 
22.78 
8. 84 
1.46 
28.23 
11 

23.25 
2.01 

37.08 
106.74 

31.86 
6.75 
4.44 
2.08 
1.94 
2.87 

68. 35 



4. 58 
27.6 
34. 37 
11.4 
2.91 
59.12 
24.66 
15.95 
12.49 
69.32 
6.82 
15.12 
5.18 
3.1 
38.42 
6.53 
6.62 
23.82 
61.28 
5 

2.52 
6.04 
7.81 
19.89 
8.9 
1.89 
11.89 
10.21 
24.74 
1.51 
14.99 
139.38 
35.69 
6.92 
5.41 
0.69 
1.06 
2.9 
93.78 
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Table 442 



NT2RP3001479 

NT2RP3001490 

NT2RP300I492 

NT2RP3001495 

NT2RP30M497 

NT2RP3001501 

MT2RP3001527 

KT2RP3001529 

HT2RP3001538 

NT2RP3001539 

NT2RP30D1542 

HT2RP3001549 

HT2RP3001554 

HT2RP3001560 

MT2RP3001561 

WT2RP3001564 

NT2RP3001568 

NT2RP3001575 

NT2RP3O01580 

WT2RP3001587 

NT2RP3001589 

NT2RP3001S92 

NT2RP3001S07 

NT2RP3001S08 

NT2RP3001613 

NT2RP3Q01619 

NT2RP3001621 

NT2RP30G1629 

NT2RP3001630 

NT2RP3001631 

KT2RP3001634 

KT2RP3001642 

NT2RP3001646 

HT2RP3001650 

NT2RP3001667 

NT2RP3001671 

KT2RP3001672 

NT2RP3Q01676 

KT2RP3001678 

KT2RP3001679 

WT2RP3Q01682 

NT2RP3001685 

NT2RP3001688 

WT2RP3001690 

NT2RP300I693 

NT2RP3001696 

NT2RP3001698 

NT2RP3001708 

HT2RP3001712 

NT2RP30O17I6 

NT2RP3001724 

NT2RP3001727 

NT2RP3001729 

NT2RP3OO1730 

MT2RP30O1733 

NT2RP3001737 

NT2RP3001738 

NT2RP30O1739 

NT2RP3001742 

MT2RP3001751 

NT2RP30017S2 

KT2RP3001753 

KT2RP3001754 

HT2RP3001756 



6. 51 
15.72 
14 
18. S6 
36.57 
16.76 
5.54 
21.9 
80.06 
4.24 
17.53 
6.14 
28.4 
79.18 
3. 47 
34.74 
23. 08 
34.43 
17.53 
14. 32 
6.31 
37.3 
11.49 
30.61 
55. 34 
162. 64 
29.97 
28 
3.51 
64.16 
3.71 
29.24 
18. 72 
4. 88 
17. 36 
13. 32 
56.18 
11.94 
368.4 
19. 45 
115. 37 
4.91 
4.75 
8.33 
2.22 
7. 34 
780.45 
346. 43 
32.9 
13.86 
28. 26 
27. 92 
2. 64 
421. SI 

I. 54 
7. 65 

28.07 
2.19 

II. 1 
1.19 
2.48 
3.96 
3.14 
4.67 



3.77 
6.25 
14.91 
21.11 
27. 99 
28.67 
5. 56 
27.01 
67.26 
4. 99 
25.89 
6.2 
40.66 
91.03 
3.93 
32.97 
14.44 
18. 91 
21.3 
16.9 
5.44 
61.22 
11.68 
24.16 
46.31 
181.38 
24.25 
{3.33 
2. 38 
51.12 
4.65 
22.78 
13.31 
6.33 
19.67 
10. 22 
72. 22 
10.66 
207.45 
8.41 
82. 43 
3. 52 
1.41 
10.1 
6.17 
11.29 
572. 31 
297.64 
21.37 
9. 55 
21.7 
15.82 
5.64 
524.98 
1.62 
25. 52 
24. 45 
2.42 
11.43 
3.67 
4.8 
5.63 
1.28 
4.56 



10.27 
23.45 
21.99 
19.03 
40. 3t 

29.3 

5.02 
22.29 
76.24 

8.09 
26.44 

5.77 
43.76 
86.96 

2.29 
34.99 
30. 67 

39.8 
27.37 
20. 18 

5.39 
57.18 

9.02 
28.98 
54.71 
185.09 
25.08 

mm 

LQ 

4.56 
67.22 

2.94 
34.25 
23.84 
12.48 
39.76 
13.86 
87.94 
12.76 
268.13 
17.68 
118. 94 
11.94 

4.66 
11.83 

10. 

11.31 
725.4 

257.74 
35.65 
15.36 
18.91 
33.03 
5.12 

490.91 
4 

17.42 

41.36 
9.16 

14.41 
3.32 
2.87 
5.77 
9.55 

13.42 



6.45 
15.28 
13.76 
12.08 
47.7 
12.62 
7.34 
20.64 
89.51 
6.1 
14.74 
5.79 
10.47 
84.47 
6.28 
17.25 
16.92 
19.69 
11.9 
11.06 
5.29 
30.41 
7.34 
15.14 
81.86 
152.03 
33.83 
15.28 
4.63 
112.91 
7.85 
25.21 
17.34 
7.77 
21.84 
10. 05 
28.72 
8.88 
268.3 
13.47 
71.89 
5.16 
3.33 
11.07 
5.55 
6.93 
616.13 
514. 57 
18.32 
8.27 
32.47 
16.01 
5. 09 
328.42 
4. 53 
10. 76 
18.76 
4.78 
9.77 
5. 53 
3.47 
7.82 
3.89 
7.12 



4.18 
5.31 
7. 53 
9. 76 

28.75 
8. 54 
2.65 

12. 59 
76.4 
3. 34 

14.15 

I. 73 
10.16 
46.32 

2.06 
16.65 
14.73 
12.66 
7.8 
6.6 
2.4 
23.17 
3.49 
18 
48.17 
118. 43 
16.83 
12.69 
1.01 
65.5 
2.25 
18.32 
7.46 
5.89 
7.89 
5.86 
18. 36 
5. 99 
249.2 
5.77 
66.26 
2. 78 
0.27 
4.69 
2. 56 
5.94 
658. 96 
355.27 
14.72 

II. 28 
31.93 
12.47 

2.61 
274. 16 
0 

4. 14 
13.82 
1.8 
5.51 
0.3 
0.21 
4.31 
0.47 
2.77 



2.2 
6.47 
9.81 
9. 93 

36.07 
7.31 
3.31 

16. 78 
114.47 
4.14 
8. 68 

I. 92 
7. 96 

76. 97 
3. 29 

19.41 
6.11 

21.53 

11.25 
9. 89 
2.48 

28.16 
8.45 

18.45 

86.77 
125.85 

30. 34 

19.85 
2.11 

60.67 
2.09 

21.46 
8.49 
4.37 

10.07 
9.27 

21.55 
6. 36 

237.9 
7. 99 

91.02 
2.73 
0.64 
5.02 
2.65 

II. 43 
0. 94 
1.62 

16.28 
8.27 

25.73 

12.24 
2. 56 
316.08 
1.49 
4.59 

15.18 
1.62 
6.65 
1.67 
1.52 
2.86 
2.48 
3.58 



2.6 
7.24 

14.28 

15.89 

23.59 

11.78 
4.71 
7.77 

59.99 
3.58 

14. 26 
2.57 

15.92 
115.31 
2.23 

10.11 
7.97 

16.47 
7.5 

19.28 
2.34 
46.3 
5.15 
9.66 

51.11 
144.48 

32.22 

19.79 
3.79 

59. 38 
4.62 

34.78 

11.13 
3.47 

11.81 
7.9 
10.7 
7.09 

189. 86 
3.71 

56.88 
5 

0. 99 
5. 74 
2.84 
6.97 

533.83 
148.2 

22.44 
5. 55 
16.65 
8. 97 
2.6 

179. 32 
0.54 
3. 35 
12.56 
1.06 
7. 73 
1.29 
1.75 
4.73 
0. 99 
2.62 



4.56 
7.84 
13.21 
18.33 
21.43 
2.93 
3 

18.39 
77.08 
5. 72 
12.41 
2.05 
6.96 
93.32 
2.16 
30. 58 
12.05 
22.21 
7.41 
18.65 
4.87 
38.66 
2. 53 
10.92 
48.11 
167.59 
27.66 
23.48 
2.64 
50.82 
2.51 
35. 92 
12.12 
3.76 
14.81 
6.32 
4.04 
3.31 
337.31 
6.54 
114.15 
2.99 
2.07 
5.13 
2. 33 
3.31 
1241.6 
628. 13 
33. 16 
15.45 
23.86 
9. 14 
2.88 
117. 74 
0. 39 
7. 04 
15.63 
2.07 
6. 52 
0. 92 
2. 38 
5. 28 
1.82 
4. 94 



5.3 

8. 04 
12.46 
21.35 

24.3 

8. 97 

2. 59 
18. 96 
72. 65 

3.56 
17.97 

1.69 
13. 22 
84 

2.49 
15. 23 

7. 85 
25. 65 

8. 67 
20. 31 

3.41 
32.65 

3. 96 
10.91 
44.78 
158.06 
24.11 
12. 56 

3.67 
71.84 

1.18 
40.14 
12.05 

3.82 
13.16 

3.97 
14.95 

6.98 
274.16 

7.99 
137.5 

2.91 
0 

6.32 
2.39 
6.44 
1269.4 
519.33 
22.67 
9.22 
16. 15 
8.89 
1.65 
101.94 
1.87 
17.36 
32.84 
0. 
8.12 
0.82 
0. 

2.61 
0.86 
3.56 



9 
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Table 443 



NT2RP3001764 

NT2RP3001771 

MT2RP3001777 

NT2RP3001782 

KT2RP300^7^2 

KT2RP3001799 

NT2RP3O01819 

NT2RP3001829 

NT2RP3001836 

KT2RP3001839 

NT2RP3001844 

NT2RP3001848 

NT2RP3001854 

NT2RP3001855 

NT2RP3001857 

NT2RP3001858 

NT2RP3001861 

HT2RP3001866 

NT2RP30O1871 

rT2RP30O1874 

NT2RP 300 1878 

NT2RP3001885 

MT2RP3001896 

NT2RP3001898 

VT2RP3001899 

WT2RP3001901 

NT2RP30Q1915 

NT2RP3001926 

MT2RP3001929 

NT2RP3001931 

NT2RP3001938 

NT2RP3001943 

NT2RP3001944 

HT2RP3001945 

MT2RP3001947 

MT2RP3001949 

HT2RP3001952 

NT2RP3001954 

NT2RP3001956 

NT2RP3001967 

MT2RP30Q1969 

NT2RP3001976 

NT2RP3001986 

HT2RP3001989 

1TT2RP3002002 

NT2RP3002004 

NT2RP30O2O07 

HT2RP3002014 

CT2RP300201S 

HT2RP3002033 

HT2RP3002045 



HT2RP3002054 292. 36 



NT2RP3002056 
HT2RP3002057 
P1T2RP3002061 
HT2RP3002062 
HT2RP3002063 
NT2RP3O02O64| 
MT2RP3002071 
KT2RP30O2O73 
HT2RP3002074 



NT2RP3002075 115.61 



OT2RP3002077 
WT2RP3002081 



3.84 
10. 53 
40.66 
18.47 
51.98' 
7.5 
9.21 
0.79 
16.84 
6.81 
5.94 
53.13 
53.05 
8.77 
2.78 
1.48 
4. 86 
4.29 
4.11 
10.44 
6.84 
6.75 
15.8 
10.12 
4. 46 
2.97 
21.98 
42.5 
7.68 
7.03 
0. 69 
188.81 
17. 12 
39.73 
47.48 
37.29 
10.17 
9.56 
3.88 
7.48 
MS 
1.89 
3.89 
6. 56 
7.76 
7.76 
14.2 
2.11 
10. 24 
8 

7. 45 



3.09 
10.26 
3.7 
14.95 
3.07 
4.75 
2.99 
4.16 
3. 97 



1.88 
9.52 



4. 67 
6.71 
47.79 
18.59 
43.73 
9.23 
8.05 
0. 98 
18.26 
9.19 
4.03 
36.02 
46.79 
9.33 
1.95 

I. 77 
3.76 
4.19 
2. 37 
5. 38 
8. 82 
5.91 
9.61 
6.81 
3.48 
2.49 
18.4 

70. 22 
7.59 
5. 58 
0. 54 
183.6 
20.99 
40.32 
38.36 
38.85 
10.07 
18.54 
4.98 
3.68 
1.05 
2.22 
3.3 
8. 64 

II. 38 
12.41 
10. 34 

1.84 
10.71 
5.97 
16.7 
495. 62 
3.6 
15.21 
2.82 
11.22 
0.91 
4.07 
2.02 
1.73 
4.7 
136.72 
1.37 
4.64 



12.85 
15.52 
33.95 
14.66 
6*. IB 
9.91 
11.94 
6.7 
30.32 
13.79 
11.89 
38.27 
63.54 
11.43 

7. 57 
7.55 

12.83 
6.56 
11.14 
11 
7.25 
9.28 
18. 78 
17. 59 
9.66 
8.51 
24.23 
59.74 
9 

8. 39 
7. 42 

152.87 
26.58 
37.82 
48.19 
47 
6.99 
17.64 
8. 37 
9.02 
4.78 
5.25 
6. 39 
5. 36 
8. 57 
12.06 
19. 96 
5.64 
16.79 
11.92 
16.88 
456.61 
0.88 
13.61 
3.37 
12.96 
3 

6.06 
2 
3 

9, 

152.03 
7 

17.43 



.84 
.01 
59 



4. 07 
12 
47.7 
13.14 
42.16 
6. 52 
7.62 
3.6 
14.13 
8.6 
5.39 
40.15 
47.02 
9.53 
5.8 
6.01 
6.03 
7. 38 
4.75 
5.07 
6.09 
7.33 
10.19 
9.29 
6.74 
4.89 
18.83 
46.58 
5.33 
8. 57 
4.87 
80.5 
14.69 
24.74 
30.55 
29.25 
3.68 
8. 37 
7.17 
8.89 
4. 72 
5. 93 
4.22 
8.05 
5. 38 
6.85 
11.2 
7.64 
11.66 
6. 96 
5.97 
206.09 
3.45 
7.78 
5.14 
12.28 
5.76 
8.44 
4.58 
5. 39 
5.64 
61.15 
4.73 
9.04 



1.87 
8.69 

26.57 
8.87 

33. 54 
4.07 
3.17 
0,17 
7. 32 
4.4 
1.37 

39.25 

38.11 
8.22 
0.8 
1.18 
2.09 
2.36 
0.71 
2.46 
2.26 
5. 62 
5.77. 
3. 63 
4 

2.11 
15.46 
37.18 
1.89 
1.63 
0 

86. 76 
15. 73 
26. 95 
15. 52 
26.76 

I. 57 
4. 32 

1.4 
3. 53 
1.42 
1.38 

I. 46 
1.81 
2.01 
3.16 
4.92 
3.81 

II. 36 
3.29 
3.53 

224.87 
0. 32 
1.9 
1.22 

II. 33 
3. 45 
3.11 
1.41 
0. 35 
1.52 

60.41 
0 

2.14 



1.79 
4.55 
21.63 
10.49 
33.35 
3.35 
5.23 
1.25 
15.63 
4. 34 
2. 09 
28.02 
28. 76 
8.62 
2.63 
1.83 
1.54 
3.86 
0.4 
1.93 
2.81 
5. 26 
12.23 
4.48 
4.77 
2.05 
12.75 
35.96 
5.28 
4.32 
1.52 
128. 25 
4.63 
28.23 
22.26 
28. 05 
0. 37 
7.01 
2.11 
3.86 
2. 

2 
2, 
1 
2 
4 
6 

2.33 
10.59 
5. 92 
4. 

171.66 
0.79 
3.69 
2. 
13.44 
2.53 
3.26 
2.26 
0 

1.74 
66.84 
2.99 
3.36 



1.19 
2.42 
29.91 
5.89 
80.48 
7.42 
2.57 
3. 26 
6.9 
2.3 
2.04 
46.65 
72. 37 
9.1 
1.53 
0 

I. 75 
2.27 
0.62 
2.08 
4.01 
4.29 
2. 88 
2.35 
3.33 

1.6 
6.48 
45.08 
3.26 
4:68 
0 

85.31 
10.12 
17.61 
24.69 
30. 76 
2.44 

II. 86 
0.35 
3.05 
1.63 
1.33 
3.43 
3.37 
6.25 
3.73 

4.6 
1.74 
8.67 
6.91 
4.76 
441.79 
0. 92 
8.33 
0 

7.88 
1.35 
2.69 
2.09 
3.4 
2.26 
138.08 
1.52 
6.77 



3.02 
4. 06 
18.82 
13.23 
61.45 



7. 75 
5.79 
1.24 
51.58 
61.23 
7. 34 
2.14 
1.41 
2.42 
2.97 
1.36 
3.65 
2.14 
3.86 
7.21 
4.36 
4.46 
0.22 
6.95 
32.42 
1.47 
3.69 
1.16 
121.73 
15.18 
14.81 
18.23 
28.58 

I. 18 
5.36 
2.86 
4.36 
2.56 
1.09 
6.44 
1.97 
3.04 
2.48 
9. 34 
3.76 
8.67 
8.34 
3.11 

291.3 
1.02 
6.11 
1.37 

II. 32 
2.57 
6.61 
2.02 
1.98 
2.79 

127.44 
0.95 
6.6 



2.08 
4.07 

40.09 
9. 56 

65. 58 
3. 54 
6.12 
0.11 
7.46 
3.54 
1.53 
51.5 

74.82 
5.15 
0. 96 
1.37 
0. 53 
2.71 
0.06 
5.3 
3.46 
3.96 
8.15 
3.15 
3.02 
0.74 
5. 98 

25.88 

I. 63 
4.06 
0. 26 

115.26 
9.75 
14.26 
25.96 
28.74 
1.17 
4.75 

I. 91 
2.97 
0.82 
1.87 
2.42 
1.12 
6.16 

3 

6.75 
3 

II. 36 
9.48 
3.05 

543.12 
0.67 
3.21 
0. 53 

II. 12 
1.94 
3.66 
0.69 
3. 29 
1.06 

140.01 
1 

8.59 
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Table 444 



NT2RP3002086 

NT2RP30O2094 

NT2RP30O2O96 

NT2RP30O2O97 

NT2RP30O2O98 

NT2RP30O2102 

NT2RP30O2106 

NT2RP30O2108 

NT2RP30O2109 

NT2RP30021tO 

HT2RP3002113 

NT2RP3002120 

NT2RP3002121 

NT2RP30O2126 

NT2RP30O2128 

NT2RP30O213O 

NT2RP30O2133 

NT2RP30O2136 

NT2RP30O214O 

NT2RP3002142 

NT2RP30O2146 

NT2RP3002147 

NT2RP30O21S1 

NT2RP30O2155 

NT2RP30O2156 

NT2RP 3002 160 

NT2RP3002163 

NT2RP3002165 

NT2RP3D02166 

NT2RP3002173 

NT2RP3002174 

NT2RP3002181 

NT2RP3002185 

NT2RP3002193 

NT2RP3002204 

NT2RP3002244 

NT2RP3002248 

AT2RP3002253 

NT2RP3002255 

NT2RP3002264 

NT2RP3002257 

NT2RP3Q02273 

NT2RP3002276 

NT2RP3002281 

OT2RP3002266 

NT2RP3002297 

NT2RP3002301 

HT2RP3O02303 

NT2RP3O023O4 

NT2RP3O023O9 

NT2RP3002311 

NT2RP3O02315 

NT2RP3O02319 

MT2RP3002324 

HT2RP3002330 

NT2RP3002333 

MT2RP3002337 

NT2RP3002342 

KT2RP3002343 

NT2RP30023S1 

NT2RP30023S2 

NT2RP30023S3 

NT2RP30O2362 

NT2RP3002363 



9.1 
3.34 
12.33 
23.91 
5.03 
13.2 
10. 38 
4. 96 
40. 98 
S.34 
9.48 
7.73 

I. 11 
64.09 

8.94 
48.1$ 
713.78 
99.29 
3.69 
9.07 
9.3 
11.07 
15 
53.25 
3.79 
9.08 
13.64 
5.75 
5.43 
517.9 
130.22 
5. 97 
44.31 
7.33 
41.05 
12.8 
7.98 
17.21 
3.26 
81.68 
2.25 
20.4 
3.97 
13.35 
16.62 
94.9 

II. 34 
7.54 

91.67 
4.32 
9.65 
16.31 
8.49 
18.48 
14.44 
41.51 
4.44 
25.61 
3. 99 
20. 96 
29. 92 
26.94 
18.42 
11.71 



5.64 
2.83 
8. 92 
20.85 
5.84 
5.06 
7.3 
2.64 
15. 02 
2.87 
7.75 
8. 74 
4.94 
54.26 
4.6 
21.81 
729. 07 
50. 26 
7. 52 
12.94 
10.61 
11.26 
10. 97 
66.04 
2.7 
10. 25 
21.03 
7. 58 
5.03 
446. 69 
107. 95 
4. 69 
38.54 
7.63 
45. 66 
20.63 
7.8 
11.16 
2.63 
74.91 
3.31 
16.49 
2.93 
12.31 
19.5 
98.81 
12. 34 
10.15 
49. 25 
3.35 
9. 45 
24.1 
14.45 
20. 79 
26. 39 
67. 04 
8. 96 
22.15 
7. 39 
17.51 
68.54 
26.46 
12.38 
14.02 



14.68 
6.44 
11.73 
34.1 
6.49 
15.39 
14.64 
12.49 
38. 55 
6.32 
15.49 
11.8 

I. 77 
55.37 

9.8 
38.29 
666.05 
79.88 
7. 94, 
11.89 
11.18 
19.71 
25.17 
47.55 
6.74 
12.47 
16.3 
8.41 
4.69 
509. 69 
156.75 
12.81 
51.77 
13.87 
52.03 
18.31 
12.04 
18.79 
8. 57 
64.3 
8.07 
19.5 
8.36 
15.77 
20.21 
132.4 
18.57 
16.1 
50.79 
10. 38 
12.73 
16.79 
9.47 
21.07 
29. 36 
49. 57 

II. 93 
24.13 

7.92 
19.58 
51.75 
26.72 
24.27 
21.35 



7.72 
4.61 
8. 59 

19.75 
7.72 

11.41 

10.63 
5. 65 

15.39 
5.23 

10.55 
6.57 
5.17 

40.43 
7.18 

25. 97 



4.13 
2.06 
3. 97 
11.2 
2.61 
5. 66 
8. 57 
1.44 

16.89 
2.17 
5. 09 
3. 91 
1.32 
28.8 
4.51 

19. 96 



842.53 766.78 
69.55 56.35 



5.4 
8.33 
9.37 
10.63 
14.01 
73.17 
4. 59 
12.87 
10.69 
8. 08 
5.27 
297.97 



2.45 
6.6 
7.32 
7.44 
7.18 

43. 36 
0.75 
7.96 
7.06 
1.96 
1.55 

240.6 



150.48 138.99 
5.8 2.39 



25.79 
8. 26 
45.02 
13.33 
10.57 
9. 56 
4.41 
98. 72 
3.82 
15.02 
4.35 
11.45 
12.28 
64.72 
7.11 
7.32 
81 
4.01 
9.08 
7.96 
9. 99 
16.08 
13. 92 
36.81 
5.8 
19.61 
5.18 
6. 79 
25. 45 
23.44 
11.02 
9.9 



16.42 
3.71 
28. 36 
15.24 
4. 97 
7. 33 

I. 55 
70. 97 

0.82 
8. 97 
0.7 
7.05 
6.1 

33.84 
3.98 
5.62 

77.65 
1.44 
6. 57 
7.42 
3.2 
9.05 
12.3 

41.81 
1.82 

11.87 
2.92 
4.97 
36.1 

18.05 
6.26 

II. 24 



4.75 
2.3 
5.5 

19. 57 
2. 62 
7.42 
6.26 
2.35 

11.31 
1.37 
3.01 
2.89 
0. 68 

44.09 
3.23 

17.62 
697.72 

39.45 
3.08 
5.19 
7.23 
5.02 
7.82 

52.61 
1.4 
7.04 
4.19 

I. 96 
0.67 

253.29 
121.68 
3.23 
22.4 
3. 99 

25.63 

10.05 
3.5 
7.05 
2.02 

43.12 
1.41 
5.71 
1.55 
7.28 
7.69 

39. 98 
4.21 
4.17 

34.95 
1.07 
4.41 
8.29 
4.43 

II. 92 
11.42 
35. 64 

3.91 
9.75 
2.42 
3 

22.42 
15.48 
7.66 
7.29 



9.35 
2.41 
5. 94 
12.95 
5.48 
3.96 
3.35 
2.54 
8.11 
2.33 
6.14 
5.04 
2.8 
33.92 
4.1 
5.74 
544.62 
17.4 
2.99 
5.4 
12.19 
4.38 
7.02 
36.35 
1.04 
2.66 
9.73 
2.6 
2.88 
44.66 
76.48 

I. 84 
38.06 

4.19 

28.31 
9.17 
9.37 
3.72 
1.36 

54. 37 
0.79 

10.11 
1.24 

10.16 
4.25 

11.41 
2.56 
5.05 

31.29 
2. 59 
3.9 
9.67 
5.43 
2.65 
5. 88 

33.68 
2.32 

II. 85 
2.4 

9. 93 
47.8 
14.2 
12. 53 
10.05 



9. 69 
5. 92 
5.18 

19.73 
4.78 
4.11 
4.87 
2.99 

16.82 
2.43 
4.67 
3.74 

I. 37 
65.97 

5. 32 
23.29 
1065.2 
37.71 

3.81 

5.06 
11.03 

6.88 
15.09 
94.67 

0.59 

3.65 
11.32 

3.84 

6.31 
135.22 
86.96 

5.23 
52. 39 

5.78 
47. 28 

7.08 

6.63 
10. 84 

3.59 
98. 78 

I. 35 
9.27 
0.89 

10. 76 
3.16 

37.45 
4.64 
6.82 

39.07 
1.36 
4.09 
8.19 
3.04 
9.16 

II. 72 
44.76 

2.11 
13.94 
1.77 
4.83 
10.88 
29. 02 
15.38 

II. 93 



7.69 

I. 29 
4.01 
14.4 
3.63 
3. 36 
10.6 
5.43 
6.14 
0.38 
6.08 
4. 99 

1.2 
39.23 
11.38 
23.75 
813. 76 
52. 59 
3.42 
2.64 
8.72 
4. 67 
18.04 
86.47 
1.13 
6.87 
12.78 
1.9 
2.47 
128.7 
88.77 
1.34 
48.7 
8.23 
47.76 
5.13 
3.98 
9.39 
1.93 
53. 26 
0.88 
13.28 
0.84 

II. 32 
1.57 

29.98 
4.68 
7.85 

25.04 
0.22 
5.31 

10.65 
5.3 
8.78 

10. 72 

37.87 
2. 55 
20.4 
3.64 
3.54 
7. 27 

22.52 

16.92 
6.97 
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10 



15 



NT2RP3002377 
NT2RP3002397 
NT2RP30024O4 
NT2RP3002410 

mmomu 

NT2RP3002430 
NT2RP3002448 
NT2RP30024S4 
NT2RP3002455 
NT2RP3002456 
NT2RP3002462 
NT2RP3002469 
NT2RP3002470 
NT2RP3002484 
NT2RP3002491 
NT2RP3002494 
NT2RP3002497 
NT2RP3002500 
NT2RP3002501 
NT2RP3002512 
NT2RP3002529 
NT2RP3002S33 
NT2RP3002539 
NT2RP300254O 
NT2RP3002543 
NT2RP3002545 
HT2RP3002549 
KT2RP30O2552 
NT2RP3002558 
NT2RP30O2565 
NT2RP300256S 
NT2RP3002S71 
HT2RP3002572 
HT2RP3002573 
HT2RP3002577 
MT2RP3002579 
NT2RP3002582 
NT2RP3002587 
NT2RP3002590 
NT2RP30O2602 
NT2RP3002603 
KT2RP3002621 
NT2RP3002622 
NT2RP3002S24 
NT2RP3002628 
KT28P30O2629 
NT2RP3002631 
MT2RP3002647 
HT2RP30O2649 
NT2RP3002650 
NT2RP30O2652 
HT2RP30O2654 
NT2RP30O2657 
HT2RP30O2659 
NT2RP3002660 
NT2RP3002663 
HT2RP3002664 
HT2RP3002667 
NT2RP3Q02671 
NT2RP30O2682 
NT2RP3002684 
NT2RP3002S87 
NT2RP3002688 168 
KT2RP3002688 



20.63 
5.32 
6.54 
7.62 
5.43 
5.86 
12.97 
12.06 
4.76 
58.03 
20.18 
3.83 
35.44 
3. 62 
13.97 
24. 09 
1.45 
16.58 
32.52 
5.61 
570.71 
33.09 
6.02 
4.32 
12.62 
2.99 
6.33 
4.39 
34.53 
13.64 
7.8 
8.13 
74.15 
32.62 
47.28 
8.63 
6.19 
10.07 
544.94 
7.18 
14.44 
6.81 
6.7$ 
26.96 
6.59 
5.76 
48.35 
12 
9.3 
26.86 
5. 52 
20.14 
16.5 
15.92 
5.66 
10. 53 
28.81 
32.83 
36.88 
8. 45 
20.03 
9.25 
1.35 
8.07 



15.78 
9.77 
8.21 
4.7 
4.93 
5.44 
9. 25 

19. 92 
3. 53 

38. 92 

13.39 

I. 84 
35.5 
2.13 

21.34 
40.78 
2.72 
14.89 
29.62 
3.7 
676.56 
38. 94 
8. 36 
7. 97 
4.6 

I. 16 
4.28 
5. 59 

21.49 
7.8 
8.76 

II. 03 
45.74 
15.75 
29.36 

6.06 
3.82 

10.45 
699.14 
7.63 

13.52 
5.15 
5.01 

16.99 
5. 38 

II. 73 
45.23 
15.89 

7.92 
18.53 

5.57 
13.49 
IS. 29 
19. 34 
10.19 
17.57 
23.63 
27.15 
30.21 

6.51 
14.16 
11.21 
106.47 
8.3 



16.8 
13.16 
7.65 
8. 02 
6.03 
9.44 
9. 52 
16.37 
5.11 
43.81 
21.5 
6.7 
72.47 
4.4 
15.21 
35.02 
2.12 
20.26 
45.43 

s.il 

723.55 
36.28 

9.74 

5. 52 
12.88 

9.33 

13 
10.04 
27.53 
14.18 
13.33 
10. 93 
56.76 
29.51 
41.83 

12.6 
10.45 
15.76 
857.26 
10.58 
18.75 

9.63 
13.82 

21. 
9 

14. 59 
46. 18 
13.32 
12.59 
27.47 
14.03 

14. 
20.85 
18.66 

9.81 
11.68 
39.16 
33.62 
40. 39 
13.68 
16.81 
13.71 
188.15 

9.14 



13.04 
6.81 
4. 33 
3.73 
6. 64 
4.78 
5.21 

13.74 
6.77 

27.96 

10. 24 
6.03 

34.81 
4.15 

12.05 
15.6 
3.96 

24.82 

41.64 
6.12 



9.6 
2. 98 
1.3 
3.33 
1.85 
1.52 
1.95 
7.64 
1.51 

14.69 
9.33 
3.37 

21.72 
1.03 
5.93 
8.77 
0.95 

15.49 

21.97 
4.35 



824.94 401.81 
44.79 15.69 



6.07 
9.08 

12.84 
6.12 
7.32 
7.03 

25.41 
11.1 

16.41 
9.57 

41.43 

19.71 

19.87 
7.23 
7.84 

10.84 



3.74 
2.78 
5.24 
1.46 
L84 
1.31 
11.35 
3.88 
6.98 
4.89 
36.41 
16.82 
14.5 
3.12 
3. 56 
6.77 



12. 99 
3.19 
1.29 
1.2 
2/91 
1.85 
1.81 
12.02 
4.71 
15.06 
4.6 
1.62 
19.39 
1.2 
4.04 
12.21 
2.47 
27.1 
31.25 
5.53 
$98.08 
31.1 
0.01 
5.47 
6.49 
2.25 
2, 
2.23 
21.08 
9.31 
8.51 
4.39 
30.38 
14. 99 
21 
4.38 
3.38 
7.46 



489.72 627.82 453.24 



10.16 
16. 38 

6. 56 
8.8 
17.24 

6.43 
10 

26.1 

16.2 

9.96 
18.25 

5.61 
11.91 
14.05 
13.66 

8.43 
14.14 
18.72 
23.94 
24.11 

7.64 
8.9 
14.12 



7.38 
10.66 
3.04 
3.27 
10.36 
2.65 
6.43 
22.1 
15.29 
4.23 
9.68 
3.76 
10.11 
6.31 
10.7 
3.68 
15.43 
11.43 
18.84 
16.4 
3.93 
9.61 
8.33 



190.36 164.88 
8.34 5.8 



6.66 
15.03 
3.97 
3.73 
13.21 
4.46 
5. 93 
27.75 
15.81 
5.01 
13.45 
3.01 
6. 69 
13.07 
8.74 
4. 95 
9. 63 
13.27 
19.81 
14.74 
4.02 
5. 51 
10.78 
199.08 
6.56 



16.42 
4.39 
2.68 
3.81 
4.09 
3.2 
2.67 
13.75 
3.7 
14.57 
3.9 
2.45 
33.8 
2.28 
5. 95 
26.54 

I. 03 
14. 57 
12.71 

3.81 
438. 95 
9. 54 
2.47 
9.44 
9.1 
2.07 
4.48 
3.66 
37 

II. 41 
6.63 
4.63 

19.06 
13.13 
17.59 
5.33 
4.87 
4.8 
363.97 
4.87 
8.16 
3.12 
2.74 
17.97 
4.24 
6.71 
26.27 
10.24 
3.45 
17. 35 
2.75 
5.42 
15.2 
4.85 
6.72 
19.1 
7.92 
15.18 
30.8 
2.41 
4.13 
7.86 
153.97 
5.59 



23.7 
2.85 
0.69 
3.45 

I. 68 
1.23 

2 

9.17 
5.48 
36.86 
5. 28 
1.7 
20.85 
1.6 
7. 05 
16.61 

I. 64 
11.42 
18. 89 

5.5 
899. 52 
21.79 
0 

4. 32 

II. 8$ 
3.55 
4. 56 

3.6 
39.71 
13. 37 
7. 76 
2. 67 
45.1 
13. 23 
15.85 
4. 66 
4.78 
4.74 
273.66 
4. 34 
15.4 
5.17 
4.44 
25.27 
5.21 
4.48 
23. 38 
7.5 
5.1 
20.46 
4.84 
7.8 
14.6 
10.09 
4.39 

II. 04 
17.21 

21.3 
3$. 93 
3.04 
6.96 
7.74 
87.55 
$.87 



18.15 
3.63 
1.15 
2.67 
3.33 
1.16 
4.7 
8.67 
5. 26 

33.26 
3.19 
0.82 

19.08 

I. 75 
7. 23 

15.03 
2.67 
19.8 

18.63 
5.08 
707.21 

17.75 
0.12 
6.18 

10.42 
0.82 
2.91 
2.29 

40.69 

16.44 
8.89 
3.9 

46.35 

21.22 
17.3 
5 

3.74 
3.88 
582.87 
6.16 
88.12 
6.09 

II. 45 
18.08 

2.97 
3.96 

21.25 
7.23 
5. 57 

18.82 
3.27 
5 

14.98 
6.73 
3.92 
8.75 
15.51 
26.19 
33.74 
2.62 
4.79 
7.01 
117.43 
4.73 
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NT2RP30027O1 

NT2RP30027O5 

NT2RP3002708 

NT2RP3002711 

NT2RP30O2712 

KT2RP3002713 

NT2RP3002721 

NT2RP3002722 

NT2RP3002723 

NT2RP3O02737 

NT2RP3002738 

NT2RP3002742 

NT2RP3002744 

NT2RP3002756 

IH2RP3002757 

NT2RP3002758 

NT2RP3002762 

NT2RP3002763 

MT2RP300277O 

NT2RP3002771 

NT2RP3002785 

NT2RP3002790 

NT2RP3002799 

NT2RP3002801 

WT2RP3002802 

NT2RP3002810 

NT2RP3002818 

NT2RP3002821 

NT2RP3002823 

HT2RP300282S 

NT2RP3002829 

NT2RP3002831 

KT2RP3002836 

NT2RP3002845 

KT2RP3002852 

NT2RP3002861 

NT2RP3002869 

NT2RP 3002874 

NT2RP3002876 

MT2RP3O02877 

NT2RP3002887 

NT2RP3002900 

NT2RP3002902 

NT2RP3002909 

HT2RP3002911 

HT2RP3002948 

NT2RP3002953 

KT2RP3002955 

NT2RP3002958 

NT2RP3002969 

NT2RP3002972 

NT2RP30O2978 

NT2RP30O2983 

NT2RP3002985 

PIT2RP3002988 

NT2RP3003000 

NT2RP3003008 

NT2RP3003012 

NT2RP300301S 

NT2RP3003016 

NT2RP3003028 

NT2RP3003029 

NT2RP3003032 



11.4 
30.23 
25. 52 
87.34 
11.51 
17.13 
70.06 
20.45 
12.21 
4.67 
122.73 
4.62 
11.76 
8.91 
18.22 
16.5 
6.55 
6.01 
13.79 
6.48 
7.93 
12.74 
44.32 
9.13 
6.6 
21.61 
12.26 
3.08 
5. 94 
46.16 
36. 39 
9.11 
16. 68 
38. 76 
27.07 
6.45 
6.19 
12.63 
143. 63 
16.65 
11.91 
24.9 
50. 68 
5.43 
32.27 
97.24 
130.69 
11 
11.7 
10.47 
9. 18 
17.8 
14.39 
4. 55 
8. 52 
3.67 
10.96 
2.33 
94.04 
4.14 
3.8 
10.59 
18.44 
9. 55 



8.8 
29.89 
23.92 
128.24 
9.81 
13.75 
117.72 
20. 54 
14. 76 
4.9 
88.31 
5.31 
7.9 
6.64 
14.86 
15.69 
8.17 
4.94 
15.86 
3. 94 
7.61 
8.68 
36.15 
7. 96 
5.16 
13. 43 
21.33 
2.75 
5.9 
68.1 
46.01 
9. 95 
11.51 
32. 47 
21.18 
10.44 
9.1 
13.11 
148. 27 
19. 83 
8. 65 
40 
50. 65 
3.6 
38. 37 
122.54 
155. 36 
13.27 
7.18 
5. 67 
3. 34 
13.14 
16. 02 
5. 27 
6.19 
3. 71 
2. 67 
3.47 
42.5 
3.97 
4.39 
12. 64 
16.02 
9.82 



15.19 
43.68 
35.27 
131.66 
14. 14 
17.42 
122.3 
15.56 
21.14 

12.9 
164.33 
8.06 
17.24 

6.82 
15.65 
16.85 
14.93 
14.86 
20. 19 
12.361 
12.09 
16.54 
61.61 

8.02 
13.06 
30.89 
22. 29 

7. 5 

9.87 
69.32 
39.22 
10.41 
17.27 

30.9 
24.92 

9.71 

10.7 

17 
181.51 
22.97 
14.58 
47.49 
63.54 

6.73 
39.37 
134.73 
174.07 
12.07 
10.81 

11 

9.31 
17.07 
14.98 

7.26 

9.46 
3 

10.84 
10.69 
71.87 
9.63 
9.49 
16.85 
27. 77 
9. 95 



9.64 
30.05 
19.02 
149.35 

7.18 

8.41 
101.88 
16.97 

7. 75 

7.24 
156.37 

6.59 
10.03 

7.81 
13.62 
13.98 

9.33 

7.96 
13.26 

8.16 

7.52 
10.03 
71.32 

8. 82 

9.48 
15.94 
12.03 

5.13 

7. 27 
16.84 
22.92 
14. 39 
10.91 
12.04 
24. 24 

7.81 
6.8 

9. 07 
254. 93 
16.33 
12.86 
50.72 
17. 78 

6.91 
37.75 
183.88 
145.08 

9.74 

11.8 
11.46 

7.48 
16.61 
15.99 

6.46 
9 

6.2 
10.43 
4.62 
52. 22 
5.98 
7.13 
9.46 
16.77 
12. 39 



4.21 
23.71 
13.81 
126.88 
5.15 
9.55 
70.22 
11.11 
4. 55 
2. 22 
134.11 
2.59 
4.45 
5.13 
6.41 
8.17 
2.38 
3. 26 
7.67 
4.01 
4. 23 
4.49 
40.17 
3.17 
2.83 
9.02 
10.84 
0. 98 

I. 84 
16.8 

16.02 
9.89 
4.09 
7.1 
10. 22 
2.41 
3.23 
5. 37 
163.87 
13.19 
6.78 
36. 64 
28. 94 
1.07 
22.31 
103.17 
99.42 
5.71 
6.8 
3.57 
3. 85 
7.47 
6.52 
1.04 
4.1 
1.26 
9.08 
0.4 
37.75 
1.6 
4.25 
5.29 

II. 22 
5.66 



7.04 
23.42 
19.8 
84.65 
2.41 
4. 36 
94.12 
10.65 
7.76 
4.66 
152.93 
2.11 
6.38 
2.63 
8.83 
9.33 
7.36 
4.46 
4.65 

I, 77 
4.31 
9.67 

61.97 
7. 55 
4.69 

13.72 
9.9 
2.74 
2.08 

11.22 

11.21 
8.12 
9.65 
5.17 

18.18 
4.65 
3.7 
6. 

216.77 
15.19 
9.6 
57.77 
15.05 
4.91 
32.66 
110. 98 
98.1 
6.63 

II. 76 
3. 82 
0.87 

16.55 

11.68 
3. 36 
8.27 
2. 48 
7.16 
1.73 

SI. 79 
1.48 
1.96 
7.18 

12.42 
4.87 



4.79 
20.15 
19. 34 
16.56 

5.29 
13.41 
113.7 
14. 55 



81.07 



10. 99 
15.83 
4.56 
4.15 
6.38 
3.51 
4.14 
11.67 
38.77 
6:99 
3.71 
15. 57 
12.06 
3.88 
2.79 
9; 52 
24.02 
9. 96 
4.06 
5.18 
20. 47 
6.77 
4.69 
8.08 
137. 83 
13.02 
8.16 
42.16 
19.17 
4.39 
41.96 
109. 55 
201.22 
7. 47 
8.8 
2.62 
5.21 
15. 56 
18. 52 
4.84 
7.55 
2. 37 
5.31 
0.84 
66. 36 
2.56 
3.07 
11.38 
15.36 
6.47 



10.11 
25.03 
22.92 
37.76 
7.06 
9.28 
122.46 
10.8 
7.72 
1.49 
85.63 
3.26 
8.18 

I. 31 
9.29 

11.78 
5.11 
2.77 
6.79 
4.07 
3.39 
8.3 
29.46 
2.43 
3.1 
16. 49 
10.65 
1.7 
3.12 
7.53 
7.98 
4.98 
4.72 
12.27 
22.49 
4.65 
3.27 
3. 93 
99.6 
8.47 

II. 65 
46. 86 
20.83 

3.43 
41.35 
85.09 
181.14 
5. 75 
13.15 
3.28 
5.53 
17. 59 
16. 38 
3.07 
8. 24 
2.4 
8.35 
1.69 
44.43 
2.43 
2.66 
8. 45 
17.44 
4.02 



7.18 
27.52 
17.32 
36. 54 
4.76 
8. 38 
107.46 
10.74 
6.61 
3.15 
82.42 
2.78 
6.87 
1.38 
10.38 
10.47 
6 

3.35 
5.16 
2.45 
4.41 

11.43 

32.11 
2.63 " 
3.55 

23.18 
7.02 
1.96 
3.09 
4.62 
9.64 
9.9 
7. 36 
9.29 

18.97 
5.14 
3.99 
8.06 
141.63 

12.29 
6.83 

41.82 

23.73 
4.07 

47.38 
95.2 
165.58 
5.17 

14.41 
4.09 
7.19 

21.66 

19.45 
3.43 
9.04 
2. 73 
5. 42 
1.54 

66.31 
2. 26 
1.64 

12. 26 

10.46 
3. 62 
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NT2RP3003044 
NT2RP3003Q47 
NT2RP30O3050 
NT2RP3D03053 
NT2RP30O30S9 
HT2RP3003061 
HT2RP30O3068 
NT2RP3003071 
NT2RP30O3076 
NT2RP3003078 
NT2RP3003081 
NT2RP30O309O 
NT2RP3003097 
NT2RP3003098 
NT2RP3OO3101 
NT2RP3003109 
lfT2RP30O312! 
NT2RP30O3133 
NT2RP30O3137 
NT2RP3003138 
NT2RP3003139 
NT2RP30Q3H5 
NT2RP3003150 
KT2RP3003157 
KT2RP3003185 
HT2RP3003193 
NT2RP3003197 
NT2RP3003203 
NT2RP3003204 
ITT2RP3D03210 
NT2RP3003212 
NT2RP3003213 
NT2RP3003224 
NT2RP3003226 
MT2RP3003230 
NT2RP3003235 
NT2RP3003242 
NT2RP3003251 
NT2RP3003252 
NT2RP3Q032S8 
NT2RP3003260 
KT2RP3003264 
NT2RP3003273 
MT2RP3003278 
KT2RP300328Q 
HT2RP3003282 
NT2RP3OO3290 
NT2RP3O033O1 
MT2RP3O03302 
MT2RP3O03311 
MT2RP3003312 
NT2RP3003313 
MT2RP3003327 
NT2RP3O03330 
NT2RP3O03344 
HT2RP3003346 
NT2RP3003349 
NT2RP3003353 
NT2RP3003354 
NT2RP3003368 
NT2RP3003375 
MT2RP3003377 
NT2RP3003384 
MT2RP3003385 



20.51 12. OS 
318.58 233.21 



18.28 
307.78 
13.67 
9.42 
5.45 
10.82 
19.09 



6.01 3.67 
4.73 4.39 
3.4 2.18 
3.92 4.63 
13.64 16.72 
501.47 582.68 529.35 

11.52 4.82 12.85 

14.12 17.86 

14.21 20.22 

6.96 9.84 

15.06 14.8 

7.46 9.23 

12.95 14.52 

29.32 24.18 

6.75 15.15 

7.45 12.11 

5.11 11. L 

14.02 31. 57* 

13.28 16.88 
27.36 41.27 

5.2 3.99 

28.34 31.25 

12. 16 22.32 

51.34 61.74 

9.96 23.45 

14.29 19.75 
17.04 30.4 

8.19 12.29 

8.5 11.56 

4.05 5.85 

53.67 56.74 

3.58 10.67 

5.28 14.91 

66.15 103 

66.48 77.54 



14. 69 
14.34 
4.38 
14. 02 
6.1 
11.04 
27.77 
14.74 
8.34 
4. 53 
14.49 
17.72 
29.81 
3.07 
36.91 
12.88 
56.79 
14. 34 
13.42 
19.08 
6.33 
8.37 
5.67 
55. 68 
4. 57 
7.29 
79.63 
73.44 
104.1 
10. 37 
15.2 
20.33 
39.02 
4.51 
10.07 
8.01 
6.34 
5.35 
10.24 
44.6 
4. 75 
24. 36 
11.8$ 
9.48 
28.77 
7.42 
7. 56 
77.06 
5.79 
50.09 
10.01 
13.81 
8.13 
15. 97 
10.44 



73.55 126.64 
11.27 12.13 



11.75 
21.23 
33.18 
4.91 
13.81 
8.36 
4.14 
4.64 
13.13 
31.52 
4.55 
35.16 
10.76 
7.49 
45.14 
9.51 
7.33 
82.34 
9.35 



13.65 
23. 55 
49. 85 
15.07 
15.32 
9. 74 
6. 

5. 82 
10.58 
44.49 

11.5 
29.14 
12.83 
11.81 
40.86 
10.17 
10. 55 
60.61 
12.49 



93.33 122.44 
14.26 18.12 



11.33 
11.7 
18.59 
16.16 



19.09 
14 
24.94 
15.37 



17.95 
283. 91 
6.04 
5.4 
4.75 
7.14 
13.94 
407.82 
9.77 
9.88 
13.69 
6.19 
11.66 
6.4$ 
11.99 
32.49 
12.65 
8.93 
4.41 
15.47 
11.32 
37.92 
5.23 
37.59 
13.29 
61.27 
8. 85 
14.19 
16. 33 
9.16 
8.15 
6.17 
16.3 
6.47 
8.17 
95.3 
45.7 
135.43 
9.17 
15.47 
13.01 
37.17 
7.81 
10.69 
5.35 
6.51 
6.64 
8.04 
25.69 
8.43 
9.01 
7.95 
7. 32 
24.02 
9. 56 
7.96 
59.72 
5.S4 
53.2 
8.66 
11.92 
6.42 
10.9 
14.39 



10. 92 

156.8 
1.27 
1.52 
1.77 
5.71 

11.08 
335.95 
5.93 
7.71 
9.02 
3.29 
5.57 
4.67 
6.27 

26.06 
4.66 
5.28 
2.55 
8.33 
8. 97 

28.86 
1.85 

20.43 

10.08 

47.04 
5.2 
7.85 

10.47 
9.84 
5.18 
2.96 

18.72 
2. 35 
2.63 

92.56 
33.8 

95.34 
5.92 
7.62 
8.75 

29.58 
4. 36 
5. 74 
2.41 
1.72 
2. 67 
5.22 
16.4 
3.14 
9.9 
5. 85 
3. 63 

22. 59 
3. 26 
3.11 
39.01 
3.66 
56.67 
5.26 
5. 85 
2.73 
5.8 
15. 35 



17.93 
215.31 
2.97 
3.2 

I. 03 
3.17 
9.11 

447.01 
5.76 
7.1 
9.23 
2.43 
5.77 
4.01 
8.65 
31.9 
5.96 
6.18 
1.77 
7.42 
7.87 
28.23 

I. 66 
24.91 

II. 04 
47.44 

5.54 
8.04 
7.75 
6.29 
3.57 
2.21 
16. 37 
3.36 
3.43 
60.75 
25.86 
99.58 
6.54 
6.38 

II. 13 
23.32 

2. 59 
4.93 

I. 56 
3. 27 

3.3 
4 

28.65 
4.46 

12.13 

3. 
2 

18 

4. 

4.95 
41.31 
3.54 
30.98 
5. 87 

II. 47 
1.97 
5.57 

10.89 



.91 
.99 
.95 
.53 



12.47 
289.99 
2.45 
1.65 
2.8 
3.68 

15.51 
379.51 
7.19 
3.81 

12.65 
4.26 
8. 05 
3.99 

11.09 

22.67 
4.11 
2.52 

I. 57 
8.07 

7.6- 
19.57 
3.17 
16.55 
7.56 
61.96 
6.63 
8.52 
7.19 
6.27 
6.2 
4.78 

II. 98 
2.91 
3.72 

55.64 
41.52 
79.05 
5.47 
7.6 
14.98 
18.19 
2.42 
4.83 
1.6 
3.2 
2.13 
4.68 
36.54 
2.2 
5.11 
3.77 
4.61 
15.05 
3.31 
5.04 
20.2 
2.78 
100.88 
4.9 
12.29 
7.35 
11.93 
10.54 



17.92 
339.63 

4.04 
2.69 
1.96 
3.67 
9.65 
122.11 
9.4 
7.38 

17.91 
4. 05 
9.19 
4.01 
9.21 

12.21 
5.09 
4.07 
3.58 
6.92 

10.95 
16.3 
2.46 

12.31 

13.67 

79.57 
9.6 

12.56 

12.58 
7. 36 
5.26 
3. 56 

29.14 
2.15 
2.45 

70.39 
43.2 

81.02 
5.61 
4.08 

15.72 

26.52 
2.45 
5.26 
2.02 
1.42 
0.74 
1.19 

47.16 
3.71 
5.46 
4.31 
4.57 

12. 99 
3.26 
6.17 

47.64 
3.58 

61.77 
3.64 
9.6 
4.71 
4.66 
6. 35 



24.95 
305.02 
3.78 
4.02 
1.97 
3.35 
9.79 
170.7 
27.45 
11.24 
10. 55 
2.94 
6.11 
3.93 
8.98 
14. 33 
12.75 
7. 32 
2.61 
9.16 
5.4 
17.5 

I. 85 
12.99 
13.84 
80.02 

4.5 
10.13 
11.16 

5.46 

6.14 

3.34 
26.24 

2.81 

3.81 
55.23 
38.85 
71.32 

2.73 

5.36 
16.47 
25.18 

2 

3 

2. 

0 

I 

1 

60. 
1.64 
5.49 
3 
4.3 
3.77 
4.42 
6.71 

67.66 
3.64 

52.32 
2. 35 

II. 66 
8.09 
4.64 

9.2 



.99 
.08 
.23 
.91 
.31 
.93 
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Table 448 



NT2RP3003396 

NT2RP3003403 

MT2RP3003409 

NT2RP3003411 

NT2RP3O0342O 

NT2RP3003425 

NT2RP3003426 

NT2RP3003427 

NT2RP3003433 

NT2RP3003437 

NT2RP3003448 

HT2RP3003455 

NT2RP3003462 

NT2RP3003464 

NT2RP300346S 

NT2RP3003473 

NT2RP3003474 

NT2RP3O03475 

KT2RP3O0349O 

NT2RP3003491 

HT2RP3Q03493 

NT2RP3O035OO 

NT2RP3003527 

NT2RP3003532 

NT2RP3003S3S 

NT2RP3003536 

NT2RP3003S43 

MT2RP3003549 

KT2RP30035S2 

NT2RP3003555 

NT2RP3003SS9 

NT2RP3003564 

NT2RP3003572 

NT2RP3003S76 

NT2RP3003587 

NT2RP3003589 

NT2RP3003592 

NT2RP3003593 

NT2RP3003614 

NT2RP3003621 

NT2RP3003625 

NT2RP3003627 

NT2RP3003636 

MT2RP3003642 

WT2RP3003645 

NT2RP30O3648 

NT2RP3G03649 

NT2RP3003650 

NT2RP3Q03656 

KT2RP3003659 

NT2RP3003662 

NT2RP30O3664 

NT2RP30036S5 

MT2RP3003671 

NT2RP3003S72 

NT2RP3003673 

NT2RP3003679 

HT2RP3003680 

NT2RP3003686 

WT2RP30O3689 

NT2RP3003697 

MT2RP3Q037O1 

NT2RP3003704 

NT2RP3003714 



16.4 
1.1 
7. 35 
11.06 
19.06 
6.27 
7.48 
28.71 
4.33 
3.79 
50.3 
10.05 
10.37 
14.66 
17.22 
10. 99 
3.37 
25. 58 
6.09 
18.8 
4.17 
5.9 
7.67 
10.61 
38.7 
5.83 
83,01 
5.05 
5. 72 
7.3 
16.08 
21.9 
4.45 
10.13 
4. 99 
8.61 
16.97 
8.95 
16.19 
23.31 
30.15 
13.85 
43.56 
9. 55 
11.93 
6.56 
26.09 
12.61 
6.54 
9.46 
8.5 
4.6 
11.75 
70.45 
12.42 
8.49 
10. 33 
13. 23 
3.02 
9.23 
6.83 
9.67 
10.73 
6.87 



12.74 
2.78 
11.81 
12.25 
32.9 
5. 66 
8. 53 
32.12 
3.61 
2.73 
43.28 
10. 38 
9. 93 
13.89 
14.94 
11.83 
3.95 
23. 74 
2. 59 
17.56 
0. 67 
4.89 
4.85 
16.22 
29.85 
2.22 
76.4 
3.61 
3.03 
5.08 
18. 05 
11.18 
3.71 
4. 39 
3. 94 
6.29 
13.2 
15. 57 
15. 38 
9.78 
13. 92 
10.22 
19.06 
5.41 
7.13 
6.34 
26.77 
11.46 
4.65 
5.9 
8.39 
5. 97 
13.45 
72.23 
9.67 
4.06 
6.46 
15.62 
3.35 
7. 33 
7.26 
9.01 
9.76 
2. 51 



16.94 

7.09 
12.63 
14.86 
36.55 

8.42 
6.3 

28.4 
3.8 

8.27 
42.61 
13.46 
17.25 
13.26 
13.68 
10. S3 

4.83 
27.15 

4.63 

17, 

I. 27 
5.02 
6.47 

14. 72 
32.07 
11.18 
71.54 

9.39 

6.03 
11.06 
20.35 
19. 14 
12. 53 
10. 89 
10. 87 

8. 93 
13.23 
14.21 
25.69 
21.55 

27, 
17.05 
24. 94 
10.21 
13.91 

9.24 
29.81 
21.64 
10.33 
15.28 

10.9 

8.27 
13.25 
46.58 
13.46 
14.72 
20.68 
26. 63 
12. 97 

II. 82 
6.91 

11.76 
12.38 
9. 56 



16.32 
5.18 
9.44 
7.42 
21.71 
5.84 
7.22 
30.38 
5.72 
7.3 
71.29 
9.15 
9.92 
12.87 
14.5 
13.09 
6.73 
19. 96 
5. 62 
22.58 
6.14 
7.76 
6.19 
12.47 
25.66 
6.74 
99, 52 
4.66 
6.81 
9.46 
13.82 
32.64 
6.23 
7.2 
4. 59 
5.98 
12.11 
12. 38 
16.13 
19.16 
27.09 
10.88 
24.57 
6.42 
10.67 
8.44 
22.55 
12. 68 
8.68 
7. 57 
5.37 
6.79 
12.32 
69.47 
13.04 
9.56 
8.71 
9.67 
5.63 
8.17 
7.08 
7.31 
10.7 
7.86 



6. 79 
1.78 

12.96 
4.83 

11.78 
2.62 
3. 59 

20. 54 
1.58 
2.16 
41.3 
4. 03 
5. 42 
7.49 
4.68 

12. 46 
2.05 

21.31 
1.54 

14. 42 
0.62 
1.8 
2.35 
4. 81 

21.86 
1.99 

61,99 
1.49 
1.98 
2.54 
7.72 

13. 35 

I. 91 
4. 48 
3.45 
6.78 
9.09 

7.8 
12.3 
8. 76 
17.35 
8 

26.12 
5.7 
5.31 
4.41 
18.26 
5.46 
1.7 
5.1 
1.92 
3.03 
5.11 
88.76 
14.86 
3.96 
5. 36 

II. 59 
1, 
6. 
5. 
4. 
7, 
2 



16. 93 
3.29 
4.77 
5.8 

14. 57 
3.03 
4. 34 
27.6 
3.56 
3.14 
73.4 
7. 96 
4. 43 
6.91 
9. 94 

13.39 
5.69 
0.35 
3. 26 

27.63 
2. 97 
6.18 
4. 17 
8.89 

25.49 
4.05 
69.1 
3.34 

I. 74 
6.2 

7.64 
24.42 
3 

6.35 
2.48 
3.45 
12.9 
13.05 
18.94 
10.65 
16.31 
10.73 
25. 77 
4.71 
7.85 
4. 52 
23.64 
10. 24 
4.51 
6 

5.94 
4.25 
5.74 
53.27 

II. 65 
4. 91 
8.11 

10.92 
1.88 
3.83 
6.06 
5.19 

10.02 
3.23 



14.73 

I. 96 
6.95 
7.12 

23.43 
4. 29 
6. 93 

31.57 
2.47 
2. 83 

51.67 
7.2 
5. 52 

18.26 

19.05 
10.9 
2.42 

II. 64 
2.21 

10. 64 
3.62 
6.6 
6.12 

14.42 

14. 16 
4. 59 

35.13 
2.95 
4.06 
9.1 

10.69 
5.9 
2.99 
2.89 
4.61 
8.93 
9.83 
6.6 
17.5 
10.2 

10.08 
7.14 
9.71 
4.31 
4.02 
4.4 

34.18 
6.26 
3.42 
4.35 
1.35 
M4 
4.75 

45.85 

11.18 
4. 97 
4.9 
6.46 
2.06 
2.32 
2.11 
3.31 

15.67 
1.8 



19.34 
3.43 
7.18 
7.74 
20.87 
2.39 
6.05 
21.98 
5.63 
3.31 
39.73 
5.64 
5.56 
16.54 
18.28 
7.59 
1.56 
10.85 
16.1 
13.18 
2.46 
5.32 
6.18 
12.45 
14.9 
4.1 
38.35 
6.92 
3.11 
6.02 
7.28 
11.04 
5.76 
3.48 
2.31 
5.16 
6. 59 
6.07 
16.33 
15.44 
25.7 
16. 59 
16.11 
4.84 
4.25 
2.95 
24.81 
12.27 
4. 72 
6.43 
3.6 
1.93 
7.06 
13.94 
14.12 
6. 88 
8. 58 
10.89 
1.47 
5.97 
3.71 
2.62 
9. 66 
2.83 



18.49 
3.41 
6. 37 
6. 44 
21.3 
4. 38 
8.2 

21.07 
2.76 
4.36 

51.96 
6.56 
5.82 

18.68 
19.4 
8.71 
2.61 

19. 52 
3. 36 

15.87 

I. 88 
6.99 
4.88 

12.16 " 
18.19 
3.31 
47.54 
3.73 
1.34 
7.32 
10 
13.84 
5.28 
6.99 
2.5 
5.31 
9.69 
15.06 
15.44 
18.25 
26.09 
27.58 
10.76 
5.36 
4.25 
3.73 
32.1 
13.31 

II. 15 
5.32 
1.87 
3.82 
5.47 

22.44 
13.48 
5.68 
8.08 
9.67 
1.07 
3.24 
4.84 
4.46 
12.47 
0.8 
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NT2RP30O3716 

KT2RP3003721 

NT2RP3003722 

MT2RP3003726 

NT2RP30037f9 

NT2RP3003731 

OT2RP3003740 

NT2RP3003746 

HT2RP3003749 

NT2RP3003754 

KT2RP3003759 

MT2RP3003764 

NT2RP3003766 

HT2RP3Q03767 

NT2RP3003778 

HT2RP30O3779 

NT2RP3003783 

KT2RP3003787 

NT2RP3003789 

NT2RP30O3795 

MT2RP30O3799 

NT2RP3003800 

NT2RP30O380S 

NT2RP3OO3809 

NT2RP3003819 

NT2RP3003824 

NT2RP30O3825 

NT2RP3003828 

NT2RP3003831 

NT2RP3003833 

NT2RP3003836 

NT2RP3003842 

NT2RP3003843 

HT2RP3003844 

NT2RP3003B46 

NT2RP3003849 

KT2RP3003B62 

NT2RP3003870 

KT2RP3003874 

KT2RP3003876 

NT2RP300388O 

NT2RP3003S89 

NT2RP3003891 

NT2RP3003914 

MT2RP3003915 

MT2RP3003918 

NT2RP3O0392O 

NT2RP3003924 

NT2RP3003932 

NT2RP300393S 

NT2RP3003940 

NT2RP3003943 

NT2RP3003959 

NT2RP3003963 

NT2RP3003965 

NT2RP3003972 

NT2RP3003973 

NT2RP3003979 



HT2RP3OO3980 146.06 



NT2RP3003982 
HT2RP3003989 
MT2RP3003992 
HT2RP3004000 
HT2RP3004OO1 



7.01 
13.04 

3.89 

9.91 
16. 24 
21.75 

6.25 

8.07 
12.41 

6.51 

5.04 
37.79 
53.64 

8.01 
24.16 
12. 68 

21.6 
6.7 

8.11 
28. 23 

7.73 
80.77 
19.72 

8. 63 
19.91 

4.44 
15.83 

7.18 
49.77 
7 

22.92 
3.09 
23.17 
11.64 
11.56 
5.16 
8.43 
9.39 
8.27 
6.64 
11.2 
6.9 
13.51 
2.72 
13.41 
7.35 
10.75 
33.52 
13.16 
11.85 
12.22 
7.2 
7.72 
75.69 
18.74 
4.57 
6.48 
4.45 



7.33 
10.71 
46.04 
75.38 
14.94 



8. 27 
10.15 
8. 42 
10.2 
10.41 
24. 76 
8.21 
4. 76 
10.83 
6.89 
4. 82 
25. 83 
52.07 
8.08 
27. 96 
5.29 
12.18 
5. 75 
11.36 
17.85 
3. 87 
76. 75 
20.08 
14.84 
12.71 
5. 34 
8. 99 
6.66 
38.05 
12.76 
45.16 
1.45 
13.66 
8.51 
8.88 
5.61 
6.43 
14.91 
8.06 
5.28 
8.02 
11.63 
11.29 
1.62 
9. 97 
6.41 
6.92 
17.52 
5.63 
14.76 
9.19 
4.68 
13.55 
75.77 
14.24 
5. 37 
6.48 
3.72 
117.79 
5.76 
10.02 
43.53 
38.37 
10.16 



14.18 

23.8 
15.57 
12. 37 
15; 84 
24.06 
13.85 
18. 45 
19.25 
16.86 

10.4 
53.35 
31.23 

7.88 
20.47 
15.64 
19.59 
13.41 

13.5 
14.78 

9. 64 

98.8 
15.07 
28. 37 

21.8 
16.42 
17.57 
13. 27 
4(1! 92 

5.52 
37.16 

4. 55 
18.94 
12 

8.25 
9.2 
11.03 

15.6 

7.54 

7. 66 
13. 91 
11.35 
17.94 

6.56 
16.94 

5.09 
10.79 
18.55 

7.58 
15. 54 
12.29 

5. 57 
11.27 
72.03 
13.95 
14.74 
12.61 

9. 63 
158.74 
16.01 
27.87 
55.68 
57.12 
22.03 



Table 449 

5.47 2.75 3.52 

10.64 5.81 9.58 

8.33 6. 34 5.67 

9.7 5.8 5.18 

9.27 8.89 4.46 

12.03 11.65 6.88 

9.2 5.84 6.01 

7.1 1.15 4.58 
6.47 8 6.02 
6.39 6. 73 2.6 
5. 36 1.64 1.95 

42.39 40.22 42.13 

39.67 26.34 21.22 
8. 43 4. 34 4. 24 

21.14 16.84 15.25 

10.68 4.35 10.53 
7.99 4.9 7.06 
6.04 3.64 1.85 
7.92 6. 55 6.67 

13.94 17.1 12.18 
5.67 2.6 3. 17 

62. 18 49.64 73.93 

17.29 8.51 14.67 

7.81 4.06 5.86 

8.29 12.89 15. 12 

6 3. 26 2. 18 

10.52 9.35 8.99 

7.4 5.95 4.81 

12.19 13.59 13 

6.51 1.52 3.02 

16 14.78 18.49 

4.66 0.91 2.25 

21.62 11.25 18.44 
9.56 4.9 7.1 
8.42 3.89 7.04 
5.16 1.5 2.43 
6.94 2.53 2.38 
7.42 3.58 2.61 
6.09 3.19 3.65 

10.08 2.52 6.72 

8.47 2.77 7. 12 

8.75 7,41 9.51 

8.42 7.04 7.49 

5.33 2.56 2.54 

9.16 3.96 5.29 
8.06 2.84 2.93 
7.41 1.85 6.22 

12.63 9.6 13.46 
6.21 2.22 4.38 
9.97 7.96 8.34 

11.49 8.56 4.42 

7.12 5.56 5.18 
9.14 1.71 5.64 

129.26 82.85 106.1 

14.48 9.03 12.62 

8.17 2.14 5.46 

7.2 3.25 3.55 
4.62 2.41 2.62 

103.46 88.31 102.32 

6.18 2.48 3 

8.13 4.12 8.61 
31.62 22.83 36.4 
93.25 54.67 51.6 

15.95 8.73 15.13 



6.58 

11.26 
3.09 
6.04 
6.77 
4.57 
5.86 
3.94 
6.17 

13.69 
2.96 

25.68 
14.6 
4.39 

32.15 
3.1 
6.28 
4.2 
5. 52 

13. 09 
2.83 
101.61 

17.48 
6.78 
8.35 
5.16 
8.88 
5.75 
11.7 
3:01 

26.73 
1.5 

16.81 
7.94 
8.15 
2.36 
2.84 
4.29 
2.59 
2.11 
3.7 
7. 37 

10.43 
2.7 
7. 39 
4.26 
6.71 
9.41 
1.9 
3. 34 
7.78 
4.42 
6.69 

81.78 

20.67 
5 

3.26 
1.15 
155. 94 
4.61 
5.84 
32.87 
36.78 
13.16 



5. 29 
11.19 

6.47 
11.22 
7.5 

8.08 

5.22 

4.56 

7.75 
10.54 

2.71 
27.55 
22.88 

2.88 
22.31 

5.95 
6.7 

4. 99 

5.69 
11.24 

1.93 
58.63 
12. 39 

7.04 
11.58 
4 

7.14 
3.03 
8.2 
1.46 
7.91 
2.49 
22.17 
10.02 
6.21 
2.09 
2.47 
2.22 
2.64 
6.22 
8.83 
8.06 
12.21 
1.4 
4.87 
2.94 
4.36 
16.84 
2.22 
3.94 
12.51 
3.92 
7.88 
51.98 
19. 68 
3.91 
4.26 
1.72 
132.47 
2. 79 
9. 52 
30.71 
36.39 
15.23 



3.83 
10. 89 
3.17 
5.51 
6.93 
5.08 
4.61 
4.9 
8.42 
7.77 
1.17 
28.87 
28.5 
4.34 
26.7 
4.41 
5.9 
1.45 
3.28 
13.99 
2.55 
58.22 
11.94 

6.7 " 
14.32 
3.14 
8.67 
3. 24 
8.68 
3.08 
11.58 
0. 97 
19.21 
13.51 
10.88 
1.97 
3.72 
5.4 
5.21 
4.3 
6.95 
5.22 
12.8 
2.69 
7.36 
4.43 
3.03 
13.76 
2.59 
3.84 
10.79 
6.05 
9.75 
65.76 
26.47 
5.17 
5.78 
1.66 
147.6 
5.02 
13.56 
18. 85 
33.4 
21.06 
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NT2RP3Q040OS 

NT2RP30Q4013 

NT2RP3004016 

NT2RP3004025 

NT2RP3004030 

NT2RP3004041 

NT2RP3004042 

VT2RP3004044 

NT2RP3004051 

NT2RP3004052 

NT2RP3004053 

NT2RP30040S5 

NT2RP3004059 

NT2RP3004063 

NT2RP3004067 

NT2RP3004070 

NT2RP3004075 

NT2RP3004078 

NT2RP3004083 

NT2RP3004084 

WT2RP3004Q87 

NT2RP3004090 

NT2RP3004093 

NT2RP3004095 

NT2RP3004102 

NT2RP30O411O 

MT2RP3004119 

HT2RP3004125 

NT2RP3004129 

NT2RP3004130 

NT2RP30O4133 

NT2RP3004145 

NT2RP3004148 

HT2RP30O4155 

NT2RP30041S5 

NT2RP3004179 

NT2RP30O4185 

NT2RP3004188 

NT2RP3004189 

NT2RP3004190 

HT2RP3004191 

NT2RP3004202 

NT2RP30O4205 

NT2RP30O4206 

NT2RP3004207 

NT2RP30O42O9 

NT2RP3O04215 

NT2RP30O4219 

KT2RP3Q04242 

MT2RP3004248 

NT2RP30O4253 

NT2RP3004258 

NT2RP3004262 

NT2RP30O4275 

HT2RP30O4262 

KT2RP3004289 

NT2RP3004294 

NT2RP30O4298 

NT2RP3004309 

lfT2RP3O04321 

NT2RP3004322 

NT2RP3004332 

NT2RP3004334 

MT2RP3004336 



23.75 
22.54 
7. 39 
22.82 
4. 66 
4.1 
2602. 1 
32.34 
19.22 
20.9 
19.14 
5.06 
26.03 
29.14 
7.95 
905.61 
11.59 
13.83 
33.39 
25. 34 
13. 47 
72. 24 
28.49 
33. 26 
34. 73 
7.05 
11.05 
3.06 
11.05 
6.85 
8.31 
5. 99 
53 
8.18 
77. 97 
9.55 
6.31 
6.31 
15.63 
64.52 
122.58 
18. 55 
10.59 
15. 55 
8.65 
27.4 
22.45 
5.58 
4.18 
3.65 
7.46 
8.43 
5.75 
5. 37 
4.86 
6.43 
4.71 
64.72 
10 
23. 29 
4.19 
9.53 
14.9 
9.94 



15.81 
11.33 

7.18 
15. 93 

4.65 

2.26 
1724.7 
21.11 
22.27 
17. 89 
11.65 

6.81 
28.01 
22.42 

8. 62 
934.59 
15. 27 
11.53 
27.25 
24.44 
17.06 
61.09 
18. 68 
26.66 
35.32 

4. 57 
7.96 
3. 32 

13 
5.7 

5. 24 
4.29 
37.5 
8.86 

53.41 
6. 18 
5.21 
7.01 
7.3 
34. 39 
123.5 
13.31 
7.33 
12.16 
8. 42 
23. 65 
23. 53 
5.12 
6. 26 
4.1 



27.86 
5.13 
4.44 

55.93 
7.69 

38.14 
4.29 

11.83 

13.13 
8.5 



26.46 
21.96 

13.3 
25.25 

8.61 

3.06 
1778.2 
30.01 
34.06 
21.89 
20.87 

8.6 
36.98 
34.14 
20.76 
965.28 
23.01 
17.13 
43.84 

39. Z 
17.12 

78.4 
45.95 
48.11 
40.77 
10.07 
13.76 

9. 52 
16.54 

8.22 
20.22 
13.16 
49.88 

12.7 
68.62 

11.2 

6.12 

6.86 
21.16 
57.67 
136.79 
21.41 
14.79 
17.94 

9. 24 
14.82 
27.86 
13.61 
13.02 

9.37 

9.07 
9.6 

6.12 

6.47 
18.63 
10.92 

6.56 
73.74 
11.97 
42. 57 

4.98 
11.13 
17.93 
13.66 



14 
6.11 
10. 92 
22.37 
4.83 
5.03 
2098. 3 
12.91 
33.29 
18.39 
15.13 
5.35 
19.3 
23.83 
10 

291.19 
8.7 
13.53 
12.1 
27 
15.44 
57.09 
14.41 
23.16 
25. 98 
7.67 
6.77 
6.05 
13.66 
6.11 
8.3 
5.33 
32.7 
12.14 
51.37 
6.95 
9.04 
7.94 
9.58 
48.45 
74.78 
14.01 
6.1 
7.47 
5. S3 
17 
11 
6.61 
6.15 
4.69 
5.38 
7.18 
6.38 
6.33 
6.39 
5.92 
4.95 
63.66 
7.21 
12.44 
4.8 
7.92 
15.28 
9.26 



10. 64 
3.13 
9.82 
10.03 
3.44 
2. 28 
1690 
11.29 
21.4 
15.57 
10.18 
3.54 
19.54 
23.28 
4.39 
622.85 
5.82 
5.08 
13.49 
15.25 
8.85 
57.97 
12.09 
21.66 
17.76 
1.49 
3.42 

I. 93 
11.08 

4.3 
3.21 
2.78 

23.92 
3.98 

46.12 
2.94 
2. 95 
4.08 
5.21 

40. 38 

46.86 

15.47 
4.73 
8.64 
2.86 

13.67 
7.75 
2.08 
3.05 
2.24 
2.69 
4.84 
2. 36 
1.33 
3.74 
2.79 
2.62 
58.3 
2.5 

16.53 
1.3 
3.65 

II. 06 
7.37 



14.12 
3.73 
5. 35 
12. 12 
3.8 
1.57 
1795.1 
11.35 
25.83 
16. 97 
12.84 
2.7 
21.1 
19.51 
4.65 
595. 78 
8.89 
9.69 
7.53 
16.2 
8.53 
55. 36 
18.33 
33.49 
24. 22 
3. 89 
4.11 
1.78 
8.18 
3.04 
4.09 
2.69 
15.17 
4.25 
31.89 
2.88 
2.38 
2.67 
8.89 
53.55 
44.19 
6.42 
2. 92 
7.63 
3.67 
16 
10.82 
4.81 
4.41 
1.94 
1.44 
3.38 
2.74 
2.3 
5.05 
3.35 
3.32 
70.43 
3.75 
8. 76 
0.91 
4.05 
7.25 
6.68 



16.28 
3.05 
6.27 
21.2 
4. 36 

2. 62 
1947.3 

7.18 
12.31 
13.27 
3.1 
2.8 
20.16 
31.01 
3.75 
278.31 

3. 95 
12.68 

6.38 
38.67 
10.22 
77.78 
8. 92 
19.24 
15. 74 
2.25 
3.84 
1.81 
7.67 
1.91 
3.33 
2.63 
30.82 
2.59 
49.51 
4.01 
1.55 
3.74 
4.83 
47.37 
48.51 
10.97 
2.52 
5.69 
2.31 
19.95 
4.22 
3.19 
4.72 
1.48 
2.57 
6.14 
4.69 
2.5 
2.71 
2.25 
2.88 
70.1 
5.84 
14.14 
2.93 
4.3 
6.62 
4.73 



18.58 
4. 94 
' 5.44 
17.91 
2.41 
0.7 
2828. 9 
15.29 
39.18 
17.39 
7.99 
3.03 
18 
26.64 
4.12 
1360.6 
5.77 
11.48 
6.07 
47.1 
10. 37 
70.88 
23.19 
23.44 
23.36 
3.65 
3.73 
1.49 
3.97 
3.1 
4.08 
4.11 
36.4 
2.94 
25. 55 
3 

0.61 
2.3 
8.4 
42.21 
70.16 
12.13 
2.35 
7.13 
1.22 
17. 39 
8. 07 
3.17 
3.98 
3.04 
2. 47 
4.76 
0.6 



89 
54 
59 
45 
46 
48 
5.43 
1.84 
2. 24 
11.71 
8. 17 



16.43 
3.43 
4.76 
21.7 
1.96 
0.71 
2085.3 
26.2 

27.89 

19.16 
5.77 
2.13 

IS. 03 

12.72 
8.39 
1279.5 
5.73 

12.45 
6.79 

47. 33 
8.13 

90. 98 
25.5 

21.47 

12.18 
1.62 
1.51 

5. 87 
2.41 
3.29 
3.14 

44.13 
3.13 

55.19 
3.7 
2.3 
1.82 
6.14 

45.49 
47.4 

10.67 
2.6 

12.18 
2.02 

12.49 
7.54 
3.09 
3.45 
2.11 
3.21 
3.41 
2.65 
3.75 
3.27 
3.21 
3.88 

68.44 
5.36 
9.71 
2.16 
2.92 
9.43 
4.32 
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NT2RP3004338 

NT2RP3004341 

NT2RP300434S 

NT2RP3004348 

NT2RP30O4349 

NT2RP3004355 

NT2RP30O4356 

NT2RP3004360 

NT2RP3004361 

NT2RP3004374 

NT2RP3004378 

NT2RP3004399 

NT2RP3OO4405 

NT2RP3004406 

NT2RP3004411 

NT2RP3004424 

NT2RP3004428 

NT2RP3004432 

NT2RP3004434 

NT2RP3004446 

NT2RP3004451 

NT2RP3004454 

NT2RP3004466 

NT2RP3004470 

NT2RP3004472 

NT2RP3004475 

KT2RP3004480 

NT2RP3004431 

NT2RP3004490 

NT2RP3004496 

NT2RP3004498 

NT2RP3004503 

NT2RP3004504 

NT2RP3004505 

NT2RP3004507 

NT2RP3004519 

NT2RP3004524 

NT2RP3004527 

NT2RP3004534 

NT2RP3004539 

NT2RP3004541 

NT2RP3004544 

NT2RP3004551 

NT2RP3004552 

NT2RP3004557 

NT2RP3004561 

HT2RP3004566 

NT2RP3004569 

NT2RP3004572 

NT2RP30O4578 

NT2RP3004584 

NT2RP3004588 

NT2RP30O4594 

NT2RP3004603 

NT2RP3004612 

NT2RP3004617 

NT2RP3004S18 

NT2RP300462S 

KT2RP3004635 

MT2RP3004640 

MT2RP3004642 

NT2RP3004S47 

NT2RP30O46S2 

NT2RP3004669 



20.15 
45. 52 

5.41 
8.2 
46.27 
13. 69 

6.56 
11.41 
22.43 

6.08 
50. 03 
25. 24 

5. 46 
48. 02 
21.84 
12.83 

9. 06 
41.77 

6.59 

5. 55 
28. 05 

3.04 
17.88 

6.58 

4. 96 

9. 27 
22.33 

7. 51 

I. 96 
29.05 

6.1 
13. 34 
26.86 
60.88 
6.96 
3.09 
22.27 
31.26 
1954.5 
4.71 
14.72 
17.32 
12.43 
19. 37 
11.18 
2. 52 
16.46 
20. 41 
12.48 
6.49 
8. 34 
4.64 
18.77 
4. 79 
6.46 
8.05 
36.56 
19.69 

II. 6 
4.25 

15.02 
10. 52 
28.1 
7.74 



16.11 
46.06 
7. 27 
11.9 
44.69 
17.95 
4.92 
7.43 
16.96 
4.11 
39.45 
30.84 
2.69 
60.1 
13.45 
9.11 
4.59 
40.01 
6.36 

I. 31 
27.38 

4.95 
12.48 
4.48 
8.32 
6 

15.69 
6. 36 
3.67 
43.68 
6.29 
8.17 
13.87 
42.22 
5. 95 
3.32 
16.91 
36.6 
1225.4 
4.69 
10.14 
13.37 
7.15 
11.98 
12. 99 
4.37 
13.14 
16.28 
13.38 
6.06 
6.1 
4.62 
25.61 
6.26 
6.92 
8.14 
23.11 
16.42 
9.72 
10.31 
23.4 

II. 7 
24. 38 

7.41 



15.61 
66.9 
12.03 
19.15 
52.77 
13.45 
9.79 
12.2 
27.29 
5. 92 
48. 92 
27. 39 
3. 95 
76.06 
15. 39 
14 
7.61 
43.16 
9.2 
2.23 
35.9 
3.07 
17. 63 
12.1 
13,71 
11.18 
32.46 
10.91 
4.31 
52.3 
10.2 
15.98 
24.17 
65.16 
8.15 
8. 34 
24.46 
41.52 
1438.4 
10.04 
22.05 
16.21 
13.73 
21 
15.15 
4.66 
29 
28.7 
19.74 
8.06 
9.57 
7.46 
21.44 
5.77 
12.58 
15.39 
37.29 
16.21 
13.73 
12.67 
27.93 
14.69 
41.76 
20.24 



11.35 
30.5 
7.28 
6.37 
25.21 
12.62 
7.46 
11.26 
12.91 
5. 52 
39.78 
23. 96 
6.86 
27.26 
11.3 
10.53 
7.92 
46.87 
19.42 
5.8 
43.9 
5.17 
17.19 
9. 37 
7.25 
8.66 
17.18 
7.96 
5.07 
32.37 
8.29 
13.28 
16.13 
60. 93 
5.81 
4.29 
12.8 
32.19 
1526.7 
5.61 
12.49 
16.43 
9.94 
18.2 
12.15 
6.9 
10.83 
14.13 
11.19 
7.21 
5.07 
7.78 
21.59 
8.8 
12.71 
8.87 
24.87 
11.76 
7.06 
7.49 
15.96 
13.69 
13.95 
7.31 



11.45 
32.86 
2.26 
5.32 
14.4 
8.18 
3.18 
4.38 
14.7 
2.91 
39.18 
13.72 
3.8 
18.49 
8.55 
6.29 
3 

29.7 

10.09 
1.27 

34.57 
2.65 

13.76 
2.81 
5.54 
2.73 

10.83 
3.04 
2.67 
24.7 
5.15 
6.98 

11.34 

61.18 
3.02 
1.92 

14.38 

22.11 
1505.7 
3.18 
7.26 
8.76 
5.53 

12.57 
8.14 
2.44 
7.99 

11.71 
9.39 
4.59 
2.29 
2.68 

19.15 
3.9 
4.69 
3.8 
25.7 

10.91 
5.4 
7.74 

15.92 
6.27 

14.47 
6.69 



16.93 

24.48 
2.19 
6.29 

28. 82 

11.72 
5.93 
7. 34 

16.73 
4. 87 

55.24 
17.1 
2.54 

29.22 

12.78 

12.31 
6.19 

37.75 

11.41 
2.52 

29.99 
2.97 

19.32 
3.83 
4.58 
3.48 

15.45 
6.85 
3.48 

28.45 
5.43 

13.95 

13.03 

59.93 
3.27 
0.77 

10.78 
22.1 
1779.6 
4.71 
9.05 

13.79 
6.65 

16.98 

12.54 
3.94 
6.15 

13.43 
9.67 
4.3 
4.9 
3.22 

22.94 
4.9 
5.32 
5.79 

22.47 

14.71 
4.21 
5.34 

16.39 
6.34 

12.02 
6.49 



14.61 

35.75 
5.01 
9.92 

51.32 

10.41 
2.87 
4.62 

18. 55 
2.31 

61.97 

23.05 
2.58 

40.17 
6.83 
8.49 
2.13 

43.11 
3.35 
2.84 

27.84 
3.32 
3.38 
6.66 
2.83 
3.79 

12.05 
8.17 
2.86 

17.59 
3.36 
9.69 
8.55 

38.93 
2.74 
1.76 

10.59 

23.08 
777. 34 
4.15 
8.78 
6.55 

10.18 

18.98 

12.08 
3.97 
3.35 

13.97 
3.98 
5.13 
3.85 
3.01 

29.66 
5.46 
2.31 
3.78 

22.39 
6.25 
3.68 
4.28 

17.49 

18.22 
4.02 
4.02 



18.8 
44.1 
3.58 
4. 97 

39. 58 
S. 58 
5.09 
4. 39 

21.02 
2.56 

46.46 

19.32 
3.57 

40.49 
10.8 
6. 86 
2.45 

55.91 
8.97 
1.81 

20.66 
1.95 

10.38 
6.76 
3.65 
5.2 

10.67 
5.21 
2. 05 

12.79 
4. 35 

13.04 
9.71 

40.66 
2.78 
0.64 
7.77 

21.05 
2507. 5 
5. 52 
11 

10.61 
9.42 

16.22 

12.56 
3.31 
6.43 

16.73 
9.35 
4.76 
3.5 
5.54 

27.19 
7.72 

10.42 
6.88 

33.72 
8.76 
2.39 
3.2 

17.88 

14. 86 

12. 27 
6.68 



16.46 
42.23 

4. 59 

6.08 
50.42 

7.23 

3.61 

7.23 
26.27 
2.6 
63.83 
24.46 

3.49 
25.13 

17.8 
11.07 

2.73 
45.48 
10.87 

2.66 
27.06 

4. 76 
11.73 

5.57 

3.08 

3. 34 
10. 95 

5.83 

1.78 
20. 95 

5.77 
16.21 
9.3 
35.92 

2.24 

1.58 
17.02 
18.57 
2418.6 

6.25 
10. 96 
10.66 

7.62 
18.63 
14.07 
3.2 
21.27 
16.75 

8. 35 
4.1 

2.08 

3.28 
18.84 

5.82 
14.75 

7. 16 
29.91 
11.12 

2.94 

9.33 

14 

18.18 
12.65 
4.21 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP300467Q 
NT2RP4000008 
NT2RP4000018 
NT2RP4000023 
NT2RP4000O25 
NT2RP4000035 
NT2RP4000041 
NT2RP4000049 
NT2RP4000050 
HT2RP4O00051 
MT2RP4OO0O63 
NT2RP4OO0065 
NT2RP4000070 
NT2RP4000074 
NT2RP4OO0078 
NT2RP40O0080 
NT2RP40OO099 
NT2RP4000102 
NT2RP4000103 
KT2RP4000108 
NT2RP4000109 
NT2RP4000111 
HT2RP4000112 
NT2RP400011S 
NT2RP4000129 
NT2RP4000137 
NT2RP4000138 
NT2RP4000141 
NT2RP4000147 
NT2RP4OO01S0 
K72RP4000151 
NT2RP4000157 
NT2RP4000159 
NT2RP4000163 
NT2RP4000167 
KT2RP4000171 
NT2RP4000175 
NT2RP4000180 
MT2RP4000185 
NT2RP4000192 
NT2RP4OO0194 
NT2RP40Q0196 
HT2RP4000210 
MT2RP4O00212 
NT2RP4000214 
NT2RP4000216 
MT2RP4000218 
NT2RP4000223 
HT2RP4000243 
HT2RP4000246 
KT2RP4000250 
WT2RP4000256 
NT2RP4000257 
NT2RP40O0259 
NT2RP4000261 
NT2RP4O00262 
KT2RP4000263 
NT2RP4D00280 
MT2RP4000286 
NT2RP4000290 
NT2RP4000291 
HT2RP4000301 
NT2RP4000312 
HT2RP4000321 



S. 78 
4. 28 
777. 2S 
12.08 
10. 92 
13. 64 
7.95 
5.5 
7.92 
11.64 
9.36 
8. 57 
8.9 
7.09 
10.64 
39. 53 
17.27 
8. 52 
20. 66 
10.35 
9.73 
9.68 
16. 91 
7.34 
24.84 
20.7 
7. 91 
11.63 
7.8 
22.83 
5.35 
5.03 
7.7 
11.36 
5.72 
17.67 
7.68 
8.25 
3.44 
3.66 
4. 94 
4.44 
4.32 
10.41 
21.41 
18. 56 
20.76 
11.85 
10.56 
7.12 
11.29 
3.26 
23. 54 
5.19 
4.72 
2.93 
8.03 
36.69 
7.96 
6.28 
23.37 
9.06 
7.37 
14.11 



5.9 
3.76 
720. 79 
13.49 
10.01 
12.06 
4.85 
8. 69 
6.2 
12.9 
7.43 
5.45 
10.6 
6.56 
7.98 
29.46 
15.29 
8. 93 
29.01 
7.66 
11.84 
7.22 
11.4 
4.25 
25.48 
16.54 
6.25 
7.1 
8.75 
40.43 
2.77 
3.17 
6.21 
16.35 
10. 76 
20.8 
11.5 
9. 87 
9. 69 
2.3 
3. 92 
3. 86 
3.9 
10. 12 
28.56 
17.54 
13. 22 
6.5 
9.93 
5. 86 
8.98 
5.13 
23.13 
5. 55 
2.05 
2.46 
5.82 
25.69 
5.71 
5.27 
31.04 
21.31 
5. 66 
6. 64 



IS. 55 
9.74 
779.71 
11.95 
10. IS 
18.1 
12.17 
14.31 
13.4 
17.08 
9.4 
7.62 
11.32 
7.33 
15.22 
35. 07 
21.59 
15. 05 
31.17. 
11.54 
8. 78 
7. S3 
24.28 
10.98 
33.51 
14.08 
8.72 
7. 35 
6.46 
32.64 
7.92 
7.55 
14 
22.24 
11.28 
16.76 
9.21 
9.45 
9.07 
7.85 
6.27 
8.22 
5. 46 
9.74 
31.47 
17.8 
21.73 
8.31 
12.96 
5. 64 
12.39 
6. 67 
30.8 
3.54 
7.37 
11.12 
13.8 
34.43 
10.34 
10.35 
45. 88 
16.13 
10.71 
13.51 



5.95 
7.01 
458.85 
6.59 
6.87 

13.28 
6.47 
6.89 
9.91 
9.37 
6.21 
5.43 

10.92 
6.07 
9.04 

14.73 
9.54 
7.45 
15.7 
5.11 
8.41 

10.68 

20.79 
5.53 

13.19 

10.11 
5.36 
5.G5 
5.67 

26.18 
5.7 
5.12 
7.81 
7.82 
6.86 

13.24 
7.19 
8.5 
5.25 
7.16 
5.67 
4.42 
5.03 
6.43 

14.93 
9.05 

16.85 
9.5 
11.2 
5. 66 

10.04 
4.51 

34.24 
8.67 
6.8 
5.2! 
7.33 

21.81 
8.46 
7.67 

29.65 

18.84 

6.75 

10.77 



8.77 
3.13 
552.02 
4.27 
3.46 
10.2 
2.4 
4.49 
4.4 
6.75 
2.66 
1.38 
5.17 
3.64 
4.02 
7.78 

12.61 
6.98 

16.08 
5.39 
4.9 
5.18 

19.36 
2.81 

12.49 
6.13 
2.95 
2.2 
2.45 

18.45 
2.57 
2.41 
5.43 
6.7 
1.93 
7.81 
5. 94 
4.86 
3.82 
4. 58 
6.92 
2.19 
2.17 
6.54 

12.43 
3.32 

12.17 
4.18 
9.86 
4.43 
3.49 
2.18 
27.3 
2.13 
1.48 
1.63 
4.75 

13.93 
4.4 
3.77 

20.44 

21.42 
4.45 
5.65 



4.78 
2.6 
180.81 
3.03 
6. 52 
10.62 
5 

2.04 
3.61 

7, 

4.7 
3.74 
4.74 
2.14 
9. 72 
7.51 
6. 62 
5.31 

13.47 
5. 22 
6.21 
7. 24 
22.3 
4.32 

13.21 
6.89 
3.73 
2.55 
1.71 

19.86 
4. 58 
3.03 
9.16 
5.1 
2.94 

11.46 
7.44 
7.21 
5.06 
3.22 
4.33 
1.89 

I. 97 
3.07 

12.75 
6.3 
21.91 
9.75 

II. 7 
4.42 
5.45 
2.56 

37.51 
4.17 
3.76 
2.61 
4.76 

11.89 
5.47 
4.56 
28.9 

12.52 
5.45 
7.11 



1.73 
0.87 
608. 14 
5.43 
5. 55 
12.01 
2.83 
3 

2.52 
7.83 
2.12 
3. 79 

3.9 

2.7 
4.12 
7.13 
5.87 

5.6 
20.04 
4.96 

6.7 
9.51 
16.09 
2.76 
12.38 
9.81 
3.09 
3.83 
3.71 
£4.1 
2.81 
2.61 
5.02 
11.58 
6.09 
17.22 
5.84 
9.47 
3.89 
2.99 
4. 73 
2.14 
3. 56 
4.86 
14. 71 
7.12 
12.16 
8.04 
8.64 
2. 37 
5.46 
3.11 
26.44 
4.34 
2. 37 
2.49 
8. 35 
23.3 
4. 56 
5.45 
16. 58 
13.04 
4.06 
6.38 



4.19 
1.61 
341.39 
2.46 
3.38 
14.28 
2.55 
3.25 
5.2 
11.79 
2.88 
2.44 
3 

1.95 
7.85 

12.84 
6.72 
5.59 

13.58 
2.69 
3.67 
4.5 

13.49 
2.51 
15.5 
6.38 
3.11 
2.34 
1.66 

13.63 
1.73 
4.59 
7.93 
8.66 

I. 64 

II. 6 
4. 86 
6.55 
5.51 
2.89 
3,32 
2.44 
2. 52 
4.69 

10. 53 
4.66 

18. 56 
7.05 
9.69 
2.31 
5.81 
2.41 

19. 58 
3.64 
3.23 
2.62 
4.63 
25.5 
4.72 
2.24 

13.06 
8.64 
4.23 
8.75 



3.14 
1.16 

573.73 
2.56 
7.2 
15.16 
3.55 
4.73 
2.39 
8.18 
2.29 
1.14 
5.41 
3.11 
6.44 
8. 56 
3.64 
5.12 

12.68 
3,44 
4. 98 
2.88 

17.44 
2.27 
12.9 

10.47 
5.54 
1.67 
2.95 

20.82 
3.64 
2.86 
7.16 

14.17 
2.96 

13.85 
6.71 
7.72 
9.51 
2.84 
6.3 
1.01 
3.91 
2.44 
11 
4.69 

23. 33 

11.94 

10. 23 
3. 27 
5.67 
2.48 

27. 22 
5.01 
3.66 
2.71 
5.93 

21.75 



93 
35 
43 



8.66 
5.32 
12.76 
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NT2RP40O0323 
NT2RP4000324 
NT2RP4000334 
NT2RP4000343 
NT2RP4000348 
NT2RP4000349 
NT2RP4000355 253 
NT2RP400035S 
KT2RP4OOO360 
NT2RP4000367 
NT2RP4000370 
KT2RP4000373 
HT2RP4000376 
NT2RP4000381 
NT2RP4O0O388 
NT2RP4O0O39O 
NT2RP4O0O393 
NT2RP4O0O398 
NT2RP4O0O406 
OT2RP4000407 
NT2RP4000413 
WT2RP4000415 
NT2RP4000417 
KT2RP4000423 
NT2RP4000424 
NT2RP400O447 
NT2BP40Q0448 
KT2RP4000449 
NT2RP40004S3 
WT2RP4000455 
ICT2RP4000456 
NT2RP4000457 
NT2RP4000461 
NT2RP4000462 
MT2RP4000463 
NT2RP400Q471 
NT2RP4000472 
NT2RP4000476 
MT2RP4000480 
HT2RP40OO481 
NT2RP4000483 
NT2RP4O0O487 
NT2RP4000496 
NT2RP4000497 
ITT2RP4000498 
KT2RP4000500 
MT2RP4000507 
HT2RP40OO515 
NT2RP4000516 
NT2RP4000517 
RT2RP4000518 
MT2RP4000S19 
KT2RP40OC524 
NT2RP4000528 
NT2RP4Q00537 
NT2RP4000541 
NT2RP4000543 
NT2RP4000545 
KT2RP4000546 
NT2RP4000549 
HT2RP4000S56 
KT2RP4000557 
NT2RP4000S58 
NT2RP4000S60 



42.99 
28.87 
11.51 
20.86 
12.35 
8.77 
.25 
61.98 
38.52 
5.32 
6.13 
52.16 
4.35 
4.21 
15.3 
9.32 
4.73 
15.1 
6.93 
14.2 
6.36 
5.58 
4.81 
8. 56 
5.63 
7.22 
10.44 
14.23 
9.01 
9.03 
7.04 
13.26 
55.44 
42.85 
85.58 
25.28 
7.71 
14.81 
12.42 
7.17 
21.87 
11.87 
16.33 
5.81 
26.54 
16.19 
14.47 
34.88 
6.8 
6.93 
5.66 
11.25 
3.66 
9.85 
22. 62 
6.77 
7.3 
22.52 
4.76 
11.61 
15. 54 
11.07 
14.08 
6.31 



31.25 
20.72 
10.77 
12.62 
14.21 
16.24 
117.6 
36.7 
30.1 
7.72 
3.8 
35. 56 
4. 76 
7.62 
8. 64 
12.91 
6.04 
12.32 
7.1 
8.65 
8.44 
6.36 
3.78 
11.85 
6.45 
11.02 
4,78 
13.95 
6.07 
10.34 
6.17 
8.71 
37.43 
30.75 
62.21 
34.12 
9.85 
16.77 
10.39 
5.4 
12.5 
8.84 
41.67 
3.81 
11.6 
14.2 
9.74 
29.86 
4.78 
4. 39 
5.23 
13.8 
2.61 
11.61 
26.04 
5.01 
6.98 
30.13 
4. 57 
18. 79 
16.2 
12. 42 
10.84 
4.01 



39.68 
25.53 
15.15 
32.18 
17. 98t 
12.89 
189.34 
79.91 
36.81 
13.11 
7.29 
49.83 
3.85 
7.46 
28.13 
21.1 
14.2 
17.4 

18. H 
8.74 

6.25 
14.82 
52.11 
12.56 
14.44 
12,49 
15.79 
14.02 

8. 68 
17.02 
J7.6 
46.46 
56.94 
92.77 
24.81 

9.52 
16.55 
22. 37 
16.93 
29.34 
15.61 
19.05 
10.08 

46 
13.24 
21.49 
36.21 
15. 95 
11.92 

9.62 

9.43 

3.66 
11.68 
23.49 
14.31 
11.29 
32.57 

9.21 
20. 98 
17.27 
10. 89 
18.04 

7.32 



23.73 
23.74 
9.55 
18.49 
11.42 
11.44 
264. 37 
60.03 
28.77 
9.15 
7.4 
33.3 
5.98 
8. 53 
9. 56 
9.57 
5.91 
15.43 
7.22 
9.39 
7. 32 
8.19 
6.27 
7.59 
7.04 
6.8 
7.44 
8. 35 
7.74 
7.99 
5.76 
8.13 
34.13 
75.69 
65.01 
15.24 
10. 37 
11.79 
9.71 
6.71 
14.63 
9. 26 
11,91 
3.67 
21.94 
21.4 
11.59 
23. 73 
7.22 
5.6 
6.13 
7.22 
4.66 
7.98 
9.39 
6.57 
8.27 
13.3 
6.74 
6.99 
7.73 
8.61 
10.75 
5.77 



23.52 
16.73 
9. 47 
14.22 
8.77 
12.7 
149. 78 
57. 95 
30.27 
7.75 
4.81 
22.86 
2. 55 
4.41 
6.37 
7.3 
3.76 
7. 99 
4.81 
7. 38 
6.23 
3.66 
2.89 
6. 28 
3.08 
2.54 
5.19 
8.81 
5.15 
5.45 
3.52 
4.23 
24.48 
50.54 
52.99 
25.16 
5. 54 
4.98 
8.11 
1.97 
7.41 
6.43 
7.25 
3.09 
11.56 
11.25 
12.91 
25.4 
3.73 
2.28 
3.29 
5.12 
0.22 
5.49 
8.19 
5.43 
7. 56 
16. 56 
1.72 
2.21 
3.7 
4 

6.08 
2.76 



24.08 
21.66 
9.13 
8. 72 
9.63 
9.21 
254.47 
82.79 
34.86 
6.58 
4.6 
20.18 
3.6 
5.48 
8.78 
6.9 
3.4 
12.09 
7.48 
7.23 
4. 25 
6.69 
2. 96 
6.14 
2.9 
3,42 
4.9 
8.15 
4. 89 
3.17 
4.72 
7.52 
24.96 
40.64 
43.38 
15.87 
5.62 
3.82 
7.69 
4.16 
9.82 
6.73 
5,15 
2.81 
20.83 
11.2 
17. 96 
27.6 
6. 26 
2. 95 
2.14 
6.11 
1.66 
4.94 
12.07 
3.77 
3.29 
19.62 
3.53 
3.33 
5.61 
8.57 
12.67 
5.36 



25.22 

28.32 
6.39 

14. 98 
12.1 

11.37 
257. 02 

39. 95 
22.5 
5.65 
4.29 
8.95 
3.64 
6.16 
3. 96 
4.45 
2.49 

10.09 
4.73 
8.05 
14.9 
6.61 

I. 78 

5. 59 
3.66 
2.02 
2.34 
9.09 
6.56 
4.44 
1.66 

11.15 
29.53 
52.98 
67.48 
19.6 
6.84 
5.79 
2. 98 
2. 54 
17.08 
8.06 
7.41 
2.48 

II. 71 
15.02 
12.44 

24.2 
5.56 
2.26 
2.66 
9.96 

I. 44 
7.65 

6.5 
2. S3 

6. 55 
18.71 

3.64 
4.79 
5.6 
12.02 

II. 5 
5. 37 



26.31 
24.57 
6.12 
17.89 
7.85 
7. 34 
316.08 
40.28 
29. 04 
7.52 
3.27 
13.1 
2.24 
4. 44 
7. 28 
8 

4.28 
7.96 
7.43 
7.66 

11.64 
5.43 
3.56 
8.25 
4.14 
2.94 
3.1i 

11.62 
4.27 
4.36 
2.58 
9.14 

26.44 

43.57 
75.6 

16.58 
6.67 
4.35 
6.14 
3.59 

21.67 

10.31 
10.6 
1.77 
6.48 
6.9 

16.01 

28.54 
4.23 
2.51 
2.57 
4.77 
0.06 
1.72 
9.43 
4.6 
3.66 

21.42 
0.82 
2.09 
2.76 
7. 59 
16.9 
6.37 



20.02 

21.68 
5.89 
14.7 
8.02 

11.23 
192.79 

37.12 
23 
4.05 
2.44 
7. 
1 
4 



55 
76 
II 



10.59 
7.73 
1.61 
7.95 
4.16 
8.08 
8.91 
4.11 
2.97 
4.46 
1.14 

I. 68 
4.18 
7.03 
8.08 
4.13 
3.46 
8.56 
29.5 

42.53 
83.4 

II. 2 
3.82 
2.67 
7.56 
3.12 

14.93 
7.08 

17.63 
2.22 
8.74 
6.02 

18.95 

29.19 
5.23 
3.47 
2.25 
2.74 
0.23 
3.24 

12.67 
6. 37 
5.22 

13. 96 
4.41 
3. 96 
4.84 

12.85 

20.52 
4.62 
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HT2RP4000568 

HT2RP4000583 

NT2RP4000585 

KTZRP4000588 

NT2RP4000590 

NT2RP4000599 

NT2RP4O0O6O3 

NT2RP4000607 

KT2RP4000614 

NT2RP4000634 

NT2RP4000638 

NT2RP4000643 

NT2RP4O00657 

NT2RP4000691 

NT2RP4O00897 

NT2RP4000704 

KT2RP4O0071O 

NT2RP4000713 

NT2RP4O00724 

HT2RP4O00725 

HT2RP4000728 

WT2RP4000737 

NT2RP4000739 

NT2RP4000749 

NT2RP4000769 

NT2RP4000774 

NT2RP4000781 

trT2RP40D0783 

MT2RP4000788 

HT2RP4000792 

N72RP4000809 

NT2RP4000817 

NT2RP4000821 

NT2RP4000822 

NT2RP4O0O823 

NT2RP4000831 

NT2RP4000833 

NT2RP4000837 

HT2RP4000839 

NT2RP4000846 

NT2RP4000848 

NT2RP4000855 

KT2RP4000863 

NT2RP4000865 

NTZRP4000873 

WT2RP4000874 

NT2RP4000875 

NT2RP4000878 

MT2RP400O879 

HT2RP4000880 

NT2RP4O0O891 

HT2RP4O0O894 

NT2RP4000898 

NT2RP4000899 

KT2RP4000907 

WT2RP4000908 

NT2RP4O0O910 

NT2RP4000918 

NT2RP4000925 

NT2RP4000927 

NT2RP4000928 

NT2RP4O00929 

KT2RP4000946 

HT2RP4000947 



23. 22 
S.85 
9.33 
7.43 
6. 55 
40. 85 
16.26 
18.04 
10. 28 
6.36 
23.34 
20.24 
29.17 
5.59 
6.38 
1.95 
20. 97 
4.84 
3.62 
3.69 
11.56 
13.76 
8.74 
16. 46 
9.99 
9. 26 
4.81 
17.33 
24.76 
5.04 
342.08 
8. 94 
136.37 
14.55 
2939.8 
78.61 
27.77 
6.72 
145.23 
29. 27 
18.2 
6.13 
6.72 
45. 32 
144.06 
10.17 
14.13 
36.06 
8.38 
35. 09 
701.32 
21.41 
2.97 
44. S3 
4.19 
14.45 
216.22 
3.56 
5.57 
3.1 
9.4 
3. 84 
6. 59 
3. 36 



25.79 
2.98 
19 
10.21 
7. 06 
42.1 
11.07 
30.52 
8.25 
4.3 
31.48 
25. 67 
33.57 
4.16 
6.16 

I. 59 
14 

3. 26 
3.53 
2.42 
10.9 
11.71 
4.93 
11.21 
10.26 
8. 05 
3. 97 
30,73 
10. 56 
4.94 
122.2 
6.91 
90. 35 
12.26 
2567.2 
54.25 
14. 49 
4.87 
125.82 
18. 32 

II. 65 
7.14 

6.6 

26.52 
66.9 
6.06 

12.82 

33.12 
6.53 

26.71 
715.69 

14.41 
2.72 

41.78 
4.02 

17.63 
171.01 
6.94 
5.14 
2.26 
7.34 
3.91 
6.92 
4.07 



25.36 
7.97 
28.37 
10.68 
6.7* 
36.12 
12. 79 
24. 32 
15.91 
5. 27 
44.47 
26.97 
37.98 
3.63 
10. 53 
2.11 
15.55 
2.49 
2.7- 
3.2 
20. 97 
16.21 
10.91 
22.1 
18.79 
14.72 
6.84 
35.46 
23.27 
10.96 
157.03 
14.48 
131.55 
20.9 
3305. 
90.69 
23. 94 
9.85 
232.83 
20.88 
15.75 
11.29 
6.48 
38.54 
135.34 
16.44 
21.34 
27.77 
9.14 
47.65 
430.85 
21.14 
11.52 
65.07 
10.25 
18 
317.29 
4.06 
8.28 
4.02 
14.03 
13.46 
14.08 
10.59 



10.18 
6.46 
6.6 
6.68 
6.12 
25.51 
9.86 
19. 53 
8.83 
7.5 
17.42 
19.17 
49.46 
5.96 
9.34 
5.91 
13.68 
5. 57 
6.31 
6.35 
12. 34 
12.21 
9.95 
13.84 
12.18 
7.64 
6.54 
25.7 
26.79 
8.67 
126.01 
7.71 
91.69 
11.12 
1530.8 
72.05 
22.19 
8.02 
173.61 
21.05 
19.15 
10.66 
8.17 
39.71 
139.48 
7.29 
9.26 
33.84 
6.87 
50.74 
696.54 
15.13 
4.95 
39.31 
6.24 
10.04 
253.37 
7.07 
6.79 
4.89 
9.56 
5.95 
8.15 
4.84 



10.21 
2.06 
3.13 
2.44 
1.79 

13.35 
5.09 

17. 65 
8.89 
2.83 

11.63 
9.45 



41. 
2. 
4. 
1. 
8. 
2. 
1. 



57 
37 
77 
47 
51 
13 
65 
1.7 
10.22 
6.25 
3.76 
13.31 
3.6 
2.48 
2.43 
13.51 
17.17 
1.86 
165.45 
3.01 
114. 89 
6.44 
2690.7 
94.12 
7.07 
2.92 
169.29 
17.61 
9.44 
4.62 
4.81 
38.1 
79.72 
2.79 
7.3 
31.46 
3. 51 
42.76 
840.24 
8. 85 
1.01 
37. 51 
3.94 
7.21 
286.44 
6.01 
4.75 
1.52 
4. 86 
2.85 
4.03 
0.29 



8.47 
2.6 
5. 64 
1.85 
2.53 
23.06 
7.92 
25. 01 
11.93 
3.42 
10.92 
12.88 
42.06 
3.18 
12.75 
3.12 
18.99 
4.31 
2. 66 
3. 24 
7.45 
7.06 
6. 63 
13. 35 
7.13 
6.01 
3.37 
13.28 
17.48 
4.24 
173.36 
5. 35 
72.17 
15.29 
2293.4 
99.31 
21.11 
3.66 
177.66 
12.28 
13. 53 
6.62 
5.97 
49. 51 
155.93 
4.52 
7.14 
17.83 
3.32 
41.2 
746. 75 
12.55 
2.62 
42.09 
2. 33 
5.31 
240.15 
6.69 
4.89 
0.68 
8.73 
3.04 
3.77 
0.97 



12.24 
3.62 
10.5 
5.44 
5.82 
24.38 
5.61 
23.84 
10.16 
3.64 
16.58 
31.67 
36.04 
5.01 
6. 26 

I. 95 
7. 53 
3.32 
3. 33 
4.75 
16.8 

13.63 
5. 46 

10.75 
3.73 
4.16 
3.39 

15.68 

11.21 
2.65 
118. 64 
5.37 
100.95 

16.17 
1706.4 

70.64 

19.12 
2.57 
124.91 
9.05 
19 
4.65 
4.42 

43.48 

87.22 
3.81 
8.99 

20. 58 
2.85 

29.03 
898.32 

II. 08 
2.18 

31.81 
1.69 
4.66 
188.21 
5.32 
3.2 
2.5 
4.09 
2.12 
3.48 
0.36 



9.65 
4. 57 
7.96 
2.87 
2.45 
16.63 
11.76 
28.13 
9.95 
2.83 
9.75 
25.66 
23.15 
2.34 
6.22 
2.78 
9.31 

I. 62 
4.03 

1.9 
22.52 
12.39 
5. 27 
11.02 
5.86 
4.89 
2.48 
13.86 
13.65 
4.16 
164.8 
3.63 
73.86 
13.27 
1550.9 
58. 37 
24.68 
4.16 
117.96 
14. 78 
14. 72 
3.21 
5.29 
35. 35 
97. 84 
5.9 

II. 91 
24.01 

3. 36 
30. 06 
324.76 
19.34 
3.29 
35. 26 
3.11 
6.8 
180.84 
2. 08 
5. 18 
1.38 
5.17 
4.29 
3.97 
0. 58 



11.67 '> 
3 

7.04 
5.6 
2.62 
13.91 
8.02 
28.14 
16. 38 
2.88 
15. 96 
31.95 
32.67 
4.68 
8.11 
2.48 
11.22 
2.08 
5.81 
3.76 
15.47 
10.01 
7.1 
11.19 
5.05 
5. 59 
3.03 
21.97 
10.18 
5.52 
122.66 
4.85 
85.69 
18.76 
2562.9 
82.02 
29.44 
7.79 
102.54 
13 
12.39 
3.53 
3.77 
41.09 
116.06 
8. 53 
13.22 
24.14 
3.68 
33.07 
792. 55 
17. 24 
4.66 
42.89 
0.94 
4.67 
183.37 
2.17 
4.02 
1.2 
5.52 
1.99 
1.29 
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NT2RP4O00949 
NT2RP40009S5 
NT2RP4C00959 
NT2RP4000962 
NT2RP4000973 
NT2RP4000975 
NT2RP40DO979 
NT2RP4000984 
NT2RP4000986 
NT2RP4000988 
NT2RP4000989 
NT2RP4000990 
NT2RP4000994 
NT2RP4000996 
NT2RP40O0997 
NT2RP4001001 
NT2RP4001004 
NT2RP4001O06 
NT2RP4001009 
NT2RP4001O10 
NT2RP4001013 109 
NT2RP4001029 
NT2RP4001036 
HT2RP4001041 
NT2RP4001042 
KT2RP4001046 
NT2RP4001050 
NT2RP4001051 
NT2RP4001057 
NT2RP4001063 
NT2RP4001064 
NT2RP4001067 
NT2RP4001078 
NT2RP4001079 
KT2RP4001080 
KT2RP4001086 
NT2RP400109S 
NT2RP4001098 
NT2RP40O1100 
HT2RP40O11O5 
NT2RP40O111O 
NT2RP4001115 
KT2RP4001117 
NT2RP4001122 
RT2RP4001123 
NT2RP4001126 
NT2RP40Q1127 
OT2RP4001138 
NT2RP4001143 
NT2RP4001148 
MT2RP4001149 
HT2RP4001150 
NT2RP4001159 
NT2RP4001162 
NT2RP4Q01170 
NT2RP4001174 
HT2RP4001175 
HT2RP4001176 940 
HT2RP40011M 
NT2RP4001198 
NT2RP4001199 
ITT2RP400120S 
MT2RP4001207 
MT2RP4001210 



10.71 
5.81 
46.28 
11.98 
21.72 
12.7 
15.15 
6.41 
6.86 
17.65 
4.65 
6.25 
8.9 
77.3 
122.55 
12.46 
5.22 
13.89 
16.43 
12.07 
49 
20.54 
9.27 
36.4 
15.67 
36.69 
14.02 
21.06 
5.02 
6.13 
9.3 
10. 58 
4 

8.77 
8. 56 
8.1 
21.9 
9.87 
87.64 
4.62 
4.35 
9.9 
47.61 
7.49 
15.99 
32.2 
5.7 
6.95 
12.5 
6.15 
10. 56 
2.08 
28.55 
18.05 
4.82 
28.66 
41.57 
52 
63.66 
36.14 
7.47 
64.73 
7.32 
10.03 



9.2 
4.35 
46.79 
9.47 
16.11 
11.46 
9.34 
8.08 
5.41 
11.88 
7.43 
7.92 
9.21 
49.17 
129.24 
18.44 
3.76 
13.25 
20.86 
13.64 
147.49 
17.68 
12.23 
40.27 
10.3 
45.09 
22.04 
26.13 
3.25 
4.37 
9.96 
14.37 
5.51 
14.47 
8.71 
13.85 
10.2 
7.14 
83.13 
5.85 
3. 52 
15.92 
50.63 
13.49 
10.87 
22.75 
5.54 
3.88 
11.65 
6.48 
12.29 
2.58 
18.66 
7.92 
3.9 
24.87 
44.74 
839.83 
45.01 
14.18 
5.66 
49.7 
3.58 
7. 34 



16.65 
6.4 
57.49 
12.39 
23:28 
22.76 
21.99 
14.46 
12.86 
13.93 
6.1 

5.23 
16.92 

79.6 
107.05 

15.8 

7.06 
17.25 
24.07 

9.65 
90.54 

29.5 
13.79 
32.69 
17.88 

54.4 
12.83 
23.41 

6.98 
7.2 
15.17 
13.96 
5.6 
11.97 

5. 39 

11.2 
20.98 
14.73 
87.53 

6.18 

3.95 
16.54 
46.56 
11.17 
15.29 
27.43 

5. 37 

7.12 
11.43 
10. 09 
14.62 
2.6 
30.75 
22.71 

7. 97 
30.19 
48.16 
1091.9 
63.95 
33.12 
10. 66 
69. 67 
10.38 
12.93 



6.86 
6.28 
28.43 
11.59 
13.29 
9. 51 
15. 27 
6.57 
6.12 
10.42 
6.61 
9.42 
10.87 
45.61 
94.09 
14. 39 
6.01 
8.9 
12.83 
9.47 
50.6 
9.58 
8.52 
14.35 
10.18 
22.18 
10. 97 
17.4 
7.18 
7.29 
12.02 
6.93 
4.49 
8.98 
7.24 
8.73 
20.1 
8.69 
54.87 
8.6 
6.4 
12.73 
30. 24 
8.93 
13.96 
23.25 
7.61 
9.78 
11.35 
9.66 
14.76 
5.53 
17.14 
10.51 
5.23 
18.62 
32.54 
860. 36 
60.3 
25.99 
10.65 
51.07 
7.77 
9.04 



2.65 
2.77 

49.02 

10.69 

14.47 
5.19 

12.98 
1.97 
4.31 
7.43 
2.52 
4.63 
4.94 

34.69 
70.8 
8.86 
1.06 
7.61 

13.33 
5.84 

80.74 
9.72 
7.63 

15.64 
7. 53 

26.84 
2. SI 

11.41 
2.13 
2.91 
5.98 
4. 54 
1.94 
3.49 
5.74 
5.59 
8.21 
4.17 

47.17 
3.1 

I. 65 
4.3 
19.2 
3.06 

II. 8 
13.48 

3.72 
5.56 
7.29 
3.88 
$.44 
2.21 
15.33 
6. 26 
1.81 
12.05 
33.99 
609.5 
52 
15.11 
3.07 
49.14 
2.4 
$.66 



3. 74 
1.08 

25.11 
8.83 

13.18 
6.19 
9.04 
3. 73 
1.27 
7.63 
1.81 
4.12 
9.69 

39.35 

26.94 
9.17 
2. 64 
7. 07 

10.38 
7.62 

63. 83 
9.68 
4.92 

11.72 
8.42 
16.1 
3.84 

16.25 
3.82 
4.39 
5.07 
4.43 
2.06 
1.98 
$.86 
7.65 

22.42 
6.42 

71.93 
3.62 
2. 39 
5.05 

17.67 
4.64 
8.64 

17. 12 
4.66 
5.09 
7.76 
5.87 
4.57 
2.02 

13.97 
6.36 
3.87 

22.33 

41.64 
960.82 
64.4 

24.64 
4.16 

54. OS 
3.4 
7. 56 



2.78 
2.31 

20.47 
6.01 
9.73 
5.82 
9. 28 
2.22 
1.5 
9. 24 
2.98 
5.36 

11.79 

32.71 

46.25 
8.14 
1.83 
7.25 
13 
5.8 

38. 95 
7.27 
8.03 

23:48 
5.86 

31.95 
3. 37 

15.66 
4.33 
2.87 
7.19 
7. 26 
3.66 
7.36 
5.43 
7.59 

25. 97 
4. 56 

63.14 
2.72 
2.66 
12.1 
37.4 
5. 55 
4.92 
6.86 
3.57 
4.09 
9.34 
3.55 
8.21 
2.86 
7.91 
7.29 
2.53 

23.65 
26.8 
721.44 

59.44 

10.23 
4.96 

37.12 
3.22 
3.96 



1.39 
3.19 
30.52 
4.92 
13.42 
10.95 
10.97 
3.31 
2.5 
12.28 
2.09 
2.51 
23.69 
38.95 
80.17 
8. 28 
1.39 
6. 36 
7.19 
4. 44 
52. 28 
4.7 
6.75 
9. 92 
5.84 
24. 71 
3. 59 
11.32 
2.83 
3.18 
9.48 
9.16 
2.7 
2.56 
5.54 
3.27 
28.91 
7.67 
104.74 
2.96 
1.95 
7.78 
37.77 
4.07 
11.31 
11.87 
2.2 
4.44 
8.18 
2.93 
6.46 
2.61 
12.94 
6.36 
3.13 
25.07 
24.72 
858.51 
53.17 
17.15 
7.07 
41.91 
3.79 
6.73 



2.41 
3.37 

16.93 
5. 77 

15. 34 
9.25 
8.24 
3.09 
1.16 

11.72 
3.35 
2.44 

21.99 
46.1 

57.14 
5.33 
1.05 
7.3 
7.56 
3.25 

51.67 
8.7 
4.44 

16.78 
7.9 

14.49 
3.94 

18.06 
3.14 
3.35 
7. 97 
8. 36 
1.04 
7.44 
€. 58 
6.54 

25.72 
4.16 
100.86 
3.35 
2.46 

11.14 

12.69 
4.81 

11.27 

13.23 
3.61 
3.91 

11.45 
4.94 
7.23 
5.29 

13.83 
7.28 
2.09 

34.84 

38.38 
780.83 

76.19 

15.95 
8. 52 

43.36 
1.65 
5.83 
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NT2RP4001213 
NT2RP4001214 
MT2RP4001219 
NT2RP4001228 
NT2RP40M245 
NT2RP4001256 
NT2RP4001257 
NT2RP4001260 
NT2RP4001261 
NT2RP4001274 
NT2RP4001276 
NT2RP4001283 
KT2RP4001299 
NT2RP4001313 
HT2RP4001315 
NT2RP4001320 
NT2RP4001325 
NT2RP400I336 
NT2RP400I339 
NT2RP400U43 
NT2RP4001344 
NT2RP40C1345 
NT2RP4001351 
NT2RP4001353 
NT2RP400135S 
HT2RP4001367 
ST2RP4001372 
NT2RP4001373 
NT2RP4001375 
NT2RP4001379 
NT2RP400U81 
NT2RP4001386 
NT2RP4001389 
NT2RP4001396 
NT2RP4001407 
NT2RP4001409 
MT2RP4001410 
NT2RP4001414 
NT2RP4001424 
NT2RP4001433 
NT2RP400U38 
NT2RP4001442 
NT2RP4001447 
KT2RP4001466 
NT2RP4001487 
NT2RP4001472 
NT2RP400I474 
NT2RP4001483 
NT2RP4001488 
NT2RP400M92 
HT2RP4001498 
NT2RP4001S02 
NT2RP4001S03 
HT2RP4001507 
NT2RP4001SIO 
WT2RP4Q01516 
NT2RP4001520 
NT2RP4001S23 
MT2RP4001524 
HT2RP4001S29 
NT2RP4001S31 
NT2RP4001546 
MT2RP4001547 
KT2RP4001551 



7.81 
3.93 
16.88 
31.88 
19.17 
7.87 
10.17 
9 

14.73 
46.98 
24.77 
274. 25 
70. 57 

I. 97 
13.31 
57.94 

218.13 
66. 24 
6.71 
117.66 
93.3 
8.99 
19.43 
3.32 
4.79 
14.2 
4.19 
51.47 
4.45 
5.44 
28.02 
29.66 

II. 24 
5.21 
5.66 
8.48 

76.31 
30.84 
11.24 
19.8 
69.21 
7.93 
7.95 
26.98 
56.03 
23. 76 
7.87 
6.68 
25.21 
10.33 
7.69 
209.76 
7.44 
13.79 
5.75 
8.14 
131.31 
33.86 
21.05 
19.64 
12.2 
200.55 
50.85 
5.26 



5.05 
5.31 
22. 36 
26. 26 
16.01 
5. 89 
7. 29 
7. 35 
14 
48. 98 
28.67 
154.44 
64.2 
3.19 
15.88 
46.23 
214.83 
37.07 
9. 24 
66.55 
59.49 
7.64 
14.61 
5.15 
4.23 
16. 94 
2.77 
33.24 
4. 59 
4.91 
25.15 
19.44 
11.58 
4.67 
5.49 
7. 57 
89.86 
57.5 
11.55 
14.14 
52. 84 
5.58 
6. 53 
30. 25 
66.43 
41.35 
8.46 
4.49 
54.85 
5.85 
4.56 
206. 24 
6. 32 
9.83 
3.91 
6.69 
173.55 
38.97 
28. 36 
17.51 
10.44 
317.06 
72.72 
7.23 



8.73 

4.9 
19.11 
28. 99 
20.65 
15.98 
12.91 

9.45 
19.92 
34.12 
28.03 
255.86 
62. 96 
11.08 
15.77 
43.52 
355 
61.11 

9.26 
122. 62 1 
108.06 
17.74 
27.02 

8.01 

4.91 
22.96 

5.41 

43. 

11.77 
12.41 
21.15 
36.04 
9.67 
8.34 
6.51 
16.74 
99.62 
63.9 
15.27 
16.87 
81.07 
7.34 
5.53 
30.96 
76.02 
30 
14.35 
11.62 
68.99 
8.11 
4.14 
150.31 
13.64 
18. 56 
6.87 
9.41 
237.05 
38.29 
29.26 
16.7 
17. 59 
217.26 
70.29 
6.07 



8. 57 
6.79 
23.96 
28. 25 
14.75 
8. 52 
9. 33 
7.52 
14. 97 
11.26 
20.15 
208.49 
46. 39 
5. 06 
13.24 
51.85 
324. 95 
58.79 
9. 34 
134.91 
106.25 
11.99 
22.21 
5.72 
4. 97 
11.42 
7. 79 
16.16 
7.62 
7.76 
23.38 
29.56 
9.26 
6.72 
7.81 
7. 93 
25.06 
31.06 
11.2 
12. 54 
58.91 
6. 34 
6.92 
13.22 
42.37 
13. 57 
7.2 
7.08 
28.07 
7.33 
7.14 
118.11 
9.66 
10.76 
6.33 
7. 53 
131.12 
18.41 
13.82 
21.14 
14.87 
217. 42 
50.48 
6.96 



3.73 
4.2 

11.89 

18.75 
7.88 
4.59 
4.43 
2.82 

13.67 
8.82 

20.05 
145.59 

43.31 

I. 72 
9. 24 

61.21 
260.73 
61.6 
4.49 

97.85 

89.38 
4.82 

10.47 
0.75 
2.19 

11.61 

3. 55 
26.86 

2. 36 
2. 24 
16.12 
18.78 
6.9 
2.25 

4. 54 
2. 96 

52.86 
20.37 
4.99 

II. 03 
49.01 

2.77 
3.73 
11.9 
52.35 
13.9 
5.31 
3.5 
36. 56 
2 

3.13 
105.88 
7. 22 
5.48 
3.38 
2. 26 
129.89 
8. 08 
9.16 
10. 37 
8.44 
252. 35 
41.66 
2.03 



3.8 
2.68 
15.23 
24.21 
8.31 
3.98 
6.16 
3.63 
11.83 
9.09 
19.84 
283. 17 
37.19 
1.96 
10.09 
49.26 
208.15 
67.7 
4.79 
136.86 
122.67 
6.81 
17.51 
1.22 
1.13 
7.99 
1.91 
13.77 
2.63 
3.26 
13.96 
18.25 
5.34 
1.78 
1.79 
5.53 
47.85 
24.44 
6.97 
6.56 
54.6 
3.09 
3.72 
17.04 
39.87 
13. 93 
5.23 
3.8 
22.06 
4.79 
3.73 
95.3 
6.9 
8.77 
4.41 
3.8 
116.61 
12.46 
8 

22. 92 
10.35 
233. 58 
51.65 
2.81 



4.8 
6.35 
12.2 
24. 62 
4. 98 
3.22 
4.58 

I. 87 
31.07 

7.45 
15.05 
127.22 
12. 59 
1.4 
4.21 
36.69 
240.45 
54. 66 
2.82 
58.06 
65.91 
4.98 
14.3 
1.09 
2.63 
7.87 
2.83 
10. 57 
2.14 
2; 93 
17.03 
18.75 
3.69 
3.47 
3.65 
4.77 
42.92 
13.71 
6.22 
10.55 
39.37 
4.34 
3.38 
5.41 
17.7 

II. 58 
4.32 
3.02 

36. 35 
7. 35 
4.3 

44.44 
4.97 

10. 23 
4.72 
4.68 

94. 53 

21.96 
8.02 

12.83 
9.15 
165.76 
70.8 
2.74 



3.72 
2.95 
5.76 

30.13 
7.75 
7.66 
7.66 
4.5 

30.65 
6.66 
9.27 
121.38 

32.14 
3.15 
7.24 

35.49 

201.7 
37.6 
4.96 

81.43 

65. 77 
6.9 

12.05 
1.47 
2 
8 

1,62 
24.44 
3.81 
5.12 
26.57 
24.44 
2.72 
3.22 
1.8 
6.78 
82.06 
23.74 
6.82 
8.89 
44.33 
2.59 
1.74 
8.17 
35.75 
12.27 
3.7 
2.79 
46.46 
5.55 
3.05 
56.95 
6.76 
16.21 
4.9 
3.25 
82.4 
12.77 
5.86 
17.42 
12.78 
290.78 
75.31 
2. 79 



3. 86 
4.56 
8.23 
29.4 
11.8 
6.44 
4.3 
2.81 

37. 38 
5.77 
8.86 

88.24 

14.63 
1.49 
8.5 

37.13 
209.88 

43.21 
4.68 

87. 93 

78.19 
5.71 

12.26 
0.82 ■ 
2.13 
4.49 
2.32 

16.81 
2.97 
3.63 

24.23 

26.66 
3.74 
1.99 
5.23 
4.46 
57.7 

21.51 
6.88 
6.43 

43.61 
3.24 
2 

9.81 
26.36 
10.36 
3.69 
3.04 
23.9 
5. 24 
2.12 
57.25 
6.61 
17.48 
4.63 
3.25 
103.86 
13. 03 
9.68 
17.09 
10. 56 
247.68 
63.14 
2.73 
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Table 457 



NT2RP4001555 

NT2RP4001557 

NT2RP4001568 

NT2RP4001S69 

NT2RP4001571 

NT2RP4001574 

NT2RP4001575 

NT2RP400157S 

NT2RP4001S92 

KT2RP4001593 

NT2RP4001605 

NT2RP4001606 

MT2RP4001607 

NT2RP4001610 

HT2RP4001614 

NT2RP4D01623 

NT2RP40Q1626 

NT2RP4001634 

NT2RP4O01638 

HT2RP4001644 

MT2RP4001646 

NT2RP40016S6 

WT2RP4001666 

NT2RP4001670 

NT2RP4001677 

NT2RP4001S79 

OT2RP4001695 

NT2RP400169S 

NT2RP4001699 

HT2RP4001717 

ITT2RP4001719 

NT2RP40Q1725 

NT2RP4001726 

NT2RP4001730 

NT2RP4001739 

NT2RP4001741 

NT2RP4001753 

NT2RP4001760 

NT2RP4001787 

MT2RP4001790 

NT2RP4001795 

NT2RP4001803 

NT2RP4001805 

ITT2RP4O01809 

NT2RP4001817 

NT2RP4001822 

NT2RP4O01823 

NT2RP4001827 

NT2RP4001828 

HT2RP4001836 

OT2RP4001838 

MT2RP4001841 

HT2RP4M1849 

MT2RP4001861 

MT2RP4001877 

NT2RP4001879 

HT2RP4001889 

NT2RP4001893 

HT2RP4001896 

NT2RP4001898 

NT2RP4O01901 

NT2RP4001910 

NT2RP400192S 

NT2RP400I926 



5.61 
14.43 
20.92 
38. 32 
15.01 
25. 53 
5.89 
138.32 
9.9 
39.07 
8.89 
18.77 
6.86 
3.61 
9.32 
4.1 
25.96 
5.5 
6.66 
54.14 
19.49 
13.27 
5.12 
3. 97 
60.48 
63.4 
25.41 
10.5 
7.34 
14.1 
12.35 
3.63 
27.43 
17.07 
13.08 
36.21 
17.2 
8. 36 
449.13 
7.47 
63.42 
8. 84 
S. 95 
55.79 
34. 65 
6. 52 
3.6 
92.63 
61.47 
44.8 
6.15 
120.68 
5.44 
120.57 
47. 77 
28.67 
38.95 
6.77 
20.14 
54.69 
17.19 
121.38 
17.35 
13.94 



4.66 
18. 57 
33.87 
29.49 
7.71 
25.21 
6.11 
156.83 
23.21 
48.78 
11.75 
11.14 
5.47 
1.38 
7.4 
3.9 
32.39 
5.13 
10.41 
31.27 
10.73 
8.07 
4.37 
4.22 
67.97 
46.03 
48.09 
7.02 
4.14 
8.06 
7.72 
2.94 
19.04 
14.23 
27.52 
33.9 
14.59 
7. 54 
316.48 
3.89 
46.97 
7.88 
5.69 
43.66 
23.26 
3.81 
2.46 
82.49 
36.75 
31.69 
7.83 
83. 99 
4.67 
86.96 
41.26 
26.1 
24.39 
9.6 
21.68 
54.01 
14.63 
105.48 
19.33 
13.08 



4.4 

12.18 
32.23 
40 
15.89h 
25.8 
13. 99 
176.17 
17.14 
46.75 
9.28 
16.78 
8. 59 
4 

5. 36 
7.53 
24.45 
5.73 
10. 
53. 

26. 93 
17.13 

7.8 

8. 36 
86.27 
74.85 
50.45 
11.48 
12.45 
13. 01 

11.2 

5.27 
36.39 
28.12 
18. 76 
43. 76 
16.48 
12.21 
382.02 

8. 52 
73. 29 
10. 54 
10. 38 
54.44 
22. 77 
10. 26 

7. 23 

90.1 
56. 29 
48.09 

5. 55 
187.16 
11.88 
121.65 

29.9 
20.85 
36.19 
11.58 
20. 53 

78.1 
24 

128.54 
26.78 
14.09 



6.85 
9.17 
19.47 
37. 57 
M.4 
22.48 
11.72 
106.73 
17.16 
25.68 
6. 36 
12.15 
11.52 
7.17 
10. 94 
8.2 
30.25 
8.25 
8.73 
60.84 
21.07 
8.91 
6.14 
10.93 
37.88 
69.08 
43.83 
9.54 
8.78 
8.07 
8.9 
5.13 
17.49 
18.8 
28. 99 
24.77 
7.48 
7.55 



1.41 
4.93 
17.65 
26.2 
7.44 
16. 52 
4.86 
98.03 
3.08 
17.84 
2.98 
11.21 
4. 98 
1.24 
2. 88 
4.59 
8.64 
3.86 
4.08 
32.15 
12. 28 
6.79 
1.29 
2.63 
33.85 
70.96 
20. 99 
3. 39 
2.82 
5. 02 
5.51 
1.69 
15.05 
22. 34 
19.24 
17.24 
4.99 
2.73 



2.54 
4.07 
14.08 
39.13 
9.88 
21.02 
9.13 
117.94 
11.08 
15.12 
4.4 
15. 99 
6.05 
4.9 
8.46 
6.06 
19.85 
4.21 
5.57 
47.2 
14.22 
8.31 
4.07 
2.89 
40.42 
72.54 
24.93 
6.61 
5.44 
5.29 
7.17 
2.36 
17.67 
22.39 
16.38 
19.76 
6.73 
5.75 



579.25 624.67 556.76 



8.8 
43.26 
9.34 
8.15 
43.11 
22.82 
6.23 
4.29 
26. 32 
48. 73 
43.58 
9.67 



3. 39 
32.42 
4 

3. 79 
38. 36 
15.26 
2.19 
1.65 
25.71 
53. 93 
41.3 
6. 83 



139.43 130.99 
5.66 3. 18 



102.03 95.48 

26.86 24.84 

19.88 15.94 

23.27 20.66 

7.5 6.4 

23.47 19.99 

65.64 57.05 

14.51 10.05 

129.33 152.14 104.65 

14.34 7.91 7.52 

14.02 5.92 2.48 



5.62 
28.05 
5. 93 
5.46 
44.76 
16.99 
2.7 
1.68 
23.6 
46.7 
52.3 
6.27 
191.28 
2.21 
118.7 
22.31 
14.99 
27.73 
5.73 
18.99 
63.77 
13.25 



5.43 
5.01 
25.04 
21.18 
7.38 
13.78 
5.91 
140.07 
13.53 
20.23 
4.38 
4.83 
4.83 
2.72 
8.3 
6.02 
8.25 
6.58 
10.07 
22.38 
11.82 
7.24 
3.21 
3.57 
60.13 
80.35 
40.69 
2.58 
4.48 
*.3 
4.84 
2.09 
16.15 
15.23 
17.13 
19.65 
3.91 
3.77 
483. 34 
4. 59 
20.69 
4.96 
9.95 
37.5 
9.01 
2.67 
0.91 
20.01 
40.24 
39.14 
7.38 
92.44 
2.03 
109.17 
17.4 
7.59 
35.61 
3.91 
15.61 
28.3 
15.49 
69.31 
5. 99 
4.72 



2.64 
3.84 

13.01 

30.23 
9.18 

20. 38 
5.72 
117.64 

10. 53 
20.2 
3. 06 

13.12 
4.03 
3.85 
5.56 
5.72 
9.34 
3.67 
5.59 

29.74 

16. 28 
7.86 
5.08 
4.05 

40.04 
59.3 

28.74 
6.02 
5.75 
4.01 
7.79 
2.38 
9 

16.15 
15.51 
43.11 

7.96 
6.5 
493.96 

3.58 
20.32 

3.55 

5.17 
36.54 
16.13 

9.77 
2.7 
17.73 
45. 94 
27.95 
14.64 

82.4 

4.71 
140.23 
14. 34 
15. 66 
41.13 

4.94 
11.88 
45.74 
18.92 
116.85 

7. 67 

6.01 



2.46 
5. 68 
8.31 
30.47 
8. 27 
15.43 
3.19 
162.41 
12.39 
20.66 
5.09 
16.6 
5.51 
3.06 
6.1 
5.27 
7.78 
4.85 
6.69 
30.92 
16.41 
6.43 
2.86 
2.82 
66.44 
58.1 
39.61 
6.23 
8.17 
4. 24 
6.21 
2.12 
13.24 
19.5 
14.38 
31.46 
13.47 
5.81 
418.4 
5.07 
20.73 
3.59 
7.95 
53.86 
16.73 
2.8 
2.37 
25.06 
36.64 
48.98 
4. 59 
82.84 
2.38 
134. 58 
21.88 
4.85 
33.21 
4.11 
13.51 
52.57 
20.72 
87.82 
6.41 
4.66 
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NT2RP4001927 
HT2RP4001931 
NT2RP4001933 
NT2RP4Q01938 
NT2RP40&1942 
IIT2RP4001945 
NT2RP4001946 
NT2RP4001947 
NT2RP4001950 
NT2RP400195J 
NT2RP400196S 
NT2RP4001970 
MT2RP400197S 
NT2RP4001988 
NT2RP4001996 
NT2RP4002014 
NT2RP4O02018 
NT2RP4002035 
NT2RP4002043 
WT2RP4002046 
NT2RP4002052 
NT2RP4002056 153 
NT2RP4002057 
NT2RP4002058 
NT2RP4002064 
MT2RP4002071 
NT2RP40G2Q75 
NT2RP4002078 
NT2RP4002081 
HT2RP4002083 
NT2RP4002099 
NT2RP40Q2106 
NT2RP400211! 
NT2RP4002112 
NT2RP4002118 
NT2RP4002122 
NT2RP40O2126 
NT2RP4002133 
NT2RP4002136 
NT2RP40O2139 
NT2RP4002174 
NT2RP4002185 
NT2RP4002186 
NT2RP4002U7 
NT2RP4002188 
HT2RP4002199 
KT2RP4002206 
HT2RP4002210 
MT2RP4002222 
HT2RP4002241 
NT2RP4002248 
HT2RP400225O 
HT2RP4002259 
KT2RP4002268 
NT2RP4002288 
NT2RP4002290 
KT2RP4002298 
HT2RP4002306 
NT2RP4002308 
NT2RP4002336 
KT2RP4002340 
NT2RP4002361 
HT2RP4002367 
HT2RP4002368 



22.95 
31.71 
124.92 
21.23 
40.71 
3.4S 
10.3 
16.45 
5.04 
26.47 
6. 74 
7.84 
16.36 
38 
24.73 
11.39 
16.73 
5.82 
18.95 
24.11 
12 
48 
40. 68 
17.65 
5.15 
19.67 
4.49 
19.28 
26. 93 
12.48 
4.69 
48.22 
21.8 
18.8 
131.42 
9.21 
16.25 
59.92 
12.24 
65.39 
10.15 
23.38 
16.88 
28. 59 
5.08 
5. 25 
3.81 
5.45 
6.38 
19. 38 
35.82 
1.58 
5.84 
35.43 
22. 95 
13.7 
10.23 
15.16 
8.45 
36.27 
2.84 
9.6 
2.79 
24.08 



20.54 
30.66 
135.92 
9.61 
46.99 
3.93 
8.04 
15.77 
4.87 
19.16 
6.56 
6.46 
22.03 
36.95 
23.55 
15.95 
14.11 
5.03 
25.2 
28.29 
15.65 
150.03 
39.2 
14.46 
7.64 
23.04 
2.91 
11.77 
23.83 
9.47 
4.27 
85.51 
28. 93 
22.05 
129.9 
7.05 
10.45 
73.72 
16.73 
168.51 
13.02 
25.82 
7.65 
22.57 
7.53 
3. 74 
1.86 
3.2 
6.14 
17.71 
21.31 
1.78 
5.18 
25. 77 
20. 57 
13. 76 
12. 39 
15.97 
5.65 
19.86 
2.81 
7.94 
2.98 
18.92 



20.03 
39.53 
123.56 

28.3 
4t; 11 

9.62 
13.38 
21.11 

6.27 
22.05 

3.55 
14.19 

28.3 
48.12 
24.27 
16.62 

II. 76 
4.44 

14.18, 
25.84* 
20.88 
95.32 
39.83 
13.17 

7.19 
16.87 
5.1 
21.52 
24.19 
12.44 

5.09 

III. 5 
25.95 
20.04 

145.31 
12.08 
26.23 
76.92 
29.34 
135.79 
11.19 
19.72 
12.65 
36.35 
8.31 
5.62 
2.83 
5.65 
7. 04 
14.08 
27.47 
7.25 
13.48 
32.22 
22. 28 
25. 96 
16. 74 
20.14 
13.02 
28. 94 
9.7 
13.29 
7. 18 
33.22 



14.02 
15.12 
117.23 
17.33 
32.73 

6.08 
10.29 
11.34 

6.87 
22. 48 

6. 86 

9.16 
17.31 

29.2 
15.39 
10.15 
12.16 

7.72 
17.22 
19. 27 
9.3 
64. 65 
19.31 
10.87 

5. 68 
12.91 

6.42 
11.04 
19.25 

9.18 

6. 55 

22.9 
13.09 
17.73 
124.89 
10.75 

9.01 
61.59 
16.04 
98.21 

12.5 
13. 23 

11.9 
26. 74 
11.66 
11.93 

8.57 

5. 42 

6.83 
18.19 
30.46 
3.8 

7.69 
22.21 
19. 59 
11.44 

11.6 
18.18 

8.55 
13. 28 

4.27 
10. 99 

5.28 
37.33 



Table 458 

7.04 
11.1 
79.43 
14.74 
27.19 
2.05 
3.79 
7.02 
1.7 
15. 94 
2.07 
5.37 
7.09 
30.9 
5.03 
6.98 
11.09 
4.37 
14.87 
20.33 
6.85 
59.97 
26.73 
4. 52 

I. 94 
6.56 
5.27 
7.49 

23.73 
7.57 
1.66 
16.21 
11.32 
13.72 
130.87 
5. 
10.44 
56.16 
7.86 
27.09 
7.32 
10.39 
14.74 
12.02 
7.86 
3.8 
1.73 
2. 98 
3.25 
8.8 
26.03 
0. 25 
5.42 
16.71 
19.16 
14.66 
6.18 

II. 51 
9.83 

15.46 
0.87 
5. 57 
2. 56 
13. 66 



11.73 
11.86 
83. 52 
8.99 
26.67 
1.55 
3.79 
9.6 
2.41 
9. 35 
3.2 
3.49 
12 
31.09 
14.66 
7. 55 
9.31 
3.9 
10 
12.78 
9.08 
34. 92 
30. 56 
3.26 
1.88 
7.48 
3. 43 
6. 62 
16.65 
6. 34 
1.89 
29. 06 
13. 73 
8.26 
86.8 
5. 68 
12.04 
43.1 
6.23 
29.79 
4. 36 
6.3 
7.3 
19. 36 
6.59 
2. 92 



I. 97 
3. 57 

II. 3 
20.08 

1.3 
2.79 
30.41 
16. 95 
11.61 
8.3 
10.48 
4 

11.25 
0.88 
5.46 
1.95 

27. 57 



7.86 
6.42 
61.4 
12.02 
19.11 
2.15 
3.46 
4.68 
3 

17.83 
1.97 
2.96 
9.7 
21.07 
8.32 
8.4 
15.09 
5.69 
15. 39 
11.41 
4.02 
51.1 
27.83 
5.26 
2.82 
8.07 
3.7S 
7.2 
20.7 
7.79 
2.86 
28.91 
21.21 
15.37 
116. 59 
3.65 
10. 14 
80.78 
20.93 
86.97 
8.88 
10.9 
12.63 
11 
4.55 
2.79 
3.4 
3.71 
6.5 
22.47 
19.35 
0.61 
4.19 
15.9 
16.63 
7.05 
9.56 
13.4 
3.47 
7.56 
1.22 
5.78 
3.24 
19.74 



6.56 
8.14 
54.06 
19. 38 
35.23 
2.81 
4.08 
3.24 
2.63 
14.03 
1.5 
4.43 
16.29 
21.03 
9.1 
7.61 
12.65 
2.8 
7.04 
17. 55 
3.61 
38. 55 
37.55 
2.89 
1.16 
4.85 
2.11 
13.73 
21.48 
10.15 
2.04 
8.21 
10.01 
6.12 
193.03 
7.4 
17.51 
84.66 
16.43 
65.15 
11.55 
7.33 
14.19 
23.37 
4.87 
4.05 
4.64 
3.22 
5. 55 
17.63 
24.1 
0.65 
2.88 
32.72 
15.69 
8.48 
4.97 
11.06 
4.84 
12.49 
1.79 
8.11 
1.85 
22.15 



6.03 
7.84 
63.46 
17.02 
32.36 
1.6 
3.41 
4.94 
1.3 
17.8 
1.8 
3.21 
13.08 
23.16 
9.68 
5.52 
8.98 
2.78 
10.89 
17.78 
4.24 
53.86 
52.18 
2.9 
2.09 
9.75 
2.28 
14.2 
20.63 
9. 98 
1.79 
26. 28 
16.62 
8.09 
130.26 
5. 23 
8.7 
86.01 
17.62 
29.84 
11.53 
11.09 
17.64 
23.58 
6.3 
2.9 
3.09 
3. 36 
8.67 
22.91 
27.06 
1.92 
3.6 
23.26 
17.98 
10.18 
3.02 
13. 62 
5.83 
16 

3.04 
5. 48 
1.33 
15.46 
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HT2RP4002377 

NT2RP4002408 

NT2RP4002425 

NT2RP4002432 

NT2RP4002447 

NT2RP4002451 

NT2RP4002461 

NT2RP4002486 

NT2RP4002517 

NT2RP4002556 

KT2RP4002569 

NT2RP4002587 

NT2RP4002S91 

NT2RP4002607 

NT2RP4002S27 

PIT2RP4O02628 

NT2RP40Q2630 

MT2RP4002639 

NT2RP4002641 

NT2RP4002658 

NT2RP4002669 

HT2RP4002677 

NT2RP4002715 

NT2RP4002750 

HT2RP4002784 

«T2RP4002791 

lfT2RP4002811 

KT2RP4002830 

NT2RP4002832 

MT2RP4002850 

HT2RP40O2874 

MT2RP4002884 

NT2RP4002886 

NT2RP4002891 

JIT2RP4002894 

HT2RP4002896 

NT2RP4002905 

NT2RP4002907 



39.07 
8.23 
16.72 
134. 52 
15.99 
15. 11 
94.61 
16.89 
13.38 
14.42 
16.26 
4.28 
11.21 
7.19 
129.04 
23.42 
34. 52 
69. 58 
10.87 



NT2RP5003461 
HT2RP5003471 
MT2RP5003477 
HT2RP5003487 
NT2RP5003492 
NT2RP50035OO 
NT2RP5003506 
NT2RP5003512 
KT2RP5003522 
(TT2RP50O3524 



RT2RP5003531 
NT2RP5003534 
NT2RP6000020 
NT2RP6000022 
NT2RP60000SO 
NT2RP6000063 
NT2RP6000074 
NT2RP6000083 
NT2RP60OO100 
ITT2RP6000123 
NT2RP6000129 
NT2RP6000147 
NT2RP6000163 
NT2RP6000181 



34.91 
10.17 

9.87 
97.55 
16.51 
13.46 
109.24 
12.32 
14. 55 

18.7 
11.41 
5.9 

8.73 

4.54 
84.31 
19.42 
45.14 
58. 92 

7. 59 



167.82 202.75 
11.89 14.59 



38.73 
60.14 

5.11 

13.9 
19.14 

7.07 
22.24 

6.62 



39.84 
28.66 
4.54 
15.39 
16.24 
4.03 
23 
7.2 



120.6 112.69 



8.25 
89.55 

6.66 
19 
39.86 

7.81 

5.89 
14.82 



8.24 
83.99 

8.16 
20.18 
38.92 
11.66 

3.63 

12.9 



NT2RP5003459|437.62 468.29 
21.93 17.54 



52.72 
5.7 
1749. 6 
6.08 
4.26 
10.49 
6. 99 
10.07 
6.44 



62.97 
3.4 
1957.3 
6.5 
2.52 
9.24 
7.06 
9.26 
9.05 



NT2RP5003527| 117.46 141.32 
24.59 24.67 



6.96 
19.43 
13.58 

5.27 
5.9 
10.12 
36.48 

9.33 

7. 59 
4.7 
23. 98 

6. 02 
31.82 



7.88 

27.72 
7.81 
8.58 
4. 93 
8.88 

50. 53 
8.85 
5.31 
6.51 

19.21 
5.5 

37. 36 



52.74 
7.33 
22.95 
162.62 
16.H 
19.12 
116.21 
16.5 
13.22 
14. 04 
27.18 
13.49 
16.61 
6.62 
131.91 
25. 54 
38.61 
77.5 
20. 93, 
171.29* 
18.31 
49.87 
66.85 
6.02 
21.97 
15.43 
15.62 
26 
10.83 
112.51 
13.89 
93.99 
10.03 
21.15 
34.99 
17 
14.35 
19.78 
451 
18.05 
42.21 
3.74 
1778.8 
15.88 
9. 75 
16.38 
8. 63 
8. 55 
5. 63 
115.3 
34.31 
13.1 
47.01 
13. 25 
7.67 
5. 56 
7.2 
36.06 
11.79 
6. 35 
7.04 
16. 37 
6.17 
38.55 



Table 459 
47.19 54.21 38.25 
8.55 4.11 5.54 
18.36 10.72 16.61 
149.32 142.05 170.39 



7.55 8.09 

10.1 7.99 

91.21 74.75 

11.37 5. 17 

9.03 11.46 

13.59 13.31 

6.98 10.11 

21.35 3. 55 

3.25 5. 39 

4.54 6.78 

121.1 113.29 

10.07 9. 36 

19.47 21. 97 

83.99 62.67 

5. 64 6. 42 

210.71 275.39 155.29 

13.81 8.S4 6.37 
19.97 
49. 48 
2.86 
16. 29 
11.98 
4.02 
12.81 
4.27 
73.32 
2.89 
70.28 
4.69 
8.39 
29.78 
3.4 
3.09 
7.04 

449.8 544.78 414.46 

12 9.18 10.65 
21.1 
3.44 

1241.4 1573.1 1807.7 

6.67 3.96 3.96 

2.34 2.66 

9.52 9.22 

2.46 3.36 

3.12 3 

1.41 1.72 



15.14 

12.6 
78.57 
14.11 
12.72 

18.8 
13.33 
5.9 
10.63 

7.82 
123.06 

15.3 
24.65 
92. 97 
9.6 



21.84 
78.28 
5.02 
16.43 
15.81 
8.02 
14.14 
9.33 
87.95 
8.67 
87.7 
7.45 
16.8 
21.18 
10.13 
7.98 
10.14 



31.11 
5. 93 



14 
49. 64 

2.29 
10. 56 
5.79 
6 

3.89 
5.54 

75.57 
3.54 

83.78 
3.72 

11.91 

22.86 
6.5 
2.98 
6.74 



25.12 
2.66 



6.65 

12.74 
5.95 
5.18 
7.13 
136.41 

22.85 
6.91 

19.42 
8.64 
6.81 
6.03 
8.89 

34.94 
8.7 

10.56 
5.86 
28.9 
6.66 

11.76 



95.19 117.09 
17.67 26.56 



5.36 
30.65 
4.5 
3.59 
1.07 
3.35 
19.9 
3.93 
5.66 
2.6 
18.17 
2.33 
5.01 



2.92 
12.46 
5.83 
4.26 
1.6 
3.32 
25.84 
5.47 
4.44 
3.34 
21.68 
2.81 
6.27 



54.01 
5. 29 
14. 74 
110.43 
7.58 
7.15 
80. 34 
6. 32 
10.8 
16.09 
3.13 
2.37 
2.62 
3.93 
100.69 
10.28 
38.2 
76.62 
5.77 
113.71 
6.6 
8.4 
41.22 

I. 61 
10.51 

6.28 
1.73 
5.49 
7.23 

95:07 
1.21 

63.11 
4.86 

12.08 

11.88 
5.01 
3 

II. 86 
466.17 

7.44 

46.83 
3.17 
1562.4 
2.59 
2.29 
9.69 
2.76 
5.35 
4.66 
134.61 

12.06 
2.47 

29.24 
7.1 
5.19 
2. 56 
4. 76 
29 
3.33 
3.17 
4.3 

18.73 
2.76 

13.35 



36.88 
2.67 
22.3 
102.21 
13.4 
14.07 
65. 93 
4.06 
6.18 
6.06 
6. 78 
3.48 
6.98 
3.64 
103.33 
14. 93 
24.12 
44. 55 
9.03 
313.1 
13.8 
12. 92 
48.79 
2.5 
11.54 
6.12 
4.67 
12.55 
5. 78 
111.13 
3.45 
54. 66 
3.64 
8. 99 
16.42 
4.37 
5.21 
12.75 
464 
6.63 
20.37 
2.23 
2343.9 
3.25 
2.53 
9.29 
2.88 
1.85 
2.23 
57.44 
25.82 
4.02 
22.48 
5.5 
3.06 
2.13 
3.03 
16.57 
5.54 
5.91 
7.17 
17.92 
2.24 
6.28 



9 



39.01 
3.53 
29.56 
77.71 
16.29 
11.51 
74.08 
4.53 
8.61 
5. 52 
11.56 
4.03 
4.42 
3.65 
117.09 
5.74 
21.41 
74.09 
8 

177.93 

11.32 
7.79 

51.15 
1.93 
8.19 
6.25 
5.66 
7.49 
6.45 

108 
2.95 

68.06 
2.94 

11.53 
39 
5.08 
1.93 
9.47 
478. 98 
4. 58 

35.04 
2.28 
2243.6 
1.92 
3. 57 
9. 27 
3.49 
3.07 



67 

35.99 
3.38 

15.27 
4.05 
5.18 
3.15 
4.96 

36.99 
5.68 
3. 98 
3.53 

16.85 
3.12 

18.64 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP6000182 
0VARC1000001 
OVARC1000003 
0VARC1000004 
OVARC10QOQ06 
OVARC1000013 
OVAAC1000014 
OVARC1000017 
0VARC1 000026 
OVARC1000035 
OVARC1OOO037 
0VARC10O0058 
OVARC1 000060 
OVARC 1000068 
OVARC 1000069 
OVARC 1000071 
OVARC 100007 5 
OVARC1 000083 
OVARC 1000085 
OVARC 1000086 
OVARC1000087 
OVARC1000090 
0VARC1000091 
OVARC 1000092 
OVARC1000105 
OVARC1000106 
OVARC1000109 
OVARC1O00113 
OVARC1000114 
0VARC1O00133 
0VARC1000137 
OVARC1O00139 159 
OVARC1000145 
0VARC1O00148 
OVARC10001S1 
OVARC1000157 131 
OVARC1O00162 
OVARC1000168 
0VARC10Q0169 
OVARC1000178 
OVARC1O00182 
OVARCI000186 
OVARC100018S 
OVARC1O00191 
0VARC1C00198 
OVARC1O00208 
OVARC1000209 
OVARC1O00212 
OVARC1O00216 
OVARC1O00240 
0VARC1O00241 
OVARC1O00249 
0VARC1OOO254 
OVARC 1000255 
OVARC1000267 
0VARC1000275 
0VARC1000287 
0VARC1 000288 
0VARC1000298 
0VARC1000302 
0VARC1O0O304 
OVARC1000307 
OVARC 1000309 
0VARC1000312 



11.67 
10.18 
19. 46 
154.65 
8.96 
12.84 
9.51 
7.8 
39. 97 
53.62 
44.18 
21.2 
8.69 
11.63 
130.28 
4.7 
608.15 
31.41 
150.84 
21.41 
5.75 
32.43 
19.21 
12.38 
143.72 
56.13 
41.67 
24.72 
20.78 
17.57 
26.29 
.47 
5.46 
26.75 
10.96 
87 
5.46 
20.5 
67.7 
7.01 
6.26 
14.26 
19.42 
10.3 
22.01 
131.85 
37.5 
14.17 
7.5 
30.72 
9.83 
12.5 
211.04 
8.62 
41.48 
6.58 
20.12 
34.41 
37.89 
10.27 
13.52 
9.2 
10.77 
38. 52 



12.98 
10.98 
16.04 
161.68 

9.17 
15.42 

5.51 
10.89 
98.56 
63.74 

27.1 
16.03 

7.53 

6.29 
91.82 

2.59 
715.16 
22.53 
132.35 
22.84 
4.1 
34.99 
16.58 
12.28 
148.63 
50.31 
37.23 
18. 13 
17.23 
29.71 
21.24 
147. 34 

5.11 
26.35 

7.69 
72.71 

6.74 
23.24 

69.5 

7.74 

2.63 
11.19 
11.08 

6.61 
20.32 
125.05 
42.42 
16.96 

5.29 
25.44 

9.47 
10. 38 
164.08 
6.5 
57.68 

9.72 
19.59 
32.21 
35.05 

8. 52 

8.67 

9.65 

7.81 
63.36 



10.81 

7.82 
21.53 
111.37 
13.W} 
21.83 

9.75 

11.1 
58.17 
56.85 
33.64 
18.93 

9.42 

9.06 
110. 55 

5.56 
979. 97 
32.47 
115.14 
29.16/ 

5.37 
39.46 

18.4 
20.09 
164.07 
43.64 

42.5 
25.29 
18.89 
58.66 
32.71 
170.25 
5.9 
26.82 

7.49 
159.16 
10.66 
26.19 
69.91 

9.93 

4.45 
12.68 
15.15 

7.55 
21.51 
141.2 

46.9 
15.84 

9. 53 
20.48 
8.6 
14.17 
171.72 
15.01 
54.05 
13. 14 
19.09 
34.44 

40, 

8.63 
11.83 
13.33 
10.14 
48. 96 



11.27 
10.48 
24.56 



4.67 
3.67 
18.39 



4.19 
5. 27 
28.35 



257.56 204.62 269.69 



12.36 
13.5 
8.67 
9.23 
35.12 
49.18 
21.27 
19.43 
11.74 
11.58 
138.44 
6.14 
596.89 
28.89 
65.66 
11.19 
4.05 
22.05 
9.39 
9.9 
88.33 
33.71 
18.44 
12.07 
9.6 
7.88 
19.41 



9.89 
7. 52 
3 

5.72 
21.04 
30.89 

17.7 

6.93 

4.69 

8. 06 
48.02 

1.28 
401.8 

10.2 
79. 36 
16.67 

5.46 
34. 29 
12.78 

9.89 
70.71 
26.64 
22.06 
22.86 

15.6 
21.62 
23.84 



146.09 161.46 



4.05 
10.67 

4.61 
28.64 

5.09 
11.56 
59.55 

3.35 

2.72 
6.9 

6.26 

5.45 
13.26 
106.48 
35.76 
10.34 

2.31 
13.87 

4.52 

6. 99 



7.97 
7.97 
6.76 
46 
8.45 
15.79 
32.42 
8.16 
4.87 
8.25 
7.14 
7.49 
15.24 



7. 09 
11.75 
2. 57 
5. 56 
21.52 
52.6 
36.96 
18. 25 
15.1 
9.18 
81.99 
3.78 
521.41 
12.73 
104. 26 
9.71 
2.99 
19. 79 
9.69 
8.91 
97. 62 
28. 64 
21.86 
8.51 
9.38 
13.9 
21.06 
121.94 
2.4 
11.29 
7.44 
29.09 
3.6 
12.79 
51.67 
5.02 
3.13 
3.97 
4.44 
3.47 
8.22 



130.32 109.42 
48.15 33.79 



14.11 
4.11 

16.01 
5.75 
8.1$ 



162.84 218. 16 



2.8 
22.69 
1.2 
8.41 
10. 93 
26. 93 
3.64 
6.89 
4. 99 
3.65 
16.29 



3.3 
31.39 
3.21 
13.5 
20.1 
41.61 
6.33 
9.55 
7.9 
4.52 
39.99 



8.11 
1.95 

11.11 
4.08 
4.94 
173 
2.22 

23. 55 
1.15 
9.21 

12.59 

26.19 
2.17 
6.81 
7.07 
3.3 

22.16 



7.63 
8.05 

24.31 

148.7 
8.46 
8.01 
4.2 
7. 08 
23 

44.01 

22.76 

18. 85 
7.86 
6.71 

34. 87 
7.5 
1505.9 
23.7 

57.87 

14.87 
2.78 

30.39 
3. 97 

11.14 
141.54 

25. 97 

20. 05 
9. 56 

19.16 

U.06 

17.64 

114.2 
2.98 

11,04 
5.23 

32.55 
3.17 
11.3 

35.89 
5.67 
2.7 
5. 99 
6.66 
4.08 

13. 24 
107. 54 

26. 69 
6. 32 
4.22 

15.84 
4.87 
7.53 
104.59 
1.58 

19.25 
3.78 
9.7 
9. 34 

16.03 
4.38 
7.04 
7. 34 
3.45 

11.44 



8.13 
6.3 
27.93 
142.43 
11.94 
7.31 
4.5 
8.83 
21.16 
25.83 
28.28 
19.08 
12.81 
8.97 
114.87 
3.79 
1295.8 
17.6 
55. 95 
19.23 
3.2 
42.7 
5.82 
12.55 
139.36 
22.43 
25.41 
13.5 
20.46 
7.62 
15.76 
66.17 
4.01 
13.8 
9.46 
30.3 
7.57 
16.45 
25.97 
3.4 
3.24 
5.56 
6.47 
6.65 
17.04 
141.64 
26.98 
5.07 
3.32 
21.45 
6.55 
30.07 
109.93 
8.88 
29.77 
4.58 
16.66 
11.6 
19. 69 
8.26 
9.75 
4.85 
4.14 
23.2 



8.65 
4. 32 
25.27 
153.8 
16.91 
7.45 
5.23 
7. 59 
19. 52 
35.4 
23.56 
20. 93 
10. 28 
7.36 
91.52 
3.09 
1454 
16.65 
46. 39 
16.21 
3.4 
35. 58 
3.09 
9.97 
177.6 
26.91 
16.1 
7.9 
17.77 
51.45 
21.29 
91.75 
3.61 
10.7 
5.82 
35.03 
4.35 
13.91 
33.69 
4.49 
3.81 
7.72 
9.02 
4.21 
19.28 
112.43 
20.75 
5.47 
1.67 
17. 35 
6.44 
10. 99 
114.49 
3.88 
21.42 
2.47 
9.51 
15.85 
20.76 
6.64 
5.89 
4.2 
3.51 
11.33 
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OVARC10Q03I3 
OYARC1000321 
OVARC 1000326 
0VARC1000327 
0VARC1Q00H1 
0VARC1OO0335 
OVARC 1000 347 
0VARC1 000348 
0VARC1 000363 
0VARC1000377 
OVARC 1 000382 
0VARC10O0384 
OYARC1000401 
0VARC100040S 
0VARC1 000407 
0VARC1 000408 
0VARC1 000410 
0VARC1 000411 
0VARC1000414 
OVARC 1000420 
OVARC 1000421 
OVARC 1000427 
0VARC1 000431 
OVARC 1000437 
0VARC1 000439 
0VARC1 000440 
0VARC1 000442 
0VARC1 000443 
OVARC1000481 
OVARC 100046$ 
0VARC1 00046$ 
OVARC 1000467 
OVARC 1000470 
0VARC1 000473 
0VARC1 000479 
OVARC 1000484 
OVARC 1000486 
0VARC100049S 
0VARC10O0S20 
0VARC1000522 
0VARC1O0O526 
0VARC1000529 
OVARC1000533 
OVARC1000S43 
0VARC1OOO55O 
0YARC1 000553 
OV ARC 100 OS 56 
0VARC1 000557 
0VARC10O0561 
0VARC1 000584 
0VARC1000S73 
0VARC1 000576 
OVARC 1000578 
0VARC1000581 
OVARC 1000586 
0YARC1 000588 
0VARC1 000605 
0VARC1 000622 
0VARC1 000636 
0VARC1 000640 
0VARC1 000649 
0VARC1 000661 
0VARC1 000677 
0VARC1 000678 



31.08 
95.57 

9.36 

9.64 
31.51 

10.5 
22.28 

9. 03 
17.67 

9.05 
11.38 
15.04 
12.88 
452.57 
11.18 
143.25 
12.11 
11.28 
15. 72 

11.3 
21.51 
255.84 
86.97 

18.7 
14. 55 
37.93 
47.65 

9.63 

8.43 
13.05 
22.78 

8.03 
15.96 
12.49 
24.56 
41.23 

15.8 

6.74 

8.86 
35.51 
25.75 

17.7 
31.08 
11.04 

9.45 
34.95 
22.37 
11.61 
67.36 
79.74 
11.41 
235.06 
15.29 

5.46 
99.11 

5.04 
11.72 
86.95 

9.18 

9. 32 
137.37 
14.89 
42.34 
18.66 



25.28 
70.17 

7.55 

6.54 
26.56 
10.92 
19.59 

9. 66 
18.03 

5. 89 
10.29 
16.77 

8. 81 
396. 91 
13. 52 
152.71 
11.07 

8. 14 
17.28 

11.1 
18.12 
237. 66 
107.76 
18.85 
21.25 
36.45 
39. 77 
12. 52 

5. 22 

12.4 
19. 36 

5. 77 
13. 65 
10.05 
30.78 
29.61 
17.22 
8.5 

5.17 
29.95 
25.79 
16.61 
27.41 

5.87 

7.02 
36.44 
23.61 

9.78 
70. 57 
89. 59 
12.63 
210.51 
13.44 

3.63 
90.08 

6.16 

9. 54 
79. 96 

7.82 
12. 02 
159. 82 
15.01 
38.62 
21.84 



22.97 
108.42 
9.19 
7.7 
17.69 
9.98 
19.77 
11.56 
15. 99 
9.25 
10.44 
12.96 
11.8 
414.58 
12. 76 
130.24 
15.74 
7.71 
11.48 

10. 6r 

14.96 
229.09 
104.05 
16.29 
13.48 
33.24 
34. 86 
9. 02 
4.46 
8.82 
18.72 
8. 99 
10.41 
10.69 
25. 75 
25.62 
17.4 
5.88 
6.53 
29.3 
19.89 
13.49 
22.88 
5.45 
5.98 
34.04 
26.15 
7.49 
52.24 
94.8 
14.29 
199.48 
14.45 
4.65 
96.7 
5.9 
8.96 
78.79 
11.99 
12.8 
123.65 
20.86 
28.23 
18.64 



16.65 

49.21 
5.69 
4.58 
20.2 
3.56 

14. 38 
3.27 
8.09 
3.23 
4.87 
3.9 
7.36 
242. 32 
4.82 

110.8 
6.71 
4.73 
7.59 
5.43 
8.46 
230. 15 

53.83 
10.2 
9. 92 

14.99 

17.92 
8.56 
4.04 
5.16 

10.66 
2.45 
7.96 
6.2 
8.77 

15.32 

11.06 
2.96 
2.16 

26.12 

12.38 
7.72 

25.25 
4.07 
3.29 

16.33 

14.72 
2.51 

30.14 
35.3 
6.97 

203.8 
8.15 
3.12 

58.86 
2.73 
6.4 

29. 56 
5. 56 
8.63 
116.33 

11.94 

30.67 
9.55 



33. 34 
78.85 
4.73 
5.69 
32.18 
6.12 
17.51 
3.92 
14.09 
6. 62 
5.92 
4.19 
8.78 
241.63 
6.15 
163.58 
11.27 
4.82 
8.9 
7.49 
10.6 
286. 16 
76.2 
15.26 
17.37 
19.86 
25.44 
33.14 
5.64 
5.82 
17.86 
3.8 
9.91 
7.49 
13.76 
17.14 
13.65 
8.22 
5.01 
30.21 
14.14 
9.26 
24. 54 
4.48 
4.46 
24.77 
11.54 
3.89 
35.45 
37.73 
10.13 
258; 47 
12.93 
3.25 
53.54 
4.3 
6.63 
66.79 
6.68 
10.33 
170.6 
15.89 
34.02 
15.51 



16. 32 

36.91 
3.83 
4.67 

25.32 
5.55 

15.31 
2.72 
9.66 
3.71 
3.1 
3.88 
6.86 
222. 43 
3.43 

95.03 
6.87 
3.45 

10.02 
5.25 
6.1 
201.09 

48.16 
9.01 
9.21 

14.94 

19.14 
5.66 
3.64 
3.89 

12.45 
2.2 
7.26 
6.37 
7.96 

13.32 
9.12 
5.46 
3.05 

22.71 
8.6 
6.61 

12.97 
2.25 
2.66 

21.97 
9.36 
2.24 

26.39 

54.01 
6.51 
200.46 
8.56 
1.85 
48.9 
3.79 
6.02 
40.9 
4.67 
8.57 
128. 38 

11.61 

28.61 
8.53 



7. 95 
71.72 
2.8 
3.24 
7.77 
3. 62 
11.64 
2.5 
7.93 
2.88 
5 

3.11 
5. 26 
202. $3 
3.77 
87. 98 
6.11 
4. 09 
14. 36 
8.15 
8. 22 
155. 75 
31.1 
9.96 
5.86 
10.14 
36. 52 
16. 38 
3.41 
4.59 
11.65 
3. 29 
9.53 
10.6 
8.07 
29.7 
14.13 
2.84 
4.06 
22.42 
32.78 
12.03 
18.02 
3. 68 
4. 35 
31.22 
19.99 
6.45 
87.82 
49. 59 
5. 93 
142.26 
9.81 
1.84 
78.17 
4.96 
4.7 
71.63 
5. 37 
6.08 
91.38 
9.31 
19.25 
9.3 
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84.76 
4. 95 

3. 34 
12.73 

2.51 
10. 94 
3.43 
4. 93 
2.47 
4. 78 

4. 29 
4.94 

242.65 
3.81 

95. 98 
5.6 
4.41 

14.47 
6.28 
6.83 
128. 13 

18.06 
5.69 
$.66 
8.93 
26.4 
$.13 
4.7 
3.18 
7.24 
2.29 

10.16 
7.2 
9.81 

26.23 

11.53 
3.93 
3.97 

16.55 

19.39 
7.5 

13.21 
3.22 
2.47 

31.95 

16.63 
4.03 

47.67 

52.84 

10.17 
126.19 

12.76 
1.64 

82.33 
4.69 
4. 72 

93.74 
6.74 
8. 89 

85.12 
9. 27 

22.35 

11.98 
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OVARC1000679 17.17 15.32 16.17 

0VARC1000681 8.2 7.24 6.7 

OVARC1000682 113.12 97.53 93.09 

OVARC1000689 S7.01 42.21 46.96 

OVARC1000700 15.99 15.69 20.71 

0VARC1 000703 26.78 29.43 35.22 

0VARC1000722 101.86 85.68 116.52 

0VARC1000726 14.33 9.39 12.54 

OVARC1000727 10.16 7.75 13.09 

OVARC 1000730 29.15 29.95 31.68 

0VARC1 000741 29.33 29. 17 34.55 

OVARC 1000746 7.78 5.19 7.05 

0VARC1 000764 38.05 40.13 44.9 

0VARC1 000769 15.32 19.03 26.3 

0VARC1000771 12.14 10.36 12.36 

OVARC1000773 208.54 178.97 168.4 

0VARC1000775 34.96 28.91 27.77 

0VARCI000778 16.25 14.26 17.29 

0VARC1 000779 5.51 4.08 7.9 

0VARC1 000781 14.72 11.11 14.6 

0VARC1000787 16.08 11.69 22.35 

OVARC1000789 23.78 29.78 21.78 

0VARC1000800 37.24 52.19 47.92 

OVARC1000802 10.69 12.79 19.22 

OVARC1000610 41.47 36.61 45. 

0VARC1000811 19.55 15.32 20.3 

0VARC1000814 47.61 40.61 47.27 

0VARC1000816 30.44 36.85 45.82 

0VARC1000817 7.44 5.99 13.01 

OVARC 1000834 9.2 11.08 10. 

0VARC1 000846 33.2 36.76 34.02 

0VARC1000850 10.1 9.46 13.94 

0VARC100O853 124. 13 83.82 117.1 

0VARC100O862 9.56 7.61 8.86 

0VARC1000873 22.12 9.86 11.25 

OVARC1000875 25.32 18.88 20.49 

0VARC1000876 14.43 11.76 11 

0VARC1000883 16.65 14.83 22.63 

OVARC1000885 14.94 15.72 15.2 

OVARC1000886 13.43 12.39 14.55 

OVARC1000890 238.12 222.49 244.97 

0VARC1 000891 14.84 13 11.09 

OVARC 1000897 5.52 4.78 5.55 

OVARC1000912 18.82 12.83 16.34 

0VARC100O914 14.59 8.15 9.14 

0VARC1000915 17.53 15.34 14.44 

0VARC1000916 15.19 18.72 21.06 

0VARC1000924 11.12 12.66 14.01 

OVARC1000928 46.27 37.28 34.31 

OVARC1000936 10.09 10.55 9.33 

0VARC1 000937 7.99 8.04 6.58 

OVARC 1000945 1 5 14.98 1 3.39 

OVARC1000946 7.88 5.06 4.83 

OVARC1000956 14.88 11.07 13.93 

OVARC1000959 16.85 16.96 14.18 

OVARC1000960 47.32 52.37 41.49 

OVARC1000964 306.84 272.77 304.89 

0VARC1000971 7.74 6.08 3.76 

0VARC1000975 109.05 95.15 91.82 

0VARC1O00976 6.41 7.34 5.63 

OVARC1000981 24.62 24.19 24.61 

OVARC10O0982 21.37 12.18 12 

OVARC1000984 10.44 9.85 10.17 

OVARC10009951 27.57 24.28 19.39 



8.84 
4.69 
104.53 
44.44 

tO. 16 
14. 83 
89.03 
8.8 
5.79 
12.76 
13.03 
4.39 
31.76 
6.54 
5.65 
156.38 
13.91 
7.71 
1.14 
7. 53 
5. 66 
12.72 
15. 44 
5.61 
14. 82 
9.11 
21.78 
25. 26 
2.4 
3.33 
15. 54 
3.02 
50.7 
6.22 
3. 95 
9.43 
4.33 
10.71 
7. 47 
7. 87 
168.11 
4.07 
2.64 
8.16 
3.85 
6.42 
9. 85 
5.55 
5.2 
5.2 
4.25 
5.71 
2.65 
5.15 
9. 84 
22.16 
274.01 
3.85 
89.45 
3.4 
14.13 
7.66 
2.64 
14.42 



11.11 
3.61 
135.81 
54.09 
14.93 
20.62 
99.63 
8.89 
7. 58 
10.82 
37.4 
4. 32 
33. 36 
8.47 
9. 59 
229.88 
16. 38 
11.77 
3.76 
10.61 
7.21 
20.51 
23.62 
8.97 
21.04 
11.03 
30.43 
35.06 
3.28 
5. 92 
20.84 
6. 63 
94.43 
4.52 
10.2 
11.13 
8.64 
10.46 
13.49 
12.43 
248.06 
5. 36 
2.48 
8.42 
5.26 
7.74 
20.11 
9.51 
8.81 
9.07 
5.19 
5.62 
3. 28 
8.05 
10.41 
32.89 
264.01 
7.47 
126.14 
4.98 
15.11 
16.73 
4.79 
17.35 



9.5 
5.03 

99.85 

47.18 
8.67 

12.69 

84.39 
8.63 
4.18 

12.92 
9.12 
3.45 

24. 43 
6.17 
2.99 
197.98 

12.88 
9. 22 

I. 42 
4.88 
5. 45 

12.99 
15. 47 
4.92 
14.45 
10.04 
20. 51 
20.13 
3.96 
2. 58 
16.18 
4.93 
66. 32 
5.06 
7.01 
12.13 
6.48 
10.25 
6.08 
7.38 
165.63 
4.55 
2.49 
6.22 
5.95 
4.39 

II. 22 
4.44 
6.65 
4.74 
2.94 
7,78 
2.79 
6.51 
6.42 

19.82 
211.54 
4.63 

83.84 
2.89 

11.79 
9.68 
2.24 
10.4 



8.07 
3.58 
59.24 
30.34 
10.07 
19.45 
90. 99 
5.72 
6. 38 
11.85 
12.19 
2.05 
25.99 
10. 92 
5.56 
120. 99 
14. 63 
9.21 
1.72 
3. 59 
9 

10.1 
18.1 

12.57 

26.69 
5.62 

28.06 

15.73 
1.6 
4.12 
25.4 
5. 97 

58.07 
2.49 
4.33 

10.43 
3.87 
4.07 
8.84 

15. 33 

120.4 
3.08 
2.14 
8.21 
4.68 
7.85 

12.02 
3.13 
4. 93 
3.02 
3.85 
3.1 
2.69 
8. 38 
15.3 

46. 28 
160.52 
2.45 

54.44 
5.48 

18.79 
5.67 
2.88 

23.31 
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6.1 
48. 57 
27.71 
14.65 
19.63 
59.44 

6.56 

6.81 
21.92 
21.98 

2.62 
25.42 

9.44 

6.75 
98.51 
18.43 
13.13 
21.49 

7.19 
11.11 
11.61 
25.22 
10.26 
32.64 

8. 76 
40. 57 
10. 27 

3.36 
4.4 

21.7 

6.78 
66. 46 

2.85 
4 

9.71 
5. 36 
3.52 
6.87 
6. 54 
102.6 
4.38 
2.77 
8.74 
5.3 
11.07 
12.35 
4.61 
6.15 
5.31 
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3.56 
11.54 

4.54 

2.32 
17.65 
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73.95 
26.26 
13.84 
21.91 
79.26 
7.04 
6.67 
19.46 
17.49 
3.13 
30. 04 
11.01 
5.39 
115. 59 
17.02 
13. 25 
16.55 
4.56 
9.91 
10.12 
22.47 
7.88 
43.34 
8.16 
35.2 
23.79 
1.57 
2.95 
22.13 
5.46 
64.96 
3.78 
5. 56 
12.19 
3 

3.44 
4.31 
7. 36 
108. 39 
3.01 
2.38 

10. 52 
4.1 
8.04 
10. 
3.65 
5.85 
5.15 
5.45 
2.76 
2.47 
6.46 

14.01 

44. 56 
102.39 
2.32 

54.61 
2.85 

16.77 
5.45 
3.54 

22.26 
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OVARC1000996 
OVARC1000999 
OYARC1001000 
OVARC1001004 
OVARC1001WO 
OVARC1001011 
OVARC1001030 
OVARC1001032 
0VARC1001034 
OVARC 1001 038 
OVARC 1001 040 
0VARC100104I 
OVARC1001044 
OVARC1001049 
0VARC1001051 
OVARC1001054 
OVARC10010S5 
OVARC1001062 
OVARC100106S 
0VARC1001068 
0VARC1001072 
OVARC1001073 
OVARC1001074 
OVARC1001078 
OVARC1001085 
OVARC1001086 
0VARC1001091 
OVAAC1001092 
OVARC1001I04 
OVARC1001107 
0VARC100111 
OVARC1001117 
OVARC1001118 
OVARC 1001 125 
OVARC1001129 
OVARC1001132 
OVARC100113S 
0VARC1001141 
OVARC1001154 
OVARC1001161 
OVARC1001 162 
0VARC1001163 
0VARC1001167 
OVARC1001169 
OVARC1001170 
0VARC1001171 
OVARC1001173 
OVARC1001 176 
0VARC1001 
0VARC10O1 
OVARC1001200 
OVARC1001202 
OYARC1001206 
OVARC1001209 
0YARC1001219 
OVARC1001222 
OVARC1001232 
OVARC1001240 
OVARC1001243 
0YARC1001244 
0YARC1001248 
OVARC I 00 1247 
OVARC1001260 
OVARC10O1261 



1180 
1188 



12.75 
77.92 
34.25 
4.45 
7.8 
10.56 



15.42 
64.11 
25.88 
4.47 
4. 93 
5. 96 



13.22 
52.33 
23.55 
4.74 
6;92f 
7.28 



135.15 261.75 227.94 

10.53 7.53 10.42 

10.83 11.24 8.27 

36.07 37.32 30.24 

40.95 33.02 36.27 

28.88 24.51 24.41 

8.66 8.02 6.34 

23.67 22.64 22.97 
381.08 484.89 350.06 

6.6 5. 59 5. 17 
14. 98 
13.11 
47.67 
9. 85 
5. 85 
8. 58 
5.22 
11.95 
10. 66 
8.11 
186.8 
15. 63 
6.77 



14.4 
17.06 
58.8 
12.24 
5.2 
7.5 
4.7 
12.05 
11.18 
9.39 
241.22 
18.15 
8.1 
107.49 
4. 26 
14 
28.39 
15.09 
8.66 
9.08 



14.95 
19.77 
46.94 
10 
5.86 
12.65 
6.88 
9 

13.33 
10.75 
193.81 
18. 59 
10 

92.87 112.02 
4.3 6.18 



17.53 
26.32 
9. 24 
7.06 
13.23 



155.24 193.79 
12.99 10.8 
128.63 107.01 
17.68 27.92 



15.78 
27.08 
18.28 
12.46 

15.1 
160 
12.94 
106.33 

21 

19.82 
10.73 
43.81 

10 
31.69 



21.74 16.75 

10.91 8.03 
38.47 38 

11.94 7.48 

26.22 26.34 
143.81 

24.91 

209.32 244.43 234.51 

67.2 61.17 66.56 

18.84 14.15 
14.51 7.89 

37.46 21.56 
6.83 6.97 

56.31 51.58 

14.82 14.11 

17.11 17.29 

34.23 34.49 
22.68 22.79 

8.41 5.82 

43.29 22.42 

191.8 262. 18 216.69 

33. 18 25.43 26.03 
10.58 9.81 13. 
10.86 9. 17 11. 



236.48 129.81 
33.6 36.93 



17.06 
14.82 
29.17 
11.31 

60.2 
12.95 
18. 38 
36.17 
23.45 

7.86 

33 



7.58 
34.61 
13.32 
3.56 
2.94 
2.55 
119.93 
4.6 
5.28 
14.68 
20.4 
14.12 
3.74 
8.16 
354.62 
3.06 
7.9 
9.47 
41.39 
9.05 
2.66 
4.76 
3.02 
4.67 
5.34 
4.2 
163.03 
22.78 
3.75 
98.9 
3.48 
9.22 
13.26 
5.27 
3.03 
8.86 
115.39 
7 

119.46 
11.55 
10.26 
4.37 
17.29 
5.85 
14.46 
114.4 
11.93 
205.75 
30.38 
4.37 
6.11 
10.06 
3.06 
57.91 
3.65 
6.61 
16.43 
11.83 
3.1 
20.02 
139.76 
8.87 
4.35 
5.17 



7.82 
41.57 
17.72 
4.7 
3.61 
4.47 
118.81 
4.01 
4.2 
24.71 
24.74 
19.17 
2.76 
12.73 
546.22 
5.01 
10.31 
7.02 
58.25 
10.45 
7.45 
6.4 
6.61 
9. 88 
5.76 
10 

271.86 
26.04 

7.44 
125.4 

7.31 
10.42 
13.63 

6.72 

6.25 

15.2 
149. 38 

9.03 
158.63 
22.82 
11.33 

S. 95 
22.87 
13. 24 
15.02 
117.18 
16.26 
340. 26 
32.42 
15.93 

7.72 
10.43 

5.96 
69.04 

7.48 
16.42 
23. 42 
13.49 

7.95 
23.25 
292.92 
21.81 
12.46 
7 



4.86 
26.78 
11.08 
2.11 
2.97 
3.01 
67. 28 
3.78 
4. 55 
11.8 
15.2 
10.91 
3.79 
9.28 
323.29 
2.19 
6.02 
5.92 
31.45 
10.03 
1.74 
4.65 
3.48 
3.56 
6.26 
3.47 
178.86 
21.17 
6.44 
90.42 
2.59 
7.27 
13.64 
6.56 
3.24 
9.07 
101.68 
7.57 
83.66 
12.42 
9.72 
4. 38 
16.91 
4. 72 
12.36 
158.91 
13.53 
228.89 
26.76 
5. 

3.65 
13.25 
2 

54.41 
4.86 
9. 64 
19.3 
10.07 
3.99 
15.87 
181.43 
17.23 
3. 56 
3 



10.5 


9.45 


10.8 


tt 


t 


51.13 


38.47 


53.84 


t 




24. 85 


23.48 


28.11 


* 




3.94 


2.09 


3. 24 






3. 34 


2.1 


2.69 


$ 


t 


5. 82 


4.52 


6. 66 


t 




114.11 


94.32 


117. 34 






8.13 


6.94 


7. 33 


tt 




7. 53 


5.89 


7. 35 


tt 


t 


14.41 


10.88 


16. 24 


t 


tt 


38.11 


31.08 


34.73 


tt 




20. 98 


17.34 


23.83 


t 




6.52 


3.05 


4.17 


tt 




19.46 


22.57 


21.53 


tt 




741.7 


383.07 


703.22 






3.89 


3.27 


2. 79 




tt 


5.76 


7.98 


6.8 


tt 


tr 


5.47 


7.54 


3. 76 


t 


tt 


28.27 


24.21 


23.74 




tt 


4.46 


8.42 


5.6 




t 


3.96 


4.57 


2.54 




t 


5. 22 


6.96 


5.47 






7.1 


3.06 


2.4 






7.61 


7.71 


7.4 




t 


7.62 


7.57 


5.14 


tt 


t 


6. 76 


8.44 


4.74 






140.22 


106.42 


112.84 




t 


13.63 


16.45 


14.87 


t 




3.73 


7.33 


6.12 






58; 37 


49.66 


59.61 




tt 


2.8 


2.95 


2.48 




t 


18.6 


16.88 


12.72 


tt 




14. 58 


18.84 


21.16 


tt 


t 


3.81 


6.47 


3.35 


t 


t 


5.49 


10.45 


5.05 






5.57 


13.13 


8. 52 






122.48 


164. 58 


137.03 






7.48 


10.75 


7.3 


tt 


t 


81.42 


78.16 


83.39 




t 


16.84 


15.27 


15.42 






10.1 


12.69 


11.14 


tt 


tt 


3.95 


7. 35 


4.62 


tt 


t 


28.74 


29.72 


36.08 


tt 


t 


3.88 


5.51 


4.65 




t 


12.5 


14.3 


11.17 


tt 


tt 


77.44 


54. 36 


128.19 






26.95 


27.14 


25.91 


tt 




167.09 


179.74 200.74 




t 


42.84 


47.13 


54.33 


tt 


t 


10.16 


39.68 


8.56 






4.16 


15.56 


5.11 






17.78 


23.14 


18.29 


t 




2.03 


8.52 


4.3 






36.32 


29.24 


28.87 




tt 


4. 34 


7.98 


3.54 


tt 


tt 


6.56 


7.21 


5.56 




tt 


24. 37 


27.16 


28.45 


tt 


tt 


14 


20. 54 


14.23 


tt 


t 


3.48 


18. 25 


1.41 






15.69 


21.46 


15.18 






261.49 


147. 46 


197.54 






8.61 


11 


7 




tt 


7.06 


8. 38 


13.07 






4.94 


4.19 


3.51 


t 


tt 
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Table 464 



0VARC10O1268 
0VARC1001270 
0VARC1OOI271 
0VARC1001282 
0YARC10012*6 
OVARC1001306 
OVARC 1001 314 
OVARC 1001 316 
0VARC1Q01329 
OVARC1OO1330 
OYARC1001336 
OVARC1001338 
0VARC1001339 
OVARCI001340 
0VARC1001341 
OVARC1Q01342 
OVARC1001344 
0VARC1O013S7 
OVARC1001359 
OVARC1001360 
0VARC1001369 
OVARC1001372 
OVARC100I376 
0VARC1001381 
0VARC1001391 
0VARC1001392 
0VARC1001399 
0VARC1001417 
0VARCI001419 
0VARC1001425 
0VARC1001436 
0VARC1001442 
0VARC1001451 
OVARC1001452 
0VARC1OO1453 
0VARC1001476 
0VARC1001480 
OVARC10014B9 
OVARC1001493 
OVARC1001496 
0VARC1 001499 
0VARC1001506 
0VARC1001509 
OVARC1001S10 
OVARC1001S1S 
0VARC1001525 
0VARC1001542 
0VARC1001S44 
0VARC1001546 
0VARC1001547 
OVARC1001555 137 
OVARC1001560 
OVARC 1001569 
0VARC10O1570 
0VARC1OO1577 
OVARC1001578 
0VARC1001596 
0VARC1OO1600 
0VARC1001607 
0VARC10O1610 
OVARC1001611 
0VARC1001615 
0VARC1 001636 
0VARC1001668 



91.7 
7. 04 
19. 59 
9.08 
8.37 
8.13 
6.35 
9.21 
66.76 
6. 94 
20.53 
9.67 
93.84 
6.83 
30.36 
319.96 
24.05 
6.41 
59.32 
5.67 
7.6 
9.97 
27 
39.84 
4.35 
11.01 
7.11 
8.65 
9.55 
13.5 
14.91 
5. 57 
30.68 
16.95 
7.86 
20.63 
7.35 
11.25 
15.28 
32.05 
5.67 
31.76 
17. 78 
8. 59 
10.81 
7.75 
30.12 
27.99 
6.07 
4.36 
04 
10. 54 
28. 34 
9.57 
10.2 
0 

18.44 
12.84 
17.69 
7.42 
3.52 
7.22 
5.13 
40.93 



87.42 
6.65 

14.31 
5.35 
7.88 
8.36 
7.88 
9.19 

60. 97 
7.09 

13. 52 
3. 35 

87. 95 
5.17 

40.21 
384. 64 

19.69 

18.75 

54.06 
4 

9.8 
8.14 
25. 34 
52. 86 
4. 74 
13.87 
9. 27 
8.11 
7. 34 
5. 66 
13.09 
6.26 
20. 35 
14.67 
6.06 
24.57 
4.8 
5.S8 
11.36 
27. 24 
6.05 
25.87 
13. 64 
5. 24 
12.68 
5.51 
29. 23 
28.47 
8.98 
6. 21 
110.5 
9.21 
25.69 
12.69 
13.78 
0.27 
38.66 
12.05 
15.72 
7.24 
5.78 
4.15 
4.74 
55.07 



103. 18 
7. 37 
19.8 
8. 29 
7.76 

10.06 

10. 42 
7.4 

62.75 
6.08 

17.21 
7.39 

84.06 
8.34 

33.21 
298.02 

20.03 
6. 59 

31.23 
3 

9.35 
5.06 
21.25 
35.2 
4. 69 
11.26 
5.73 
7.05 
7. 59 
6. 59 
11.35 
6. 22 
20. 93 
11.44 
6.61 
30.44 
7.96 
6. 53 
13.67 
23.8 
4.7 
22.22 
12.09 
6.08 
13.12 
6. 34 
28. 39 
20.46 
10. 22 
6.19 
136.25 
9.05 
28.31 
13.54 
13.09 
1.12 
31.49 
12.79 
17. 94 
11.17 
9.33 
9.71 
6.26 
40.85 



50.09 



89 
15 
47 
73 
51 
15 
28 



30.71 
3.83 
8. 37 
3.31 

45.91 
3.19 

15.81 
528. 73 



61.38 
4.4 

12.99 
3.89 
3.83 
4.13 
6.88 
5.15 

36.83 
3.92 

10.93 
2. 87 

66.98 
3.73 

17.56 



43.24 



37 
.59 
.86 
,51 
.61 
5.6 
2.41 
28.85 
2.72 
7.02 
2. 49 
50.22 
1.7 
16.77 



514.44 449.66 



23.17 



12.73 

18. 78 
3.41 
7.11 
3.62 
3.69 
3.69 
3.04 
5.12 
3.11 

10.57 
7.52 
4.22 

15.92 
3.71 
8.16 
4.88 

12.75 
2.72 
8. 57 
7.06 
3.07 
5.8 
3.13 

14.69 

12.55 
3. 38 
3. 96 
120. 36 
6.2 

17.71 
7.21 

13. 59 
0.09 

14.48 
8.39 
10.9 
5.09 
2.82 
3.66 
4.34 

20.99 



10.1 
6.56 

43.75 
2.67 
6.16 
5.79 

15.31 

31.21 
5.61 
8.72 
4. 78 
5.18 
5.75 
5.54 
5.94 
6.56 

21.04 
6.15 
6.52 

22.32 
4.84 
19.5 
4.94 

20.64 
3.78 

18.43 
8.79 
5.95 
9.08 
4.32 

25.03 

18. 48 
5.35 
3.95 

174.1 

10. 38 

19.82 
9. 92 

16. 75 
2 

23. 49 
9.83 

18.71 
7.94 
5.44 
4.51 
6.6 

33.29 



7. 96 
3.73 

45.21 
1.87 
2.48 
2.2 
10.9 

17. 84 
3.07 
6.36 
3.62 
3.15 
3.4 
5. 43 
3. 69 
2. 54 

10. 84 
5.24 
4.39 
7. 34 
5.16 
4. 38 
2.76 
11 
1.85 
9.44 
5.76 
3. 22 
6. 34 
3.66 

14.49 

10.77 
8.68 
1.63 
119.31 
4.19 

21.58 
6.14 
9.11 
0. 48 

16.88 
7. 52 

12.05 
4. 34 
3.47 
3.88 
4.17 

18.69 



78. 98 
2. 36 
10.4 
2.79 

3.2 
1.91 

5.8 
2.09 
49.5 

I. 52 
7.67 
3.22 

43.37 
2. 64 

23. 98 
353.76 

16.66 
3. 75 

51.59 
1.59 
5.5 
2.9 

17.23 

39.83 
2.93 
4. 32 
4.04 
2. 59 
4. 52 
3:66 
4. 56 
5.62 

19.07 
7.7 
4. 72 

II. 05 
2.87 
4.69 



18.79 

15.13 
7.27 
8.79 
4.26 

18.26 

36.56 
3.38 
2.77 

90.66 
4.33 

15.15 
6.01 

10. 56 
1.37 

13. 34 
7.16 

10.18 
2.78 
2. 68 
4.88 
6.58 

40.58 



90. 56 


56.28 


tt 




3.78 


2.56 


*t 


tt 


9. 45 


13.28 


t 


t 


2.02 


1.62 


* 


t 


2.52 


1.42 


t* 


tt 


3.24 


2.11 


tt 


tt 


2.73 


3.16 




t 


2 


2.6 


tt 


tt 


54.71 


56.06 


tt 


t 


3.71 


2.62 


tt 


tt 


13.22 


12.66 


t 




2.79 


2.03 






46.73 


40 


tt 


tt 


3.21 


3.16 


t 


t 


16.89 


14.16 


tt 


t 


251.2 


152.62 


t 




12.81 


15.35 


tt 


t' 


4.14 


3.16 






26.81 


37.78 






2.07 


1.71 


t 


tt 


3.41 


1.68 


t 


t 


3.07 


0.96 




t 


14.16 


15.91 


tt 


t 


32.09 


35.47 


' t 




3.15 


1.97 




tt 


4.97 


3.08 


t 


tt 


3.29 


4.7 


t 


t 


Ml 


3.11 


tt 


tt 


2.92 


1.58 


t 


tt 


1.31 


1.7 






3.69 


3.48 


tt 


tt 


2.71 


2.72 






21.71 


23.53 






11.36 


6. 64 


tt 




4.86 


4.79 




t 


12.16 


16.07 




t 


2.08 


3.16 




t 


2.8 


2.81 






6.21 


8.31 


tt 


t 


5.04 


10.85 


t 


tt 


4.6 


2.57 


t 


t 


15.06 


20. 59 


t 




14.75 


21.14 


t 




7.67 


4.5 






7.64 


9.61 


t 


t 


3.77 


3.8 


t 


t 


13.2 


26.28 


t 




24.05 


33. 39 


t 




3.45 


4.28 




t 


2.7 


2.24 




tt 


69.83 


70. 67 




t 


6.13 


2.34 




t 


17.9 


15.62 


tt 


tt 


6.08 


8.45 




t 


8.87 


5. 25 






0.77 


0 






13.82 


12.27 






10.38 


7.31 


tt 


t 


16.33 


11.6 






4.22 


3.55 




t 


4.9 


2.76 






4.91 


5.78 






6.24 


9.12 






43.41 


37.28 


t 
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Table 465 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



0VARC1001702 
OYARC10Q1703 
OVARC1001710 
OVARC1001711 
OVA*C1001713 
OVARC1001725 
OVARC 100 1726 
0VARC1C01727 
0VARC1001731 
OVARC1001735 
OVARC1001741 
OVARC1001745 
OVARC1001759 
OVARC1001762 
OVARC1001766 
OVARC1001767 
OVARC1001768 
0VARC1001770 
OYARC1O01776 
OVARC1001791 
0VARC1001795 
OYARC1001798 
0VARC1001802 
OVARC 1001 805 
0YARC1001807 
OYARC1001809 149 
0VARC1001812 
OVARC1001813 
0VARC1001820 
OVARCI001828 
0VARC1001833 
OVARC1001839 
0YARC1 001846 
0VARC1001849 
OVARC1001861 
OVARC1001873 
0VARC1001879 
OVARC 1 001 88Q 
OVARC1001883 
OVARC1001900 
OVAAC1001901 
OVARC1001911 
0VARC1001916 
0VARC1001928 
0VARC1001937 
OVARC1001940 
0VARC1001942 
OVARC1001943 
0VARC1O01949 
OVARC1001950 
OVARC1001952 
OVARC1001954 
OVARC1001963 
0VARC1001983 
OVARC1001987 
OYARC10O1989 
0VARC1001991 
0VARC1002005 
0VARC1002044 
0VARC1002O46 
0VARC1002050 
OVARC1002058 
OVARC1002066 
OVARC 1002082 



9.4 
7.15 
18.66 
IB. 7 
106.12 
7.41 
9.14 
6.13 
326.35 
10.45 
51.89 
48.03 
8. 58 
15.44 
83.39 
7.04 
14. 52 
26.33 
7.09 
10. 39 
7.98 
40.84 
21.47 
21.41 
9.03 
46 
14.81 
16.16 
13.24 
7.36 
7.55 
9.51 
10.75 
21.23 
14.15 
10. 37 
12.35 
17. 95 
10. 68 
21.57 
6.1 
5.85 
15. 55 
4.28 
25.6 
8.76 
20.24 
29.68 
14.19 
13.94 
122.9 
7.45 
12.44 
25.71 
13.81 
18.41 
12.31 
33. 83 
25.13 
79.06 
9. 22 
18.18 
67.02 
34.4 



5.63 

7.4 
12.34 

15.2 
95.89 

8.41 
11.76 

4. 36 
314. 92 

7.4 
35. 06 
48.42 

9. 79 
18. 76 
85.91 

5.21 
13.49 
28.28 

4.63 

7.82 

5.23 
44.26 
24. 32 
25.19 

4. 95 
129. 89 

11.3 

13.4 
13.12 

6. 18 
8 

8. 23 

6. 47 
22.64 
12.35 

9.13 
13.47 
16.04 

7.64 
23.04 

3.23 

6.08 
14.04 

4.17 
15.71 

8. 78 
15.16 
32.41 
11.75 

15.9 
130.05 

6.81 
11.79 
30.06 
15.75 
16.89 
10.21 
38.39 
24.53 
107. 27 

6. 62 
16. 91 
72.72 
33.12 



84 111 



9.29 
12.31 
27.68 
21.81 
110. 
15.02 
13.16 

5.44 
333.21 

10.3 
44.69 
50.14 
14.25 
16.88 
87.93 

8.42 
18.22 

29.2 

7.55 

to.ei 

12.47 
46 
21.73 
22.93 
8.69 
172.57 
18.38 
12.96 
21.66 
15.13 

10 

9.47 
12.96 
18.18 
14.96 
10.41 

14, 
17.13 

9.62 
21.79 

6.27 

5.24 
13.05 

5.98 
13.44 

8.37 
17.14 
20.55 
10.33 
10.94 
103.73 

6.15 
17.61 
25.81 
12.25 
13.96 
10. 74 
35.62 
23.58 
86.51 
10.19 
17.55 
47.65 
24.78 



4.18 
4.47 
8. 37 
10.78 
33 
6.01 
5.3 
2.42 
240.06 
3.26 
30.3 
20.26 
4.9 
4. 99 
59.55 
2. 96 
6.31 
13.86 
4.18 
6.37 
1.59 
20.27 
9.56 
13.01 
4.35 
133.13 
7.06 
5.79 
6.46 
2.53 
3.73 
3.48 
4.44 
12.84 
7.86 
3.08 
4. 79 
6.7 
5.66 
9.35 
3.76 
3.87 
10.21 
2.82 
9.48 
2.83 
7. 55 
12.97 
3.19 
6.19 
90. 55 
3.11 
6.04 
12.15 
6.15 
7.74 
6.47 
17.69 
14.08 
49. 53 
4.05 
13.19 
37.79 
17.13 



2.13 
5.7 

10.17 

18. 26 
127.16 

22.46 

10.91 
3.92 
116.88 
6.6 

40.05 

24.89 
9. 68 
8.2 

79.17 
5.88 
12.6 

20.54 
5.49 
4.36 
4.12 

29.31 
17 

23.64 
5.41 

197.68 
7.79 
9.88 
7.84 
4.46 
5.88 
6.12 
5.49 

14.77 
9.2 
3.81 
6.62 
12.3 
5.31 

13.16 
3. 35 
3.1 
8.26 
2.37 

11.18 
3.26 
9.31 

22.62 
5.85 
9.29 

135.58 
3. 63 
6. 32 
15.68 
7.8 
13. 38 
8.3 

27.06 
17.38 
77. 97 
4. 76 
18.67 
39.59 
27.63 



4.1 
4.5 
11.06 
9.63 
96.1 
3.17 
4.63 
3.64 
168.02 
5.16 
30.18 
18. 25 
2. 54 
5. 87 
53. 32 
2.78 
7.55 
11.13 
2.76 
3.31 
3.1 
16.26 
10.13 
11.53 
3.66 
130.62 
6.77 
6.64 
7.81 
3.16 
2. 
2. 
4 
8. 
6 
3 
4 
6 
4 



25 
96 
8.64 
2.44 
3.23 
9.44 
1.14 
11.27 
2.84 
5.48 
15.27 
4.46 
6.75 
102.89 
2.91 
5. 28 
10.47 
4. 37 
8.71 
7.41 
20.01 
11.27 
65. 
4.15 
6.99 
35.74 
15. 59 



3.32 
5.85 
8.69 
7.19 

59.14 
4. 32 
7.72 
2.37 
275.41 
2.85 

29.82 

35.38 
3.21 
5.45 

53.78 
2. 97 
3.97 
6. 52 
2.6 
3.58 
3.31 

30.23 
13.8 
6.55 
4.23 

61.16 
7.18 
9.17 
9.43 
2.97 
2.14 
2.33 
2.19 
9.88 
6.33 
3.75 
9.81 
9.7 
4.5 
4.93 
2 

3.29 
6.7 

3.65 
11.49 

2.16 
5.3 

4.34 

2.89 

8.04 
79.11 

2. 32 

6.38 
16.02 

5.37 
14.94 

6.69 
26.16 
23.29 
68.65 

4.13 
24.17 
62.17 
48.32 



3.32 
8. 24 
17.12 
14.6 
62.39 
4.47 
5.13 
4.79 
235. 36 
50.48 
27.49 
41.14 
5.87 
4.57 
49.12 
1.63 
6.24 
15.1 
3.29 
4.2 
4.76 
32.18 
16.34 
5.13 
6.47 
73.6 
8.19 
11.83 
11.92 
2.27 
3.67 

I. 23 
5.18 

17.09 
6.39 
2.72 
8.26 
7.19 
5. 37 
5.9 
2. 36 
4. 37 
7. 73 
1.6 

12. 97 
2.96 
6.71 
4.72 
6.47 
7.58 

70. 36 
2. 33 
9. 47 

II. 31 
6.61 

11.39 
6.19 
23. 73 
17.04 
65. 46 
2.81 
22.71 
50.77 
29.05 



2.46 
3.65 

13. 23 
8.6 

67.07 
6.9 
7.08 
3.09 
284.79 
3.58 

31.74 

42.19 
3.66 
3.61 

57. 96 
2.74 
6.88 
8.61 
2.71 
5.4 
7.14 

29.44 

14.18 
2. 96 
5.73 

73.85 
7.69 
7.83 
8. 26 
1.93 
2.55 
3. 33 
4.87 

10.17 
8. 07 
3. 55 
4.82 
8.89 
3.66 
5.98 
2. 55 
2.41 

11.27 
1.43 
7.51 
2.02 
7. 34 
5.72 
5.47 
9.81 

72.15 
2. 18 
7 

11. 

4 
II 

5.31 
27.11 
24.49 
67.43 
4.5 

28.4 
51.33 
33.16 



.04 

.87 
.93 
.29 
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Table 466 



0YARC1002091 

0VARC1002092 

0VARC1 002093 

OYARC1 002094 

OVARC1002107 

0YAAC1O02112 

0VARC1 002126 

OVARC1002127 

0YARC1002138 

OYARC1002143 

OYARC1002156 

OYARC1002158 

0VARC1002165 

OVARC1002176 

OVARC1002178 

OYARC1002182 

OYARC1002185 

PLACE 1000004 

PLACE 1000005 

PLACE 1000006 

PLACE 1000007 

PLACE1000014 

PLACE100Q031 

PLACE100Q033 

PLACE1000040 

PLACE10OOO48 

PLACET 000050 

PLACE1000081 

PLACE! 000066 

PLACE1000075 

PLACE 1000078 

PIACE1000081 

PLACE1000086 

PLACE1 000094 

PLACE1000101 

PUCE1000121 

PLACE10OO133 

PLACE1000142 

PUCE100014S 

PLACE100O163 

PLACE1000172 

PUCE1000181 

PLACE1000184 

PUCE1000185 

PLACE1000198 

PLACE1 000213 

PLACE1000214 

PLACE1 000220 

PLACE100O231 

PLACE1000236 

PLACE1000245 

PLACE1000246 

PUCE1000258 

PLACE1000288 

PLACE1000292 

PLACE 1000302 

PLACE1000304 

PLACE1000308 

PLACE 1000309 

PLACE1000312 

PLACE 1000330 

PLACE1000332 

PLACE1000347 

PLACE 1000351 



18.78 
11.35 
11.71 
€.29 
13.48 
26.38 
65.16 
6.15 
5.22 
7.3 
14.33 
9.15 
67.03 
10.61 
11.02 
6. 32 
13.32 
9. 74 
27.12 



25. 49 
18.11 

8. 82 
20. 38 
5.4 

9. 33 

6.66 
12. 56 
16.43 
10. 24 
24. 93 

9. 77 
13.24 
13.12 

9.91 

9.88 
26. 84 

7.41 
27.22 
113.9 
17. 72 
16.19 

9.65 

6.26 

9.15 
25. 57 
14.42 

7.58 
26.52 
45.69 

9.85 

14.3 
22.65 
24. 34 

9. 25 
15.07 
50. 33 
7.8 

37.2 
19. 72 
18.65 

4.55 



19.82 
7.73 
8.5 
6.49 

8. 34 
33.01 
69.33 

6. 37 
5.32 
4.6 
13.86 
5.03 
61.86 
13. 89 
11.22 
5. 52 
14. 59 
9.21 
18.01 
57.04 
8.75 
2.04 
34. 88 
15. 97 
8.21 
17,3 
7.04 
8.61 
5.77 
13.3 
18. 48 

9. 79 
18. 79 

8.35 
13.69 
18.46 

9.72 

8.89 
30. 96 

5.19 
20.45 
71.51 
15.27 
14.46 
11.81 

6.05 
11.17 
22.54 
18.43 

6.02 
25.91 
36.58 
11.52 
14.29 

21.9 
18.15 

6.15 

8.66 
32.12 

7.45 
43.13 
22.93 

20.7 

3.12 



15.43 
4.3 
20.66 
6.65 
12.8tf 
27.23 
51.38 
5. 32 
3.68 
3.7 
13.02 
4.65 
54.25 
9.02 
6.01 
5.4 
15.01 
11.61 
21.4? 
55.23 
8.28 
4.15 
32.13 
17.95 
10 
18, 51 
6 

17.26 
17.49 
14.47 
16.12 
10.46 
23.44 
20.14 
14.14 
20.42 
12.83 
10.42 
24.74 
10. 36 
29.16 
73. 22 

19.8 
17.72 
15.71 
11.46 
11.68 

23 
23. 26 

8.68 
22.56 
50.55 
11.33 
20.76 
21.53 
25.79 

7.74 
14.03 
45.32 
13.99 

26.2 
22.77 
25.21 
7.2 



10.02 
3.87 
4.96 
2.69 
6.06 
12.79 
44. 56 

I. 95 
5.16 
3.29 

10.03 
3.16 

23.78 
5. 22 
3.16 
2. 92 
5.31 
4. 85 

13.29 

34.88 
8.37 

I. 42 
13.67 
12. 01 

5.78 
15, 36 
2.42 
5.67 
7.42 
10.46 
10.89 
3. 99 

II. 66 
5.83 
7.47 

15.19 
7.9 
4.19 
12.94 
3.1 
10.4 
49. 28 

II. 79 
7.66 

11.09 
4.09 
8.73 

11.03 
5. 64 
1.98 
9.19 

14. 83 
3.16 
4.5 
9.54 
8.82 
5.54 
6.88 
24.2 
4.65 

23.56 
9.1 
9.08 
2.8 



4.76 
5.5 
14.44 
4.04 
7.84 
21.35 
51.62 
4.41 
3.08 
5.14 
12.28 
3.11 
36.97 
6.29 
5.47 
5.92 
10.11 
7.73 
16.54 
52.28 
10.72 
4 

27. 22 
14.01 
10.45 
23.63 
4.86 
11.39 
6.83 
23.06 
9.95 
5.51 
12.45 
7.13 
11.68 
20. 27 
8. 22 
7.46 
22.4 
5 

14.2 
64. 78 
14.01 

7.1 
11.55 

6. 36 

8. 08 
13. 14 

9.79 

6. 24 
16.74 
17.16 

7.83 

8.13 
18.93 
16.47 

6.18 
10. 38 
31.82 

6.15 
30.84 
18.25 
28.96 

3.17 



6. 56 
2.76 
7.82 
2.24 
6.33 

12.35 

38.84 
3.09 
2.95 
1.3 
6.73 
2.41 

31.97 
4.46 
2.82 
3.91 
6.86 
5.01 
9.78 

43.96 
8.06 
3.02 
11.3 

16.72 
6.53 

12.54 
4.46 
8.55 
5.75 

11.81 
8.28 

12, 
8.45 
8.08 
14.52 
8 

3.72 
10. 59 
4.08 
9. 22 
42.83 
13.85 
6.34 
8.4 
3.94 
4.64 
7.79 
6.68 
5.31 
15.36 
15.14 
3.08 
8.1 
11.23 
6.9 
3.68 
7.58 
23.11 
3.95 
17.96 
13.71 
11.34 
2. 14 



9.66 
3.85 
5.85 
4.34 
9.41 
12.54 
65.71 
5.22 
2. 56 
3.79 
8.59 
3.88 
46.19 
9. 03 
6.17 
6.46 
7.78 
4.83 
14.01 
6.98 
3.04 
1.88 
27.49 
14.29 
3.91 
8.78 
3.72 
3.23 
5.92 
12.58 
13.59 
3.34 
14.85 
9.11 
3.54 
7.88 
5.09 
7.05 
30. 36 
3.16 
8.64 
38.76 
9.11 

4.1 
6.38 
3.17 
3.79 
10.18 
7.36 
3.56 
8,75 

6.9 
2.46 
4. 73 
12.98 
10.89 
3.39 
8.62 
35.7 

7.1 
20.8 
15.08 
16.06 
6.68 



6.62 
4. 56 

5.4 
3. 07 
7.18 
9.82 
52. 52 
3.46 
2. 26 
3.64 
6.29 
2.86 
44.24 
7.11 
3. 48 
4. 29 
7.13 
8.27 
13.75 
11.96 
5.48 
2.43 
25. 37 
10. 78 
7.12 
9.57 
6.27 
9.76 

4.2 
8.36 
13.8 
5. 78 
17.83 
6.86 
8.15 
10.58 
6.1! 
4. 74 
26.2 
3.43 
12.45 
53.7 
9.87 
6. 59 
19.65 
3.29 
6.02 
10.81 
7.88 
10. 92 

9.5 
11.47 
5.51 
7.76 
16.24 
16.25 
11.16 
8.08 
36.12 

6.14 
28. 35 
10.86 
14.13 

4.21 



10. 94 
3.79 
7. 08 
3.08 
12.5 

14.29 

60. 89 
3.37 
2.94 
5.8 
5.67 
4. 37 

42.15 
8.09 
3.57 
5.82 
8.82 
4.93 

13.04 
13.8 
2.7 
1.7 

24.47 

15.77 
4.69 
6.66 
1.7 
4.54 
3 

7.76 
12.7 
6.89 
16.54 
4.47 
5. 57 
8.77 
8. 25 
5.82 
29. 92 
3.29 
11.02 
55.02 
10. 76 
4.27 
7.03 
3.78 
5. 34 
12.09 
9. 82 
5. 78 
10.2 
10.62 
4.37 
5.77 
12. 38 
19.37 
2 

9.22 
29.88 

4. 22 
14.01 
13.37 
12.46 

4.87 



7 
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Table 467 



PLACE1000374 
PLACE1000380 
PLACE 1000383 
PLACE1000397 
PLACE 1000401 
PLACE1000406 
PLACE1000412 
PLACE 1000420 
PUCE1000421 
PLACE1000423 
PLACE1000424 
PLACE1000430 
PUCE1000433 
PLACE1000435 
PUCE1000437 
PUCE1000442 
PUCE1000444 
PLACE1000453 
PUCE10O0456 
PLACE 1000455 
PUCE1000481 
PLACE1000492 
PLACEt0OO5O8 
PLACE10OO512 
PLACE 1000540 
PLACE1000541 
PLACE1000S46 
PLACE1000547 
PLACE 1000560 
PUCE1000562 
PUCE1000564 
PUCE1000583 
PLACE1000587 
PLACE 1000588 
PLACE1 000596 
PLACE 1000599 
PLACE1000605 
PLACE100061O 
PLACE1000611 
PLACE1000626 
PLACEI000633 
PLACE1000636 
PUCE1000653 
PLACE1000656 
PLACE100OS63 
PUCE1000706 
PLACE1000712 
PLACE 10007 16 
PLACE1000740 
PLACE100074S 
PLACE1000749 
PLACE1000751 
PLACE1000755 
PLACE1000769 
PLACE1000778 
PUCEI000785 
PLACE1000786 
PLACE1000793 



4.36 
16.1 
6.36 
11.59 
9.04 
13.08 
8.51 
18. 93 
17.83 
9.91 
6.41 
9.9 
8.1 
28. 95 
13.7 
4.21 
8.39 
8. 24 
9.14 
29. 59 
10.19 
14.54 
8. 74 
4.85 
12. 96 
10.16 
13.1 
8.49 
22.37 
6.22 
17.41 
11.44 
7.15 
18.91 
11.7 
9.76 
16.65 
13.13 
44. 34 
7.16 
7.75 
9.18 
13. 52 
16.45 
17.59 
22.58 
15.91 
9.51 
62.65 
21.69 
8.09 
5.85 
17.27 
3.3 
43.25 
31.35 
5. 99 
62.95 
PLACE1000795 1 70.82 



PLACE1000798 
PLACE10OOS12 
PLACE100O823 
PLACE! 000*25 
PLACEI000836 



34. 34 
16.41 
25.51 
9. 78 
37.15 



4.25 
6.91 
4 

7.26 
6.59 
8.33 
7. 48 
23.33 
12.09 
10.66 
4.46 
7.48 

6.1 
26.53 
9.76 
4.33 
8. 02 
8.08 
8.93 
27.02 
8.45 
13.99 
6.29 
3.74 
8.47 
15.98 
11.96 
5. 52 
15.31 
7.18 
14.24 
8.04 
6.59 
11.92 
13.56 
11.08 
12. 34 
11.57 
42.43 
6.36 
6.07 
4. 57 
15. 36 
24.27 
14.23 
27.08 
18.32 
6.38 
63.87 
20.13 
6.77 
6.89 
23.58 
5.09 
43.09 
17.11 
3.18 
70.84 
165.32 
30. 96 
17.23 
22.51 

4.9 
32.03 



6.34 
17.82 
6.16 
11.9 
-7.42 
14.95 
7.35 
27.28 
14.21 
9.25 
8.86 
10.47 
7.11 
24. 32 
13.69 
5.54 
5.47 
7.4 
7.88 
24.71 
9.18 
15.18 
6.02 
3.65 
7.79 
11.44 
11.32 
7. 86 
18.14 
9 

11.35 
7.49 
3 
9 

11.65 
9. 94 
15.55 
11.01 
32.52 
6.63 
5.61 
3.73 
9.28 
20.78 
11.72 
16.29 
12.16 
10.32 
75.82 
21.77 
9.49 
7.76 
23.64 
3.02 
44.83 
31.03 
7.12 
86.12 
165.81 
28.31 
19. IS 
19.45 
7.94 
40.12 



4.3 
9.8 
2.37 
2.79 
3.23 
2.59 
3.42 
7. 24 
5. 67 
5.17 
3.52 
5.49 
1.95 
14.09 
6. 32 

I. 97 
3.23 
2. 64 

4.6 

10. 66 
6.24 
6. 98 
2. 46 
2.37 
4.5 
6.25 
7.18 
5. 49 
8. 36 
4. 62 

10.42 
4. 72 
3.14 
5.65 
8.47 
6.95 
9.49 
8.74 

26.13 
3. 54 
4.09 
3.4 
7.56 
6.6 
6.71 

14. 32 

10.41 
4.36 

66.13 

15.61 
5.21 
3.42 

13.28 
3. 66 

22.77 
9. 35 
2.4 

74.56 
123.39 

19.04 

II. 98 
15.2 
5.02 

17.98 



3.67 
10. 53 
2.92 
5.06 
3.26 
5.95 
4.96 
14. 78 
5. 38 
5.46 
3.38 
5 

4.44 
14.79 
11.96 
3.93 
8.73 
6. 34 
6.83 
16. 38 
5.2 
17. 38 
6.75 
3 

9.85 
17.26 
10.25 
10.6 
10.85 
4. 33 
10.44 
4.9 
3.88 
7.81 
13.84 
10.5 
9.68 
7.05 
31.67 
3. 14 
5.95 
5.99 
11.63 
13.98 
8 

16.15 
18.03 
8.28 
88. 56 
19.67 
7.14 
4.79 
21.64 
5.56 
18.03 
9.07 
4. 01 
80.1 
175.42 
23.22 
12.41 
17.94 
3.89 
18. 59 



2.84 
4.49 
2. 52 
5.01 
3. 54 
3.66 
3.44 
9.32 
4.01 
3.16 
1.84 
3.45 
2.14 
9.09 
9.08 
1.28 
7. 32 
3.96 
3.55 
9.53 
4. 46 
5.81 
1.48 
3.01 
7.03 
10.37 
10.48 
14. 98 
7.86 
3.02 
10. 34 
3.91 
4.15 
8.36 
9. 08 
6.09 
6. 14 
4.41 
19. 73 
2. 93 
4.33 
3.07 
7. 

8.95 
7.43 
9.77 
9. 89 
5.91 
67.41 
14: 26 
4.97 
3.39 
9. 26 
3.4 
27.54 
8.25 
1.88 
68. 58 
137.1 
14.81 
10. 24 
10.61 
3.86 
17.35 



1.94 
5.18 
2.89 
6.09 
3.28 
6.86 
3.84 
4.07 
4. 24 
3.23 
2.63 



57 
34 



16.84 
8.69 
2.62 
3.64 
5.87 
4.93 
7.25 
5.55 
5.24 
4.68 
2.27 
5.75 
7.65 
6.08 
5.43 
6.26 
4.18 
8.72 
5.24 
3.78 
8.6 
10.58 
4.81 
6.32 
9.69 
63.56 
5.25 
4.51 
2.89 
6.22 
13.7 
15.75 
10.6 
15.21 
5. 52 
54.02 
16.35 
2.01 
2.03 
15.55 
3.76 
20. 87 
11.86 
2.45 
59.03 
104.41 
22.05 
15.41 
13.45 
4.94 
19. 92 



3.1 
5.02 
0. 95 
6. 59 

2.6 
10. 26 
4.02 
6.78 
5. 77 
3.33 
2.91 
3.09 

I. 88 
11.65 

6. 76 
4.3 
5.13 
6. 05 
5.65 
7.03 
2.41 
4 

3.01 
2.44 

9.5 
6.38 

5.2 
2.62 
3.35 
2.13 
6.17 
5.95 
3.64 
5.83 
5.53 
2.43 
3.07 

6.2 
39.23 
5. 57 
3.72 
4.22 
4.09 
10.63 

II. 07 
7.13 

13.33 
6.18 
47.28 
17.23 
3.41 
3.31 
10.98 
2.68 
24.08 
8.82 
4.94 
72.61 
82.02 
22.97 
13.57 
15.88 
3. 55 
15.21 



1.77 
6. 92 
0.87 
6.48 
2.94 
6.27 
2. 52 
6.75 
6.73 
2.62 
2.34 
3. 55 
2.11 
12.23 
4.42 

2.3 
5.23 

5.1 
3.15 
4.61 
2. 95 
6. 05 
3. 04 

I. 75 
3. 54 
9.85 
6,25 
3.64 

3.9 
2.7 
6.09 
5.26 
4.07 
6.87 
9.44 
3.16 
5.49 
4.65 
50.7 
5. 32 
5.54 
5.33 
7. 58 
9.13 
16.5 

II. 87 
14.12 

6.28 
39.42 
19.62 
3.49 
2.42 
9.19 
2.93 
21.65 
7.46 
6. 92 
48.69 
95. 27 
28.25 
12.8 
12.99 
4.1 
15. 97 
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PLACE 1000841 
PLACE1000843 
PLACE 1000849 
PLACE1 000856 
PLACE 1000863 
PLACE 1000876 
PLACE1000899 
PLACE1000907 
PLACE 1000909 
PLACE1000912 
PLACE 10009 14 
PLACE1000918 
PLACE 1000927 
PLACE1000931 
PLACE1000944 
PLACE1000948 
PLACE1000958 
PLACE 1000972 
PLACE1000977 
PLACE1000979 
PLACE1000986 
PLACE 1000987 
PLACE1001000 
PLACE 100 1007 
PLACE1001010 
PLACE1001015 
PUCE1001016 
PLACE1001022 
PIACE1001024 
PLACE 1001 036 
PUCE1001038 
PLACE1001048 
PLACE1001054 
PUCE 1001062 
PLACE1001063 
PLACE! 001 076 
PLACE 100 1081 
PLACE1001088 
PUCE1001092 
PLACE! 00 1098 
PUCE1001100 
PLACE1001104 
PLACE1001114 
PLACE1001118 
PLACE1001123 
PLACE1001136 
PLACE1001144 
PLACE1001147 
PLACE1001148 
PUCE10011S9 
PUCE1001168 
PUCE1001171 
PLACE1001183 
PLACE1001185 
PLACE1001201 
PUCE1001229 
PLACE1001231 
PLACE1001238 
PLACE1001241 
PLACE1001242 
PLACE1001247 
PUCE10O12S0 
PLACE1001257 
PLACE1001272 



7.87 
16.04 
5.43 
209. 98 
16.12 
16.98 
225.37 
11.9 
219.81 
4. 53 
13.65 
13.18 
6. 93 
9.5 
12.44 
15.03 
5. 27 
8.38 
11.29 
13.89 
30.12 
19.26 
4. 37 
6.61 
9. 46 
7.99 
17.51 
14.42 
11.18 
105.59 
9.63 
7.22 
17.12 
7.69 
11.82 
17.46 
8.04 

ion. 5 

41.3 
27. 39 
12.04 
10.26 
19.87 
16.04 
11.13 
9.63 
22. 24 
9.73 
16.26 
5.83 
6.64 
17.87 
24.74 
8.91 
16.85 
15.21 
13.31 
6.16 
7.81 
15.15 
18.19 
27.19 
5.07 
11.61 



7.94 
20.1 
7.23 
229.07 
16.52 
21.81 
146.25 
9.88 
187.78 
4.31 
11.52 
11.98 
7.22 
7.15 
7.29 
IS 
4.99 
5.92 
8.32 
7.86 
30.53 
23.97 
7.15 
2.96 
6.18 
5.3 
11.26 
12.9 
12.76 
109.4 
8.86 
3.94 
18.15 
5.86 
13. 23 
15.27 
6.12 
1434.9 
35.7 
22.29 
12.72 
8.03 
21.11 
15.17 
9. 28 
8.36 
18.89 
14. 79 
12.46 
2.18 
5.38 
14.63 
23.48 
7.62 
15.12 
12.61 
19.61 
6.8 
12. 55 
9. 43 
25.95 
16.6 
4.07 
5.34 



6.8 


7.6 


24.44 


8. 07 


9.29 


4. 99 


253.03 


209. 39 


27.^27- 


10.41 


24.49 


11.69 


253.61 


106.96 


11.62 


4. 52 


224. 87 


129. 92 


6.11 


1.98 


16.16 


6.76 


16.82 


5.88 


10.54 


4. 38 


10.84 


7.43 


10. 38 


5.9 


16. 76 


7.56 


7. 38 


2.51 


10. 49 


3.65 


15. 95 


5.04 


9. 8* 


3.34 


34. 37 


25.05 


21.74 


13.41 


10.87 


3.42 


5.44 


2.81 


10.43 


5.02 


8.03 


6.19 


16.44 


6.61 


14.76 


4.97 


12 


5.14 


58.51 


52.8 


10. 53 


4.68 


6.41 


5.19 


23 


21.95 


7.49 


3.03 


13.09 


8.34 


22. 58 


9.61 


10.01 


3.34 


897. 35 


706.08 


38. 59 


14.58 


18.87 


5.94 


14.57 


7.69 


11.29 


7.1 


13.11 


5.44 


13.54 


9.49 


10. 37 


3.01 


10.4 


4.16 


18.24 


5.11 


11.54 


7.5 


13.41 


8.25 


9. 14 


5.55 


5 


2.78 


16. 06 


9.77 


20. 67 


15.23 


8.02 


4.21 


18.88 


10. 04 


13. 94 


9.57 


12.2 


8.58 


5.78 


3.46 


8.77 


4.56 


9. 57 


6.93 


17.43 


7.95 


15.62 


14.1 


3.3 


6.21 


6.33 


4.73 



Table 468 
12.23 10.86 
13.38 
5.8 



12.7 
18.7 

112.25 
6.53 

144.43 
4.16 
9.53 
9.64 
5.32 
6.57 
6.11 
11.29 
5.7 
7.53 
5.25 
7.43 
28 
21.5 
3.04 
6.06 
5.52 
7.65 
7.04 
7. 37 
10.39 

114.22 
5.51 
5.21 
14.11 
6.18 
8.29 
12. 22 
3.8 

898.84 
20.22 
11.11 
8.66 
4.81 
7.05 
13.49 
8.71 
7.83 
10. 59 
5.73 
12.02 
4.85 
4. 75 
9.8 
15.9 
7.14 
10.01 
11.26 
26.11 
6.45 
8.8 
8.62 
13.13 
21.99 
3.6 
5.73 



10. 99 
4.19 
183.75 
10.18 
12.24 
68.21 
6.56 
97.69 
2.65 
7.59 
8. 52 
3.11 
4.4 
4.93 
7.62 
3.99 
4.25 
7.02 
5.36 
23.07 
10.91 
2.14 
3.04 
3.2 
4.6 
6.42 
5. 56 
4.2 
89.69 
5.33 
3.49 
11.96 
4.98 
7.45 
10.09 
3.43 
874 
12.39 
13.11 
8.94 
4.72 
8.22 
10.14 
7.98 
10.1 
8.11 
6.96 
6.54 
2.75 
2.95 
9.82 
11.49 
4.11 
9 

12.86 
14.91 
5.07 
2.29 
5.05 
8.09 
16.23 
2.05 
6.35 



5.33 
7.02 
3.26 

147.93 
13.62 
19.45 

130.08 
4.58 

209. 39 
2.79 
5. 22 
8.09 
4.55 
3.12 
5.15 
5.5 

I. 65 
3.77 

2.5 
4.42 
15. 94 
16.26 
2.69 
2.78 
5.18 
3.26 
3.95 
7.11 
4.43 
113.54 
2.98 
3.25 
6. 57 
5.6 
3.15 
9.5 
2.11 
835.46 
28.15 
8.05 
7. 95 
5.84 
2. 52 
5.69 
2. 59 

II. 4 
16.88 

3. 33 

11.91 
3. 37 
4.38 
9.4 

12.71 
5. 56 
9.33 
8.81 

13.39 
3.57 
6.75 
5.42 
9.19 

13.87 
3. 64 
5.18 



4.89 
9.18 
3.96 
119.29 

16. 56 

15.76 
130. 64 
7.2 
207.09 
1.25 
5. 53 

14.67 
3.47 
4.27 
6. 79 
9.31 
6. 23 
5.86 

10.48 
5. 93 

15.63 

13.02 
2. 93 
3.89 
3.73 
3.31 
3. 27 
8.21 
3.88 

86.02 
5.92 
3.01 
6.82 
1.77 
3.88 
6.93 
2. 93 
1189 

30.94 
8. 36 
8.39 
4.16 
3.44 
6.26 
2.22 
6.43 

14.03 
4.01 

10.71 
5.16 
2.12 
7.26 
7.91 
3.21 
10.2 
8.47 

13.43 
1.84 
1.69 
2.86 
7.53 
8.35 
3.01 
6.02 



4. 56 
7.59 
2.16 
119.6 
12.54 
20.21 
120.26 
4.58 
231 
1.4 
2.91 
8.16 
4. 34 
3.39 
5.9 
6.83 
4.43 
4.19 
3.14 
8.8 
18. 52 
12.47 
3.43 

2. or 

3.91 
2.3 
2.38 
7.4 
2.99 
137.21 
7.98 
2.83 
6.81 

I. 91 
2.78 
10.2 
3.84 

1173.1 
33.71 
7.66 
9. 98 
5.12 
2.49 
3.99 
5.96 
4.95 
17.77 
4.07 
11.91 
1.28 
2.36 
9.58 

II. 36 
2.94 
8.94 
8.63 
8.59 
3.63 
5.45 
4.67 
8.42 
7.98 
2.62 
6. 39 
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PLACE1001279 
PLACE1001280 
PLAC£1001294 
PLACE1001295 
PLACE10QU00 
PLACE1001304 
PLACE1001311 
PLACE10O1323 
PLACE10O1325 
PLACE1OO1340 
PLACE 1001344 
PLACEI0O1351 
PLACE10O1366 
PLACE1001377 
PLACE10O1383 
PLACE1001384 
PUCE1001387 
PLACE1001395 
PLACE1001399 
PLACE1001401 
PLACE 100 1407 
PLACE1001412 
PLACE1001414 
PLACE1001418 
PUCE1001433 
PLACE1001440 
PLACE10O14S6 
PLACE1001464 
PLACE1001468 
PLACE1001484 
PLACE 100 1500 
PLACE1001502 
PLACE1001503 
PUCE1001505 
PLACEI001513 
PLACEI001516 
PUCE1001517 
PLACE1001523 
PLACE10O1526 
PUCE10O1534 
PLACE1001538 
PUCE1001545 
PUCE10OJ551 
PUCE1001S64 
PLACE1001570 
PLACE1001571 
PLACE 100 1595 
PLACE1Q016O2 



17.93 
16 

PLACE1OO1608I313.79 



PLACE1001603 



PLACE1001610 
PLACEI001611 
PLACE1001629 
PUCE1001632 
PLACE1001634 
PUCE1001637 
PLACE 1001 640 
PLACE10016SS 
PLACE WI0 1672 
PLACE1001676 
PLACE 100 1683 
PLACE100169I 
PLACEI001692 
PLACE1001705 



20.66 
13.73 
6.1 
9.52 
110.16 
22.83 
22.93 
5.15 
6.51 
12.71 
7.26 
10.82 
16.46 
10.72 
8.47 
5.51 
3.71 
2.97 
43.48 
8.85 
6.42 
4.65 
10.05 
18.05 
10.35 
15.78 
5.95 
7.17 
5.87 
1.93 
5.55 
10.13 
18.94 
14.33 
9.76 
12.33 
22.78 
4.65 
15.63 
13.26 
12.35 
7.78 
11.64 
5. 
8, 
30, 
49 



34.83 
16.58 
15.66 
15.6 
10.26 
29.75 
28. 95 
8.24 
8.94 
39. 58 
7.54 
10.4 
3.74 
11.04 



18.57 
13.22 
5.02 
6.34 
136.11 
23.36 
29. OB 
4.73 
4. 36 
9.9 
5.61 
9. 34 
16.32 
11.21 
7. 74 
3.13 
2.66 

I. 83 
36.95 
12.13 

8.95 
3.97 
7.04 
14. 76 
9. 53 
8.2 
5.2 
7.13 
5. 89 
2.72 
5.43 
6.73 
15.22 

II. 5 
7.84 

10.13 
28.63 
4.2 
6.8 
10.83 
10.07 
9.31 
13.9 
7.01 
7.17 
29.44 
53.02 
20.86 
11.85 
262.26 
33.4 
14. 57 
14.27 
14.68 
9.24 
28.67 
18.03 
5.56 
18.15 
47.75 
6.2 
6.5 
6.24 
7.84 



13. 78 
15. 63 
7.03 
5. 73 

96. n 

19.82 
16. 33 
4.73 
2.66 
7.91 
6.3 
9.06 
12.21 
8.12 
7.34 
4.87 
5. 28 
2.95 
39.47 
13.82 
6.88 
3. 56 
8. 23 
21.75 
10. 38 
12.06 
7.6 
12.08 
7.51 
3.26 
7.47 
10. 36 
23.11 
15. 08 
14.27 
14.29 
26.65 
4.25 
12.63 
12. 93 
11.17 
13.04 
20.49 
11.33 
13.9 
29.76 
65.48 
26.59 
13.84 
299.49 
50.14 
13. 52 
16. 52 
11.95 
12.21 
36.48 
24.69 
6.83 
13.66 
47.96 
11.62 
11.03 
4.95 
13.66 



9. 04 
11.44 
2. 98 
4.11 
55.88 
13.09 
13.63 
2.24 
3.73 
5.93 
3.22 
4. 54 
7. 96 
8.14 
7.01 
2.26 
2.18 
0.9 
25.54 
4.1 
3.19 
2.52 
5.26 
8.21 
6.47 
9. 97 
4.32 
4.46 
4.49 
3.17 
3.4 
4.95 
6.62 
6.94 
4.51 
6.5 
15.6 
1.46 
5.9 
4.83 
5. 95 
5.48 
7.15 
5.64 
5.61 
18. 26 
26.84 
$.6 
6. 26 
248.62 
21.2 
8. 27 
6. 92 
5.15 
4.71 
16. 79 
16. 93 
4. 09 
4. 81 
23.16 
2. 16 
4.05 
3.58 
10.64 



11.1 
10.47 
5. 24 
5. 36 
77.8 
11.18 
11.98 
3.77 
4.01 
10.17 
4.87 
4.04 
10.61 
11.01 
7.31 
4. 64 
4.13 
3. 39 
39.02 
7.84 
5.6 
8.46 
7.99 
15.69 
9.26 
10.51 
4.51 
13. 26 
7.19 
5.24 
4. 88 
5.09 
14.6 
9.91 
12.01 
8.85 
22.43 
3.64 
5.99 
7.66 
10.51 
7.28 
9.98 
6.02 
7.77 
25.49 
29.86 
15.66 
7.5 
194.58 
19.91 
15. 57 
12.73 
11.43 
7.41 
19.46 
21.97 
4.25 
11.29 
26.28 
4.9 
13.34 
3.97 
5.83 



8.56 
6.22 
4.37 
4.8 
69.78 
12. 56 
8.91 
2.07 
0.79 
3.62 
2.35 
2.83 
8 

6.18 
9.16 
2.12 
3.15 
0.94 
28.91 
5.28 
3.04 
2.63 
5.53 
7.54 
5.35 
7.97 
3.68 
4.47 
3.15 

2.3 
4,91 

3.9 
9.42 
8.35 
5.72 
7.91 
12.49 
2.44 

8.7 
4. OS 
7.42 
3.94 
9.21 
6.32 
3.89 
9.78 
29.26 
12.03 
6.17 
212.51 
21.09 
6.53 
5.97 
6.76 
4.15 
16.75 
12.71 
2.93 
4.01 
21.98 
3.66 
5.07 

3.4 
6.51 



5.47 
11.2 
4.18 
4.66 
127.86 
6.64 

16.15 
2. 58 
3.09 
8.49 
5.26 
5.68 

10.02 
7.03 
4.38 
1.25 

I. 31 
2.26 

II. 4 
5.15 
3.23 

3.1 
4. 37 
12.66 
4.33 
4.11 
3.46 
2.92 
4.96 
3. 27 
3.43 
4. 24 
9.19 
5. 05 
4. 02 
5.4 
25.55 
3.61 
6. 38 
5.45 
7.47 
2.6 
7.74 
3.9 
5.34 
12.94 
20.63 
25.23 
10.37 
255. 55 
16. 25 
5. 96 
9.05 
4.77 
3. 93 
23.41 
8.91 
2.13 
5.1 
31.5 
2.93 
4. 28 
3.88 
5.2 



4.72 
7.22 
2.25 
3.72 

93.28 
8.3 

14.72 
2.19 
1.19 
5.49 
3.25 
5.94 
6.25 
5.07 
4.51 

I. 77 
2.35 
2. 27 

22. 35 
5.58 
2.36 
2.07 
7. 32 
14.94 
6.8 
5.02 
6.83 
3.59 
3.89 
1.7 
5.41 
7.4 
12.06 
5.21 
6.18 
6.92 
23.34 
4.37 
8.18 
22.34 
10.57 
3.19 
8.57 
3.45 
9.04 
16.78 
17.19 
43.22 
25.06 
259.42 
16.43 
3.97 
9.4 
3.59 
4.97 
26.79 

II. 62 
3.7 

4.86 
32.99 
3.43 
5.31 
3.22 
5.34 



6 

13.37 
4.36 
5.16 
123.22 
14.22 
19.17 
2.91 
1.69 
7.3 
5.47 
6.17 
6.08 
5. 96 
5.67 
2.28 
1.76 
0.93 
12. 37 
4.43 
2.93 
4. 54 
4.41 
10.13 
5. 78 
3.17 
4. 09 
4.74 
5.45 
4.61 
4.22 
4.55 
11.69 
4.29 
4.23 
6.78 
19.3 
5.02 
11.68 
4.41 
7. 69 
3.02 
7.76 
6. 93 
4.82 
20.12 
22.48 
27.97 
14.43 
224.33 
15.58 
4.4 
6.15 
2.95 
4.63 
22.64 
9.32 
1.34 
14.47 
28.58 
3.72 
2.34 
2.42 
3.62 
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PLACE1001716 
PUCE1001720 
PLACE1001728 
PLACE1001729 
PLACE 1001139 
PLACE1001740 
PLACEI001745 
PLACEI001746 
PLACEI001748 
PLACE1001753 
PLACE1O0176O 
PLACE1G01767 
PLACE1001771 
PLACE1001775 
PLACE1001777 
PLACE1001781 
PLACE1001783 
PLACE1001786 
PLACE1001788 
PLACE1001795 
PUCE1001799 
PUCE1001810 
PLACE1001817 
PLACE1001821 
PLACE1001836 
PLACE1001844 
PLACE1001845 
PLACE1001858 
PUCE1001869 
PLACE1001890 
PUCE1001897 
PUCE10019O2 
PUCE1001904 
PLACE1001907 
PLACE1001910 
PLACE 1001 91 2 
PLACE1001918 
PLACE1001920 
PUCE1001928 
PLACE10O1930 
PLACE10Q1949 
PLACE1001959 
PLACE1001969 
PLACE1001974 
PUCE1001981 
PLACE1001983 
PUCE1001989 
PLACE1002004 
PLACE 1002008 
PLACE1002015 
PUCE1002044 
PLACE1D02046 
PUCE1002052 
PLACE10020S6 
PLACE 1002072 
PLACE1002073 
PLACE1002080 
PLACE1002081 
PLACE1002090 
PLACE1002095 
PUCEI002102 
PLACE1002109 
PLACE1002115 
PUCE1002119 



13.89 
20.23 
21.97 
7.28 
18.08 
60. S 
155.43 
12.07 
20.09 
8 

16.81 
7.75 
6.86 
10. 25 
55.87 
7.62 
8.67 
10.13 
9.62 
12.66 
15.19 
19.9 
9.2 
8.12 
14.74 
8.12 
13.24 
9.06 
5.88 
14.71 
21.63 
25.9 
4.8 
11.99 
17.55 
16.99 
10.35 
3.62 
33.91 
13.35 
83.24 
8.04 
8. 52 
16.8 
11.42 
9.22 
27.47 
8.73 
10.54 
12.37 
18.51 
3.16 
4.29 
4.5 
6.4 
12.89 
18.63 
23.13 
11.49 
5.46 
8.22 
17.45 
6.48 
3.98 



6.26 
23.86 
14.68 
8.78 
18.75 
61.56 
121.46 
9.53 
15.85 
5.61 
13.89 
5.83 
8.78 
8.72 
33.24 
4.99 
3.54 
7.03 
8.2 
13. 57 
12.46 
17.99 
10.03 
9.65 
10.74 
5.11 
11-82 
7.62 
6.08 
9.13 
13. 66 
24. 36 
4.58 
11.09 
13 
20.76 
11.16 

I. 84 
29.31 

8.41 
64.21 
5. 93 
5.51 
19.43 
11.82 
8.71 
22.77 
7.48 
8. 97 
10.1 
15.04 
4.19 
2.34 
3.49 
5.54 

II. 8 
22.97 
27.18 
14.13 

5.54 
13.54 
10. 93 
5. 79 
5.58 



12.85 
21.86 
15.36 
9.32 
18.08 
51.85 
146. 04 
11.89 
13. 57 
7.17 
14. 09 
9. 04 
6.5 
8.89 
46. 38 
5. 26 
4.17 
6.19 
7.79 
11.911 
11.73 
15.3 
10. 24 
9. 24 
8, 
7.16 
8. 77 
7. 23 
4.84 
7.02 
12.13 
23.51 
4.71 
12.77 
11.78 
16.01 
9. 
1.09 
26. 67 
9.7 
68.63 
10. 64 

4. 
17.28 
8.18 
12.62 
28.46 
9.33 
12 
13.36 
21.28 
5.33 
2.47 
6.01 
6.91 
16.36 
23.1 
27, 

12.79 
4.46 
14.09 
19.35 
9.09 
7.03 



5.68 
17.41 
7.87 
4. 24 
11.34 
52.21 
80.69 
5.08 
8.98 
2.42 
5.89 
3.14 
5.1 
5.62 
19. 69 
2.61 
1.75 
5.28 
2.13 
3.76 
6.44 
8.61 
5.73 
5. 34 
7.59 
1.96 
7.59 
4.16 
3.37 
7.27 
7 

11.89 
4.2 
4.36 
10.79 
10. 56 
5. 64 
2.06 
16.07 
5.16 
50.5 
4. 56 
2.62 
9. 77 
7.19 
5.54 
13.3 
6.79 
6.77 
6.64 
6.21 
2.46 
1.89 
2.29 
3.66 
10. 66 
12.21 
14.91 
4.54 
5.08 
8.11 
12.82 
2.86 
2.87 



7.61 
19.42 
10.67 
3.8 
16.38 
47. 26 
92.15 
6.32 
10.94 
2.42 
6.99 
5.58 
22.6 
4. 98 
26.37 
3.65 

I. 71 
7.53 
3.02 
6.82 

10. 22 
16.81 
12.6 
5.81 
8.81 
5.82 
7,48 
3.93 
6.33 
10. 27 
10. 58 
19.02 
4.02 
7.42 
10.86 
10.89 
8.61 
2.78 
24.12 
9.65 
75.89 
6.1 
4.36 
10.54 
6. 78 
7. 95 
18.78 
9.77 

II. 46 
10.58 
11.74 

6.56 
4.94 
3.79 
5.16 
11.47 
18. 28 
18.06 
7.24 
11.47 
14.1 
7.15 
4. 39 
6.47 



3.53 
17.41 
10. 96 
3.29 
11.72 
48. 39 
78. 37 
6.38 
6.77 
2.08 
11.7 
2.6 
7.92 
4.94 
22.71 
3. 27 
2.1 
4. 48 
3.67 
4.77 
5.84 
15.9 
6.09 
5.22 
4.93 
2.85 
3.74 
3.22 
2.79 
7. 92 
7.47 
13.01 
2.48 
4.55 
3.78 
7.91 
4.76 
2.12 
10.81 
8.14 
66. 37 
3.95 
2.04 
5.8 
5.34 
6.32 
12.49 
5.49 
10.25 
8.15 
9.02 
3.13 
1.55 
2.93 
4.7 
7.97 
13.9 
14.86 
4.65 
7.41 
7. 74 
7.61 
3.56 
3.2 



6.17 
10.68 
10.39 
3.96 
10.55 
41.09 
106.17 
6.4 
6.58 
3.13 
8.68 
2.92 
6.68 
5.79 
26.45 
2.46 
2.79 
4.3 
3.87 
2.63 
11.66 
19.42 
4.49 
5.09 
6.55 
3.18 
4,84 
7.66 
3.14 
6.48 
6.17 
23.32 
4 

5.4 
8.75 
12.99 
8.14 
0.89 
21.1 

5.7 
92.93 
4.33 
3.84 
6.98 

7.9 
7.39 
12.35 
6.57 
3.74 
7.89 

6.6 
3.41 
4.09 
3.54 
3.95 
5.68 
13.6 
16.14 
4.29 
4.99 
9.04 
9.22 
3.32 
3.72 



4.09 
9.34 
5.46 
2.03 
8.26 
28.81 
102.99 
7.42 
3.28 
1.99 
6.91 
2.72 
3.61 
4.51 
22.89 
2.47 
1.87 
2.57 
1.93 
4.68 
9.72 
15.41 
4.6 
4.7 
5.02 
2.67 
2,2 
3.49 
2.33 
7.41 
7. 42 
19. 87 
1.2 
2.81 
3.34 
8.39 
4.97 
2.37 
17.01 
4.65 
85.41 
5.06 
2.43 
5.43 
5.15 
5.63 
16.17 
6.13 
7.33 
14.69 
10.2 
1.95 
3.83 
3.65 
6.12 
5.64 
15 
20.45 
3.51 
5.27 
16.2 
12.81 
3.75 
4.12 



5.84 
6.72 
5.25 
2.64 
8. 75 
37.51 
100.25 
7.33 
8.51 
2.1 
7.81 
1.2 
1.79 
5.33 
29.83 
3 

2.94 
2.1 
2.04 
2.65 
12.14 
19. 52 
5.41 
3.49 
5 

1.5 
2.42 
3.91 
2.54 
7.57 
7.61 
28.51 
3.18 

6.4 
6.51 
12.1 
7.28 
2.67 
25.49 
9.73 
9M2 
5.07 

3. 
6.49 
5.59 

6, 

10.35 
4.33 
3.11 
9.22 

12.21 
2.73 
3.62 
2.92 
2.07 
4.74 
IS 

20.82 
5.75 
7.8 

14.08 
9.47 
3.44 
4. 62 
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PLACE1002140 
PLACE1O02150 
PLACE10O21S3 
PLACE10021S7 
PUCE100*163 
PLACE1002168 
PLACE1002170 
PLAC£t002171 
PLACE1002180 
PLACE1002184 
PLACE1002200 
PLACE1002205 
PLACE1002213 
PLACE1002219 
PLACE) 002227 
PLACE1 002253 
PLACEt0022SS 
PLACE1 002259 
PLACEI002285 
PLACE100230I 
PLACE10023I0 
PUCE1002311 
PLACEI002319 
PLACE1002329 
PLACE! 002333 
PLACEI002342 
PLACE 1002343 
PLACE! 002355 
PLACEJ002358 
PLACE1 002359 
PUCE 1002374 
PLACE1O02376 
PLACE1 002379 
PLACE 1002 386 
PLACE1O02395 
PLACE1002399 
PLACE1 002407 
PLACE1002433 



173.25 217.95 264.37 



118.3 
12. 53 
76.94 
5. 64 
5.47 
11 

30.67 
5. 38 
7.93 
10.19 
6. 68 
15.21 
11.84 
9.3 
6.47 
23.43 
7 

16.35 
14.18 
9.54 
8.47 
6.25 
94. 59 
11.64 
10.84 
14.26 
7.89 
17.68 
9. 59 
14.84 
18. 89 
6.94 
8.47 
61.22 
50.06 
8.68 
20.62 
6.3 
8.9 
10. 23 
5.44 
9.23 
28. 78 
9.83 
57.39 
7.97 
14. 35 
6.92 
9.3 
7.11 
7.92 
14.65 
27,85 
11.7 
12.45 
14.95 

PLACE1002598I134.77 



PLACE1002437 
PLACE 1002438 
PLACE 1002446 
FLACE1002447 
PLACE 1002450 
PLACEI002462 
PLACE 1002465 
PLACE1002474 
PLACE1002477 
PLACE1002493 
PLACE 1002497 
PLACE1 002499 
PLACE1002500 
PLACE1002514 
PLACE1002518 
PLACE1002529 
PLACE1 002532 
PLACE1O02536 
PLACE1002537 
PUCE1002539 
PLACE1002547 
PLACE1O02571 
PUCE1002578 
PLACE1002583 
PLACE1002591 



8.54 
27.18 



9.5 
33.61 



15.02 
30. 05 



4.83 8. 98 
18.28 25.09 
422.44 424.65 



7.42 5.99 8.84 3. 16 6. 59 

9.5 10.33 17.51 4.81 9.35 

406.19 407.62 562.52 187.65 80.86 

23.07 18.68 22.02 9.58 14.95 

66.27 82.5 107.58 135.49 

12.02 17.4 11.66 15.77 

90.34 67.89 42. 12 70.86 

6.44 11.56 2.73 4.37 

5.5 9.09 2.28 6.05 

9.68 7.88 3.37 8.5 

24.88 33.1 11.7 16.03 

6.1 6.51 3.19 5.95 

4.46 10.74 3.51 5.52 

4.49 11.42 3.66 5.44 

9.14 16.04 2.32 8.56 

20.2 16.69 10.84 16.4 

7.92 13.8V 3.5 5.75 
8.21 7.36 1. 56 5.25 

4.93 7.42 3.5 5.65 
17.43 19.83 7.96 14.77 

4.89 6.25 3.06 3.73 

14. 3 13.78 9.29 11.1 

15.16 20.35 5.96 11.78 

8.56 16.64 3.45 4.23 

11.34 12.23 4.32 8.27 

5.01 7.85 2.33 4.09 

64. 3 78.26 42.47 26.68 

7.08 11.73 4.84 7 

6.42 7.57 6.56 6.2 

10.82 12.17 6.95 8.14 

3.52 7.76 1.91 2.26 

20.65 22.77 6.45 9.6 
8.59 10 4 5.08 

17.54 12.15 4.78 9.29 

14.68 17.11 8 12.47 

5.04 7.88 4.77 3.72 

9.76 8.93 6. 11 6.03 

60.91 53.35 35.08 40.23 

38.25 48.75 30.92 38.93 

4.18 8.14 2.56 3.07 

21.36 20.69 8.83 13.93 

10.21 4.45 2.37 6.62 

10.66 8.01 5.33 8.28 
12.91 13.31 8.45 8.55 

5.3. 4.56 4.99 2.63 

6.42 6.03 5.54 3.94 

23.91 22. 93 13. 59 10. 19 

6.14 9.08 4.34 6.18 

61.96 51. 39 31. 16 36.96 

7.12 4. 14 3.92 5.36 

10.84 8.S4 6.09 12.13 

6.97 5.35 4.94 5.47 

12.32 10.38 5.35 4.64 

8.85 6.37 5.99 5.45 

6.45 7.28 2.97 5.46 

14.48 12.7 9.78 11.89 

40.71 17.49 16.84 14.71 

10.9 10.03 8.42 11.59 

6.96 8.93 4.7 6.58 

9.64 30.65 14.99 14.6 

135.3 115.7 



105.05 127.67 



6.88 
23.98 
291.99 
2.52 
4.71 
161.78 
10.12 
96.73 
12.8 
43.23 
3.29 
2.28 
3.33 
17.11 
3.48 
2.84 
3.17 
3.26 
10.19 
4.91 
3.56 
2.75 
10.74 
2.65 
10.53 
6.24 
3.21 
5.65 

I. 66 
29.68 

4.57 
4.93 
6.98 
2.95 
7.04 
4.5 
6.64 
6.81 
3.8 
2.52 
34.18 
28.36 
3.06 
7.63 
4.25 
3.73 

II. 89 
4.56 
3.18 
9.79 
2.49 

26.56 
3.52 
6.95 
4.76 
5.41 
6.3 
7.97 
6.33 
12.01 
6.31 
5.37 
1.99 
81.8 



2.91 
12.7 

262.39 
3.59 
6.61 

377. 56 
4.39 
60.2 
11.61 
20.87 
2.6 
3.51 
5.73 
5.85 
3.48 
4.16 
1.81 
2.76 
8.14 
3.98 
3.57 
2.49 
10.78 
1.68 
8. 49 
4. 58 
2. 86 
2. 98 
2. 63 
51.17 
3.23 
8. 79 
5.34 
2.4 
4.3 
2.83 
5.32 
12.74 

I. 97 
3. 69 

52.04 

26. 38 
3. 45 

14. 57 
3.41 
2.36 
12.5 
5.81 
4.77 

16. 45 
5.4 

53. 37 
3.58 
3.37 
4.62 
7.12 
4.25 
2.07 
5.01 

13. 72 

II. 22 
8.92 

10.65 
77.51 



6.38 
14. 95 
242. 27 
2.5 
8.07 
231.11 
9.86 
59.88 
13.11 
27.8 
2.86 
2.6 
2.26 
10. 58 
8. 52 
3.76 
4.48 
5.45 
7.95 
8.04 
2.81 
2.97 
13. 23 
2.85 
5.32 
8.15 
1.85 
2. 78 
1.27 
53.76 
3.62 
6.04 
4.44 
2.03 
2.63 
2.8 
3. 95 
12.61 
3.5 
3.74 
54.81 
23.5 
3.27 
11.43 
•1.81 
3.29 
6.6 
1.5 
3.01 
7.7 
1.41 
39.47 
1.82 
3.6 
5.36 
5.91 
3 
63 
47 
48 
24 



2. 
4. 
7. 
5, 
7.31 
10.99 
75.71 



4.28 
15.29 

220.74 
5. 34 
8.46 

429.49 
5.14 
56. 63 
10. 84 
29.07 
3.48 
1.9 
4. 33 
12.01 
2.37 
3.24 
5.21 
13.61 
6.12 
4.04 
3.34 
1.32 
11.96 
1.6* 
5. 51 
6.84 
3.18 
4.19 
2.04 
59.14 
3. 66 
6.62 
3.6 
2.94 
2. 39 
3.46 
6.87 
16.41 
4.81 
4.55 
48.63 
18.47 
1.66 
17.67 
3.99 
4.22 
14.96 
1.86 
2.42 
12.71 
3.42 
40.85 
2.65 
3.7 
3.19 
4.59 
3.53 
4.82 
6.38 
9.31 
9.68 
10.13 
7.37 
89.77 
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Table 472 



PLACE10O2604 

PLACE1002612 

PUCE1002625 

PLACE1O0263S 

PLACE1002655 

PLACE1002665 

PLACE100268S 

PLACE1002692 

PLACE1002714 

PLACE1002721 

PLACE1002722 

PLACE 1002726 

PLACE1002756 

PLACE1002768 

PLACE100277Z 

PLACE1002775 

PUCE1002780 

PLACE1002782 

PLACE1002794 

PLACE100279S 

PLACE1002811 

PLACE1 002815 

PLACE1O02816 

PUCE1002822 

PLACE1 002833 

PLACE1 002834 

PLACE1 002835 

PLACE1O02839 

PLACE1002851 

PLACE1002853 

PUCE1002881 

PUCE10029O1 

PLACE1002904 

PLACE1O02905 

PUCE1002908 

PLACE1002911 

PLACE1002941 

PLACE1O0295O 

PLACE1O02955 

PLACE10029S8 

PLACEI002962 

PLACE1002967 

PLACE1002968 

PLACE1002976 

PLACE1002991 

PIACE1002993 

PLACE1002996 

PLACE1003010 

PLACE1003025 

PUCE1003D27 

PUCE1003044 

PLACE1003045 

PLACE1003052 

PUCE1003083 

PUCE100308S 

PUCE1003O92 

PLACE1003097 

PLACE1003100 

PLACE1003108 

PLACE100311S 

PLACE1003120 

PLACE1003135 

PLACE1003136 

PLACE1003141 



8.27 
7.74 
8. 98 
10.71 
20. OS 
2. 85 
40.11 
10.4 
16.77 
75.97 
22.13 
7.85 
11.64 
14. 14 
11.58 
3.87 
8.73 
15.09 
41.39 
26.08 
45.78 
15.82 
4.86 
12.2 
9. 14 
6.07 
58.22 
20. 38 
24.75 
17.64 
24.86 
14.25 
18.88 
4.41 
13.22 
10.97 
15.88 
23.65 
5 

88.1 

3.13 

35.4 

4.93 
59.32 

6.98 
13.31 
33.54 

5.97 
19.13 

4.61 
13.45 

16.2 
15.26 
26.86 
11.45 
13.44 

6.17 
36.23 
11.34 

7.34 
12.49 

7.09 
68.81 

9.02 



3.87 
6.07 
7. 38 
6.82 
17. 22 
2.11 
36.95 
8.99 
11.38 
53.95 
17.93 
7. 95 
12.77 
13.66 
12.05 
3.22 

8.1 

16.8 

43.8 
25.22 
45.63 
13.42 

2. 68 
11.93 
11.66 

5.81 
46.91 
22.46 
15.11 
15.34 
14.92 
14.06 
26.12 

8.93 

16.1 
9.2 

10.4 

20.5 

5.58 
92.98 

4.33 
50.14 

4.01 
76.52 

4.41 
16.98 
26.83 

5.37 
20.65 

4.57 
13 
13.12 
13.65 
32.06 
7.5 
11.78 

6.46 
40.39 

8.75 

6.75 
11.76 

5.05 
77.15 

4.98 



5.87 
5.48 
5.26 
9.31 
10. 12 

I. 16 
37.09 

7.49 
9.27 
40.28 
14.21 
6.76 
9.75 
17.41 
13.26 
3.82 
6.81 
18. 22 
46.4 
25. 57 
45.46 
19.22 
5. 34 

II. 07 
12.33 

8.84 
63.08 
21.91 
15.09 

22, 
26.75 
17.74 
22.33 
12 
15.63 

9.02 
17.73 
17.79 

7.97 
103. 56 

9.15 
51.41 

6.65 
110. 97 

7.57 
19.44 
25. 33 
8 

29.6 

8.94 
13. 59 
16.27 
16.48 
29.46 

13 

13 
16.32 
38.56 
20.63 

7.41 
16. 03 

7. 89 
81.76 
11.12 



4. 56 
4.79 
3.91 
4. 39 
8.15 

I. 34 
21.27 

3. 22 
6.42 
41.2 
5.69 
3.03 
6.41 
6. 96 
5. 34 
4.05 
2.91 
6.13 
31.76 
11.54 
25.72 
7. 58 
8.68 
6.15 
5.57 
3.09 
49. 95 
8.31 
7.91 
5. 52 

13. 38 
6.8 

14. 53 
2.54 
15.4 

6.7 

6.14 
16.96 

3.29 
90. 74 

0.9 
21.55 

3.18 
52.57 

2.11 

6.54 
24.84 

4.68 
10.42 
2.3 

5. 33 

II. 21 
5. 57 

16.75 
5.76 
8.16 
3.05 

32.04 
7.36 
3.32 
7.63 
3.8 

65.96 
4.59 



4.62 
5.04 
6.23 
4.89 
9.62 
3.18 
32.67 
6.32 
9. 93 
57.12 
15.15 
4.47 
12. 37 
8. 91 
9.18 
3.19 
6.16 
9.37 
35.79 
12.89 
32. 56 
7.46 
10.83 
11.75 
7.46 
3. 53 
62.63 
11 

14.09 

6. 45 
16. 28 

8. 96 
22.41 

8. 87 
12. 99 
11.96 

8.22 
17.44 

6.71 
91.61 

4.01 
34.48 

3.05 
103.04 

5.56 
17.73 
36.88 

3.28 
22.61 

4.47 

7. 16 
14.83 
12.75 
26.42 

9.36 
11.43 

5.89 
32.87 
13.72 

6.32 

9.21 

2.81 
72. 38 

4. 76 



4.03 
4.26 
4.29 
3.67 
8.61 
0.77 

18.25 
3. 77 
4.45 

33.39 
8. 22 

I. 55 
7.42 
8. 35 
5. 42 
0. 
2.92 
3.95 

20.44 
13.19 
23.15 
5.69 
8.75 
10.16 
7.07 
4.27 
44. 56 
7. 79 
8.63 
6 

13.04 
8. 66 

13.83 
4.07 

II. 14 
7.89 
5. 77 
5.49 
3.61 

78.41 
2.47 

29.97 
1.93 

77.15 
3.18 

10.56 

25.62 
4.88 

11.62 
0.55 
6.74 

10.08 
6.74 

15.92 
4.66 
7.08 
3.08 

28.75 
5.15 
2.75 
4.76 
2.79 

60.39 
5.17 



4.08 
2.87 
4.63 
4.86 
4. 45 

I. 36 
35 

7.61 
11.48 
36.52 
22. 92 
5.1 
9. 89 
8. 23 
7.04 
1.6 
3.15 
11.73 
25 
17.32 
17.78 
11.61 
3.44 
7.41 
4.75 
1.6 
42. 91 
15.07 
20.69 
6.28 
14.2 
8.78 
9.21 
3.83 
8. 47 
5.04 
14. 58 
24.31 
3.06 
59.31 
6.8 
31.98 
2.74 
42.49 
2.77 
9.53 
15.5 
3.8 
14.02 
3. 14 
3.17 
8.58 
15.39 
23.57 
6.66 
8.07 
3.13 
26.62 
3.96 
1.65 

II. 87 
2.64 

44. 74 
4.62 



2.97 
1.84 
2.42 
2. 91 
4.4 

I. 74 
28.12 

3.76 

II. 6 
34. 39 

15.1 
2.92 
7.27 
12.96 
6.7 
5 

6.37 

13.03 

22.44 
17.1 

22.39 
7.34 
3.56 

12.24 
8.35 
2.98 

35.34 

14.42 

22. 56 
8.18 

20.46 
4. 53 

13.95 
5.83 
5.63 
4.71 
18 

14.61 
3.96 

53.16 
0.76 

26.21 
2.46 
35.2 
5.13 

20.73 

28.74 
4.41 

22.04 
5.14 
4.52 
7.66 

12.34 

20.32 
6.58 
7.87 
5.88 

23.05 
4.75 
0.73 

11.32 
3.42 

39.52 
5.32 



4.32 
4 J 
5.37 
4.12 
4.69 
1.47 
33.61 
6.83 
13. 87 
33.55 
22.19 
3.72 
9. 98 
13.43 
6.74 
2.48 
4.26 
12.96 
21 

14. 49 
22.66 



29 
71 
12 
08 
41 



35,49 
13.25 
25. 92 

4.17 
17.04 

4.12 
10. 54 

4.18 

8. 35 
5.5 
12.89 
17. 93 

2.19 
47.63 

1.87 
37.19 

2.95 

48. 

6. 66 

7.89 
20. 59 

3.12 
12.57 

2.31 

2.59 

5.73 
13.31 
20.14 

5. 57 
6. 

4.77 
18.02 
4.82 
1.92 
7.77 
1.44 
47. 
3.84 
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PLACE1003145 
PLACE1003147 
PLACE1003153 
PLACE1003163 
PLACE1 003-172 
PLACE1003174 
PLACE1003176 
PLACE 1003181 
PLACE 1003 184 
PLACE1003190 
PLACE 1003200 
PLACE 1003205 126, 
PLACE1003209 
PLACE 10032 14 
PLACE1003229 
PUCE1003238 
PLACE1003249 
PLACEI003256 
PLACE 1003258 
PLACE1003279 
PLACE1003294 
PLACE1003296 
PLACE1003297 
PLACE1003302 
PUCEI003334 
PUCE1003337 
PUCE1003342 
PLACE 1003343 
PLACE1 003344 
PLACE1003353 
PLACE1003361 
PUCE1003366 
PLACE1003369 
PIACE1003372 
PLACET 003373 
PLACE1 003375 
PLACE1003378 
PUCE1003383 
PLACE1003394 
PLACE1003401 
PUCE1003405 
PLACE1003407 
PLACE1003420 
PLACE1003428 
PLACE1 003432 
PUCE1O03438 
PLACE1003452 
PUCE1003454 
PLACET 003455 
PLACE1003456 
PLACEI003460 
PLACE 1003478 
PLACE1003484 
PUCE1003493 
PLACE1003503 
PLACE1003505 
PLACE10O3515 
PUCE1003519 
PUCE100352O 
PUCE1003521 
PUCE1003525 
PUCE1003528 
PUCE10O3529 
PLACE1003537 



12.55 
26.48 
10.51 
08 
11.82 
15.37 
5. 18 
9.36 
23.08 
8.27 
9.79 
72 
2.16 
22. 58 
11.83 
8.67 
64.47 
18.3 
49.07 
10.3 
21.78 
42.17 
49.69 
25.32 
186.2 
48. 98 
33.19 
6.84 
11.02 
19. 54 
44. 83 
12 
4.81 
13.64 
8.88 
22.91 
1.92 
15.75 
19. 46 
8.87 
7.6 
10.24 
7.71 
6.55 
51.6 

I. 98 
3.01 
3.87 
2.9Z 
2.36 
4.76 
6.15 
6.84 

83.14 
7.36 
32.2 
7.02 
4.06 
12.72 
14.95 
20.17 
35.65 

II. 19 
3.15 



9. 94 
26.41 
10.55 
7.83 
10 
9.05 
3.89 
6.29 
18.89 
8.79 
7.56 
130.26 
16.18 
19.76 
11.81 
6.17 
55.31 
25.49 
49.35 
14.58 
16.35 
40.66 
50. 94 
31.25 
152.92 
43.27 
37.72 
5.22 
7.76 
21.69 
37.64 
18.42 
3.43 
7.8 
8.18 
23.46 
0.43 
12.58 
13.29 
6 

8.07 
7.49 
5. 57 
5.9 
69.55 
2.35 
3.41 
4.87 
2.41 
4.17 
5.09 
2.11 
8. 17 
41.9 
5.03 
45.22 
7.8 
1.81 
16.96 
10.13 
19.13 
25.12 
16.69 
4.02 



12.43 
26.84 
11.78 
4.23 
V5.87 
12.28 
6.16 
8.52 
20.23 
9.4 
9.39 
137.95 
2.48 
20.17 
10.65 
6.07 
48 
17.26 
44.47 
7.7l 
23.18 
35.97 
40. 

29.06 
141.49 
41 

34.03 
10.11 
2.99 
17.69 
33.66 
15.82 
3.93 
10. 54 
9.38 
16.65 
0.47 
10. 55 
10.26 
5.04 
5.91 
7.79 
6. 39 
4.45 
75.77 
1.48 
4. 

5. 58 
4.04 
3.63 
4.73 
2.66 
8.98 
88.74 
5 

36.51 
7.71 
5 
9 

14.17 
25.59 
43.38 
21 

6.21 



3.74 
11.9 
2.97 

I. 17 
*.77 
9.12 
2.81 
1.78 

9.3 
3.25 
2.41 
113.01 
0.47 

II. 54 
4.92 
3.06 

33. 64 
10. 97 
34. 46 
5.42 
6.69 
38.78 
15. 98 
9.93 



5.65 
16.38 
6.22 
6.16 
13.23 
4.76 
3.31 
2.48 
11.84 
4. 54 
6.08 



4.53 
12.11 
4.35 
2.64 
9.45 
2.9 
2.68 
3.42 
12.17 
3.59 
2.83 



122.92 109.79 
10.18 0.97 



15.74 
4.84 

I. 84 
42.61 
13. 36 
50. 32 
10.68 

II. 5 
41.16 
31.29 
15. 98 



15.47 
3.94 
4. 56 
31.3 
18.51 
29.75 
4.9 
6.25 
32.25 
21.96 
12.55 



146.89 154.17 125.41 



31.2 
17.42 
7. IS 
1.99 
8.25 
33.83 
7.6 
0. 94 
3.88 
3.94 
11.55 
1.45 
7.3 
6.3 
3.66 
3. 39 
2. 43 
3. 78 
2.19 
36.76 
2.21 
1.8 
2.54 
1.6 
2.06 
4.08 
1.92 
4.36 
60.01 
1.12 
20.24 
2.88 
3.83 
8.71 
6.02 
15.85 
21.63 
20.8 
3.24 



33.91 

45.69 
4. 99 
8.29 
8.74 

37.42 

12.12 
3.73 

10.47 
3.76 

17,67 
0.86 
8.49 

12.66 
4.75 
5. 27 
3.28 
6. 36 
4.16 

44.92 
4.73 
3.64 
4.5 
1.9 

10. 37 
6 

3.96 

6.73 
72.45 

3.91 
36.17 

5.85 

3.85 
16. 58 

7.53 
14. 55 
30. 38 
16. 66 

3.64 



22.01 
20.1 
3.86 
3.43 
5 

32.13 
4. 37 
1.31 
3.36 
0. 99 

11.28 
1.22 
3.81 
5.09 
2. 93 
4.58 
2.12 
2.21 
0.9 

44.22 
1.43 
2.08 
3. 92 
1.64 
2.22 
2.64 
2 

3.1 
45.07 
3.51 
23.66 
3.76 
1.91 
8.45 
5.56 
12.63 
28.64 
31.76 
3.89 



6.94 
16.22 
5. 52 
1.92 
7.97 
4.07 
2.96 
2.28 
13.78 
4.27 
2.42 
99.16 
2.71 
11.96 
7. 34 

I. 99 
33.47 

17.3 
23.51 
6. 28 
12.62 
23. 79 
19.68 
24. 23 
110.94 
17. 95 
23. 58 
5.46 
7.57 
10.76 
26. 59 
10. 36 
1.63 
4.52 
4.29 
29. 27 
0. 77 
2.43 

II. 98 
5.66 
4.12 
4.16 
2. 89 
3.49 

42.27 
4.08 
2.34 
2.57 
1.75 
2.4 
6.36 
5.39 
4.12 
64.55 
2.36 
24.44 
2.24 
2.58 
4.85 
6.77 
20.97 
16.02 
18.24 
1.76 



8.05 


4. 35 


** 


t 


18.19 


14.71 


tt 


tt 


7.01 


3.61 


tt 


tt 


2.39 


2.29 




t 


8.79 


7.46 






4.06 


4. 97 




t 


3.04 


2.06 


t 


t 


1.97 


1.19 


*t 


tt 


13.13 


10.63 


tt 


tt 


2.82 


4.68 


tt 


tt 


1.72 


3.3 


t 


tt 


86 


89.92 


t 


tt 


3.36 


3.16 






12.4 


14.5 


t 


tt 


5.53 


5.38 


tt 


tt 


2.39 


2.01 


t 


tt 


28. 86 


18. 94 


t 


t 


11.04 


4.08 






18.19 


23.43 




tt 


3.11 


11.78 






8.7 


9.35 


t 


t 


17.48 


17.34 




tt 


11.27 


24.02 


t 


tt 


16.15 


20. 93 


tt 


t 


69. 78 


76.19 




t 


11.14 


16.35 


t 


tt 


17.03 


23.28 




tt 


2.81 


3.26 






2.34 


3.75 






10.8 


13.5 


tt 


tt 


20. 73 


23. 72 




t 


5. 92 


5. 45 




t 


1.07 


0.84 




tt 


1.77 


3.52 




t 


2.31 


3.38 


tt 


tt 


13.77 


19.27 






0.97 


0.76 






7.46 


2.15 


t 


t 


10.6 


17.14 






3.3 


5.47 






1.47 


2.3 


t 


t 


2.37 


3.5 


tt 


tt 


1.88 


2.26 




tt 


2.31 


8. 87 


t 




64.14 


52. 55 


t 




0. 93 


0.7 






2.25 


1.64 




t 


2.43 


1.33 




t 


0.8 


1.88 


t 


t 


1.94 


0.64 






3.46 


2.92 






1.91 


4.04 






4.68 


4.63 




tt 


71.53 


53.96 






3.64 


Z.4 




t 


34.5 


27.01 






2.98 


3.86 


t 


tt 


1.64 


0.34 






6.39 


5.22 




t 


8.38 


4.75 


t 


t 


18.71 


22.36 


t 




24.64 


18.65 






15.7 


15.44 






2.65 


2.32 
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16.21 
12. S3 
9.49 
S.3 
32 
66.07 
8. 33 
12. 09 
29. 77 
7.15 
7. 18 
5.11 
31.57 
6.51 
10 
15.94 
7.78 
14.19 
11.55 
3.86 
8.33 
4. 33 
35. 03 
75. 56 
7.81 
16. 25 
12.05 

PLACE1003670hlO,15 
11.47 
9.65 
10. 59 
9.06 
28.05 
27.32 
29.33 
8. 24 
5.02 
17.85 
5.48 
23.32 
40.1 
65.35 
93.01 
34.07 
5.38 
5.63 
5.15 
5. 59 
34.98 
26.48 
9.74 
14.14 

PLACE1003639|259.31 
69.72 
9. 53 
32.49 
19.9 
40.22 
34.51 
9.43 
10.07 
12.66 
15.48 
6. 59 



PLACE1003549 
PLACE1003553 
PLACE1Q03566 
PLACE1003568 
PLACE1003S73 
PLACE1003575 
PLACE1003583 
PLACE1003S84 
PLACE1003S92 
PLACE1O03593 
PLACE1003594 
PLACE1003S96 
PLACE1003598 
PLACE1003602 
PLACE10Q360S 
PLACE 10036 11 
PLACE1003618 
PLACE1O03625 
PLACE1O03626 
PLACE1003630 
PUCE1O03635 
PLACE1003638 
PLACE1003644 
PLACE1003654 
PLACE1003656 
PLACE 1003660 
PLACE1003669 



PUCE1003671 

PLACE 1003597 

PLACE1003704 

PUCE1003709 

PUCE1003711 

PLACE1003723 

PUCE1003724 

PLACE1003737 

PLACE 1003738 

PLACE1003742 

PUCE1003744 

PLACE 1003758 

PLACE1O0376O 

PLACE1003762 

PLACE 1003765 

PLACE1003768 

PUCE1003771 

PLACE1003772 

PLACE1003783 

PUCE1003784 

PUCE1003788 

PLACE1003795 

PLACE1003827 

PUCE1O03833 



PLACE1003845 
PLACE 1003850 
PLACE1003852 
PLACE1003858 
PLACE1003861 
PUCE1003864 
PLACE1003870 
PUCE1003885 
PLACE1003886 
PLACE1003888 
PLACE10D3692 



19. 52 
20.69 
12.35 
4.9 
27.25 
60.03 
4.65 
10.66 
33.55 
3.54 
8.49 
3.13 
29.75 
2.47 
6.14 
16.54 
7.74 
21.53 
14.38 
4.65 
7.29 
3.09 
24.77 
74.57 
5.19 
21.8 
8. 79 
83,05 
3.49 
10.83 
7.92 
8.99 
31.28 
34. 97 
36.12 
6.31 
4.71 
18.69 
2.82 
22.73 
57.96 
58.09 
107 
21.23 
5.57 
7.96 
3.84 
6.96 
33.59 
33.02 
8.51 
10.76 
241.18 
60.2 
11.45 
28. 32 
13.83 
66.3 
84.76 
6.5 
6.76 
12.76 
13.6 
4.85 



27.74 
18.89 
9.77 
19.78 
37.4ftt 
70.99 
6.88 
18.02 
28.89 
8. 27 
9.31 
4.25 
31.55 
7.47 
7.29 
24.25 
12 
18.27 
14.6 

i 

10.19 
4.93 
24.25 
74,52 
8.37 
21.11 
12.65 
7S.99 
4.69 
16.05 
10.14 
10.78 
32.33 
28.91 
25.65 
9.31 
S. 03 
20.82 
3.4 
21.79 
44. 54 
77. 98 
70.69 
23. 34 
5.27 
4.89 
3.95 
5.68 
27.31 
23.72 
10.55 
12. 27 
222.89 
118.04 
9. 42 
26. 73 
13.86 
33.51 
122.59 
5. 

3.91 
10. 57 
17. 45 

8.21 



11.72 
10.17 
7. 53 
3.8 
17.52 
42.8 
3.47 
7.17 
21.34 
3. 34 
5.03 
2.82 
14.81 
1.84 
5. 28 
11 
3.49 
11.53 
5.94 
4.62 
5.35 
3.86 
19.14 
77.51 
3.06 
12.32 
4.93 
55, 5$ 
7.13 
9.21 
6.15 
5. 34 
21.12 
18.16 
19. 94 
2.89 
8.76 
14.24 
0. 66 
9.9 
28.85 
35.3 
55.75 
10.87 
3.47 
1.17 
2.36 
2.81 
19. 49 
12.5 
21.41 
5.74 
217. 52 
40.89 
3.3 
21.76 
8.03 
12.47 
61.83 
2.94 
3.5 
6.28 
7.94 
5.64 



18.71 
18. 28 
10. 49 
7.59 
23. 28 
62.9 
6.26 
8. 48 
26.31 
2.24 
6.61 
5 

20.6 
4.91 
8.85 
9.1 
6.12 
22.81 
11.97 
4.58 
5.59 
6.02 
20.11 
72.17 
4. 32 
17.1 
9.33 
52.05 
4. 59 
10.08 
6.81 
6.7 
31.77 
26.8 
34. 26 
4. 06 
2.78 
7.57 
1.04 
15.26 
37.15 
88. 27 
97. 14 
13.6 
7.27 
7.74 
3.83 
4.01 
15.1 
28.84 
16.48 
8.62 
173.45 
28. 14 
8.43 
30.69 
12.82 
57.37 
70.16 
3.32 
6.22 
9.54 
12.36 
7.14 



13.09 
8. 51 
7.08 
3.87 
16.23 
38.6 
5.07 
19.2 
15. 85 
1.83 
3. 38 
3.14 
17.31 
0.98 
3.75 
12.46 
2. 68 
17.82 
7. 26 
3. 02 
4.6 
2. 38 
17. 95 
67 
3.8 
13.06 
7.48 
50. 36 
4.35 
8.25 
6.51 
5.47 
27. 07 
21.24 
21.71 
2.72 
9.43 
8.14 
1.08 
16. 38 
22. 14 
46. 92 
46. 35 
6. 67 
2.71 
2.12 
1.92 
2.73 
21.27 
12.28 
10. 33 
5.66 
205.17 
26.69 
5.88 
26.63 
5.24 
18. 72 
55.03 
3.4 
3.91 
3.51 
6.23 
2.75 



12.65 
8.12 
3.77 
5.3 
15 

75.17 
2.38 
8.54 

12.59 
3.11 
4. 99 
3.75 
5.31 
2.4 
6.45 

10.14 
4. 58 
13.8 
4. 57 
3.66 
3.51 
2.01 
8.77 

35.39 

I. 16 
14.44 

3.9 
48, fi 
3.71 
6.51 
4.22 
3.53 
16.12 
17. 63 
26. 66 
3.31 
1.8 
10.49 
1.74 
15.29 

II. 09 
46.48 
33.33 

25.2 
1.77 
3.12 
1.6S 
3.1 
12.2 

23. 33 
5.7 
5.59 
163.55 

48.08 
6. 51 

18.45 
7.08 

33. 23 

69.32 
5.69 
3.49 

13. 66 

14.56 
3.77 



15.02 
9.44 
4.66 
6.3 
18. 28 
59.46 
3.4 
7.15 
8.49 
5.19 
3.16 
4.1 
17.81 
4.6 
5.07 
10.62 
5.29 
9. 54 
4.49 
3.68 
4.48 
3.6 
10.6 
33.92 
1.63 
12.72 
4.69 
63.39 
2.69 
4. 97 
3.63 
3.36 
16.73 
17.4 
13.63 
2.56 
2.2 
8.98 
1.94 
14.75 
14.54 
32.75 
44.53 
17.43 
1.77 
2.24 
1.17 
2.42 
5. 92 
16.94 
3.14 
6.29 
139.4 
43.86 
3.87 
14.12 
4.19 
18.67 
56.31 
3.86 
3.72 
8.88 
8.73 
2.15 



13.74 
8.9 
6.9 
4.21 

19.13 

62.58 
4.1 
2.79 

12.12 
5.45 
2.37 
3.76 
7.34 
2.56 
2.93 

12.83 
6. 93 

11.86 
2.04 

I. 66 
4.17 
1.35 
6. 97 

31.06 
2.96 
12.99 
4.41 
52.6 
2.22 
6.76 
3.86 
1.83 
14.21 
10.81 
15.71 
3. 28 
2. 93 
8.16 
0. 38 
13.36 

II. 41 
38.3 

44.51 
28.3 
2.44 
2.26 
0.84 
1.86 

10.73 

16.45 
1.91 
7.37 
151.61 

45.73 
5.97 

17.92 
7.71 

19.13 

42.37 
5.74 
6.33 

12.28 
9.07 
4.24 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



PLACE 1003900 

PUCE10O3902 

PLACE1 003903 

PUCE1003915 

PLACE10039I8 

PLACE 1003923 

PLACE1003932 

PLACE 1 003936 

PUCE1003966 

PLACE1003968 

PLACE100401S 

PLACE 1004020 

PUCE 1004028 

PLACE1 004034 

PLACE 1004042 

PLACE1 004078 

PLACE10O4103 

PUCE1004104 

PLACE1004113 

PLACE1004114 

PLACE1004118 

PLACE! 0041 28 

PUCE 1004 130 

PUCE1 004149 

PUCE10O4156 

PLACE1004160 

PUCE1Q0416! 

PUCE1004166 

PUCE1004168 

PUCE1004170 

PUCE1004178 

PUCE1004183 

PUCE1004197 

PUCE1004199 

PUCE1004203 

PUCE1004242 

PUCE1004249 

PUCE1004255 

PUCE1004256 

PUCEI004257 

PUCE1004258 

PUCE1004270 

PUCE1004272 

PUCE 1004273 

PUCE1004274 

PUCE1004277 

PUCE1004279 

PUCE1004282 

PUCE1004284 

PUCE 1004289 

PUCE1004299 

PUCE 1004302 

PUCE1004305 

PUCE1004316 

PUCE1004322 

PUCE1004325 

PUCE1004332 

PUCE1004336 

PUCE 1004346 

PUCE1004358 

PUCE1004376 

PLACE1004384 

PUCE100438S 

PUCE1004388 



9. OS 
9.43 
17.33 
14.67 
10.58 
11.24 
9.02 
11.92 
11.6 
4.88 
4.89 
12.24 
2.49 
6.5 
5. 94 
6.26 
4.16 
0.6 
0.85 
12.27 
25.56 
6.77 
9.36 
2. 51 
13.06 
20.97 
7,06 
41.1 
32.92 
14. 53 
2.75 
36.95 
5.75 
21.75 
11 

20.49 
6.73 
32.98 
12.54 
3.25 
11.89 
8.17 

I. 52 
23.31 
12.13 
16.65 
20.99 
12.55 

9.58 
11.29 
19.52 
6.5 
7.16 
21.08 
9. 54 
13.79 
13.76 
9.25 

II. 14 
4.9 

4.37 
20.82 
16.21 
13.03 



5.59 
6.06 

19.36 
18 
6.62 
8.95 
5.88 
7.46 
10.3 
5.07 
2.45 

14.87 
1.88 
4.91 
2.98 
4 

6.73 
1.12 
1 

11.63 
29.6 
8.44 
4. 88 
2.43 
9.08 
19. 94 
8.18 
39.11 
30.07 
21.92 
3.62 
43.53 
5.24 
27.66 
13.62 
16.48 
11 

36.35 
10.51 
14.27 
26.37 

8.34 

1.56 
38.14 
13.18 

17.3 
17.87 
12.53 
14.66 
10.79 
18.15 

4. 57 

4.88 
20.32 

3.44 
15.32 
26.81 

9.04 
15.86 
6.6 

7.66 
15.88 
25.32 
15.64 



5.53 
7.46 
14.55 
11.19 
8.7* 
4.47 
4. 39 
8.85 
9.01 
4.71 
2.55 
17.86 
2.35 
7.64 



8.68 

0.69 
12.84 
34.14 
8.16 
10.96 
6.21 
13.29 
23.27 
8, 06 
42.06 
31.55 
19. 94 
3.97 
45.99 

7.84 
12.12 
10.81 
21.11 
11.25 

38 
15.03 
11.31 
21.62 
11.88 

3.17 
20.87 
15.06 
16.15 
19. 27 
16.59 
15.53 
11.74 
16.36 

6.26 

7.78 
25.43 
10.02 
21.15 
27.83 
10.31 
16.19 
5. 

6.26 
20. 
29. 
14.! 



3.41 
2.35 
9.42 
12.64 
7.34 
2.95 
2.18 
2.47 
5.2 
0. 66 
4.7 
7.54 
1.78 
2.7 
2.04 
2.35 
2.05 
1.89 
0.62 
9.04 
10. 69 
3. 47 
8.2 
2. 78 
7.39 
14.03 
5,83 
19.36 
16.2 
10.32 
2. 55 
27.78 
2. 14 
12.42 
4. 23 
6.81 
4.47 
17.52 
5.99 
3.36 
8.76 
6.47 
1.04 
17.38 
6.12 
12.2 
8. 96 
4.95 
8. 95 
3.16 
8.87 
4.16 
4.02 
14.83 
13.05 
8.25 
10.52 
3.17 
8.6 
4.66 
3.82 
10.2 
6.24 
6.25 



9.33 
3.67 
10.87 
10.36 
S.29 

4.6 
9.39 
4.23 

6.1 
3.28 

8.1 
8.19 
7.14 
5.45 
4.08 
3.57 
3.45 

7.2 
4.18 
6.13 
22.13 
7.23 
7.53 
5.35 
11.05 
30.3 
7.98 
22.19 
15.66 
12. 85 
6.19 
51.84 

4.97 
24.13 
10.81 

6. 93 
10.26 
26.48 

5.51 

8.12 
18.18 

6.77 

3.51 
14.34 
12.19 
21.29 
30.05 

9.12 

7.35 

5.71 
22.44 
7 

11.98 
15.07 
22. 34 

8.41 
16.97 

5.77 
6.7 

3.48 
16.23 
14.54 
11.85 
11.49 



4.49 
1.76 
10.03 
9.98 
3.45 
4.65 

4.8 
4.36 
4.37 

0.8 
2.19 
5.65 
2.28 
2.86 
3.55 
1.92 
2.36 

I. 01 

1 

6.15 
12.84 
7.78 
9.87 
2.6 
6.74 
7.33 
A 77 
21.87 
13.35 
10.61 
3.35 
25. 82 
3.74 

II. 64 
6.59 

13.71 
6.2 

21.84 
6.23 
8.15 

12.25 

11.76 
0.46 
7.01 
6.04 
13 
13 
5.25 
5.65 
3.35 
9.43 
3.55 
4. 38 
12.7 
1.36 
6.63 
4.86 
3.05 
8 
2.52 
3.24 

11.76 
7.12 
8.38 



4.41 
3.96 
9.06 

8.5 
7.05 
4.65 

6.3 
9.51 
fi.77 
3.51 
2.99 
7.35 

I. 01 
3.71 
3.58 
1.94 
1.89 
1.88 

I. 54 
17.17 

16.2 
2.81 
4.26 
3.3 
9.05 
16. 97 
4,77 
24. 56 
21.23 

II. 03 
0. 34 

21.25 
3.04 

10.47 

10. 74 
6.23 
5.79 

27. 95 
3.84 
2.7 

12.69 
8.27 
1.56 
17.2 
6.47 

13.46 
8.21 
6.7 
6.2 
2.35 

II. 73 
1.56 
3.44 

13.59 
2.52 
10.63 
9.28 
2. 53 
14.67 
2.87 
18.46 
10.47 
18.49 
7.85 



6.87 
1.76 
6.56 
5.29 
5.69 
3.26 
4.31 
9.11 
5.63 
1.87 
1.85 
9. 99 

I. 49 
3.07 

3.9 
3. 66 
0.91 
2.79 
0.77 
8.3 
19.15 
3.08 
6.71 
3.26 
9.4 
16.65 
4.44 
28. 32 
25. 32 
18.31 

I. 55 
25. 43 

2. 49 
10. 88 

II. 32 
11.27 

8.22 
27.86 

5. 04 

9.49 
13.44 

3.74 

I. 06 
17.07 

II. 78 
15.12 

II. 3 
6.34 
6.82 
6.14 
9.62 
4. 16 
4.62 

13.17 
7.35 

11.11 
8.37 
4.29 
2.81 
2.07 
3.42 

11.55 
9.57 
6.97 



4.79 
3.05 
7.77 
8.8 
4.94 
3.87 
5.14 

10.65 
6.22 
0.72 
1.89 

10.06 
0.82 
1.75 
2.95 
4.31 
3.01 
1.52 

I. 59 
11.59 

19.4 
3.14 
6.1 
2.01 
10.62 
14.66 
4.99 
30.02 
27.11 
8.2 
0.72 
23.92 
3.28 
12.46 
12.32 
9. 24 
6.09 
29.02 
3.23 
4.03 
9.66 
6.39 
1.78 
20.56 
6.75 
20.1 

II. 19 
5.89 

3.1 
2.14 
8.57 
0.55 
2.94 
12. 
3.43 
9.78 

7 

2.93 
3.55 
1.85 
3.06 
9.77 
9.67 
4.61 
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PLACE 1004405 
PLACE1004407 
PLACE1004424 
PUCE1004425 
PLACE! 0O4427 
PLACE1004428 
PLACE1004433 
PLACET 004435 
PLACE! 004437 
PLACE1004441 
PLACE1004446 
PLACE! 004450 
PLACE! 004451 
PLACE! 004456 
PLACE! 004458 
PLACE! 004450 
PLACE! 004467 
PLACE1004471 
PLACE1004473 
PLACE 1004475 
PLACE 1004482 
PLACE100449! 
PLACE! 004492 
PLACE! 004506 
PLACE1 004507 
PUCE1004510 
PUCE1004516 
PUCE1004518 
PLACE! 00451 9 
PLACE 1 004520 
PLACE 1004530 
PLACE1004545 
PLACE1004547 
PUCE1004548 
PLACE1004550 
PLACE1004551 
PUCE10045S9 
PLACE1004562 
PLACE1004564 
PLACE 1004604 
PUCE1004611 
PUCE1004629 
PLACE1 004630 
PLACE1004637 
PLACE1004645 
PLACE1Q04646 
PUCE1004648 
PLACE1 004655 
PUCE1004658 
PLACE1004664 
PUCE1004672 
PLACE1004674 
PLACE1004681 
PLACE10Q4686 
PLACE1004690 
PLACE 10046 91 
PLACE1004693 
PLACE1004701 
PUCE1004705 
PUCE1004708 
PLACE10O4716 
PUCE1004722 
PLACEI004736 
PUCE1004737 



6.83 
11.75 
6.94 
15. 08 
9.79 
8.46 
6. 57 
5.31 
123.66 
10.02 
4.95 
17.21 
21.93 
5.66 
6.57 
6.93 
10.11 
14.09 
8.27 
4.2 
42.46 
3.4 
14.75 
18.11 
14. 62 
8.27 
5.75 
9.64 
45.05 
5.65 
8.55 
16.35 
6.88 
6.06 
9.29 
28.29 
36.64 
50.29 
12.01 
17.66 
6.51 
7.22 
5.71 
15.22 
16.19 
4.97 
5.49 
3.31 
61.58 
1.19 
28.88 
4.27 
6.54 
4. 34 
6.4 
12.44 
8.4 
144.88 
3.47 
48.88 
20.04 
5.57 
16.71 
5.22 



7.82 
11.43 
8.4 
13.72 
7.13 
5.33 
5.12 
5.07 
158.84 
12.73 
5.73 
13.77 
21.63 
3.89 
4.16 
5.13 
11.82 
22.14 
14.3! 
2.67 
39.9 
5.37 
10.5 
19.82 
14.01 
7.11 
6.67 
6.39 
38.06 
5.88 
8.01 
9.42 
4.99 
7.34 
4.74 
24.92 
25.35 
46.32 
9.86 
17.86 
3.64 
4.23 
5.71 
15.19 
10.08 
5.64 
4.11 
1.36 
67.15 
4.36 
30.42 
1.5 
6.41 
3.3 
6.12 
14. 52 
10.27 
198.16 
3.01 
43.13 
14.83 
7.39 
17.15 
7. 74 



8.42 
14.16 
8.66 
13.35 
8.53| 
5.57 
7.26 
8.8 
144.08 
11.55 
4.69 
11.35 
22.42 
4.79 
7.77 
4.79 
9. 53 
14.79 
9. 86 
2.4/ 
32.17 
4.92 
4.26 
21.23 
19.19 
7.77 
3.83 
6 

29.43 
4.83 
8.19 

10.89 
7.28 
7.17 
4. 57 

17. 22 

19.12 

50.21 
9.29 

15.11 
4.04 
7.21 
5.05 

15.73 
17.1 
4. 39 
3. 96 
2.13 
67 
2.93 
25.6 
4.11 

13. 08 
4.61 
8, 

17. 78 
9.88 

97. 68 
2.93 

45. 03 

24. 39 
10 

24.67 
7. 78 



1.74 
6.35 
2.02 
6.65 
5.79 
3.25 
2.15 
2.76 



2.87 
10. 59 
6.19 
11.37 
4.82 
3.29 
3.61 
3.41 



116.56 167. 9S 
5.63 11.08 



2.19 
7.43 

14.24 
2.22 
2.1 
2.01 
2.74 
8.38 
3.42 
2.6 

18. 98 
2.26 
8. 39 

12. 46 

12.21 
4.2 
4.51 
5. 58 

16.22 
5 

4.33 
5. 28 
3.79 
1.99 
6.39 

13.36 

16.44 

54.16 
4. 62 
9. 74 
1.34 
2. 86 
2.41 
4.5 

10. 36 
4.13 
3. 64 
1.15 

38.54 
2.86 

16. 98 
2.41 
7. 27 
2.4 
4. 32 
7.94 
5.82 

190.88 
2. 39 

31.98 
6.19 
4.45 

12.34 
3.83 



3.83 
9. 82 

15.13 
S.14 
5.75 
4.85 
4.49 

18.33 
8. 92 
$.42 

31.24 
2.87 

16.03 

23.49 

20.75 
4.81 
8.48 
7.29 

21.37 
23.3 
4.87 
6.16 

10.69 
3.55 
7.24 

20.97 

15.14 

56.41 
9.04 
9.81 
7.9 
5.64 
3.38 
6.73 

11.57 
5.71 
5.16 
3.39 

49.97 
5.73 

20.16 
3.15 

21.72 
3.38 

13.96 

13.42 
5.16 

167.91 
3.96 

28.55 
12.11 
6.54 

13.91 
6.24 



2.17 
6.28 
2. 66 
7.31 
4. 58 
3.21 
2.86 
3.61 
86.05 
5.24 
1.62 
10.35 
14. 34 
3.7 
2.16 
1.65 
5.1 
11.21 
3.77 
6.68 
19.51 
1.21 
7.27 
16.62 
13.12 
1.36 
2.72 
2.45 
17. 38 
3.26 
3.07 
4. 82 
2.44 
1.53 
2.64 
8.68 
16.5 
39.84 
5.79 
7.66 
1.38 
1.27 
0. 92 
16. 68 
13.97 
3. 39 
4.29 
0.72 
38.25 
2.7 
13. 59 
1.69 
12. 91 
2. 38 
8.66 
7.13 
5.28 
84. 32 
1.27 
23.56 
8.27 
3.93 
6.69 
1.98 



I. 79 
6.13 
3.43 

II. 7 
2.31 
2.85 
2.76 
2. 83 

49.84 
5.14 
2. 79 
13.72 
10.39 
4.95 
2.41 
3.61 
3.12 
5.81 
4.46 
3.42 
41.1 
3.11 
3.28 
17. 33 
5. 25 
5. 06 
4.69 
2.45 
37.02 
7.89 
5. 74 
7.69 
2.07 
3.36 
11.12 
22.61 
25.43 
35.71 
9.27 
16.75 
3.77 
4 

6.59 
5.83 
10.9 
2.58 
1.91 
0.74 

52.62 
1.85 

16.28 
1.56 
4.64 
2.29 
2.73 
8.04 
2.45 

88.33 
1.92 

15.06 
8.37 
3. 57 
9.19 
3.06 



77 
07 
43 



10.39 
1. 
2. 



96 
65 
2.36 
0.69 
88.42 
4. 56 
2.61 
15.81 
9.42 
1.66 
3.03 
2.54 
1.44 
8.78 
5. 47 



12.61 



29.03 



16.23 
24. 95 
42.24 

6.54 
11.47 
0.9 

2.37 

3.07 
11.18 
12. 36 

3.34 
1.5 

1.06 
54.12 

2.13 
11.87 

2.96 
4.9 

3.63 

4.56 
12.14 

3.25 
73. 95 

3.49 
39.44 

8.78 

3.69 
22.16 

3.38 



1.06 i 

6.47 

2.34 
11.17 

2.72 
3.1 

3.32 

1.36 
68. 77 

2.63 

2.66 
15.38 
10.97 

2.31 

1.54 

1.12 

1.55 

5.83 

8.39 
2.7 

45.4 

I. 09 
2.31 

13.21 
6.09 
3.49 
3.06 
4.48 
42.7 
5.32 
5.72 
6. 88 
2.03 
4.09 
5.12 
21.2 

33.62 

45. 43 

10.21 

16.51 
3.89 
6.88 
S.19 
5.64 
6.68 
2.67 
0.14 
1.47 

65.08 
1.51 

13.82 
3.87 
3.36 
0.39 
2.78 

II. 56 
2.73 

139.9 
3.87 

11.77 
9. 57 
3.48 

13.53 
3.05 
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PLACE1004740 

PIACE1 004743 

PLACE 1004751 

PLACE 10047S7 

PLACE10Q47S1 

PLACE1 004773 

PLACE1 004775 

PLACE1 004777 

PLACE1004793 

PUCE1004796 

PLACE1004804 

PLACE1004813 

PLACE 10048 14 

PUCE1004815 

PLACE1 004818 

PLACE1 004824 

PUCE1004827 

PUCE1004836 

PUCE1004338 

PLACE1 004840 

PLACE1 004842 

PLACE 1004850 

PUCE1004868 

PLACE1004885 

PLACEI004886 

PLACE1 004887 

PLACE1004896 

PLACE10C4SCC 

PLACE1 004902 

PLACE1 004904 

PLACE 10049 11 

PLACE1004913 

PLACE1004918 

PLACE 1004930 

PLACE1 004934 

PLACE 1004937 

PLACE1004949 

PUCE1004969 

PLACE1004970 

PUCE 1004972 

PLACE1O04974 

PLACE1004975 

PLACE 1004979 

PLACE 1004982 

PUCE1004985 

PLACE1OO5O03 

PLACE100S004 

PLACE! 005005 

PLACE10O5O11 

PLACE1005O26 

PLACE1 005027 

P LACE 10050 J 1 

PLACE1O05036 

PLACE1005041 

PUCE 1005046 

PLACE100S047 

PUCE1005052 

PUCE1005055 

PUCE10O5066 

PUCE1 005077 

PUCE100508S 

PUCE1005086 

PUCE 100 5088 

PUCE1005089 



5.7 
25. 2 
26.3 
27.21 
36. 62 
6.34 
6.98 
22.12 
38.61 
8.45 
5. 96 
7.54 
4.13 
5. 57 
10.65 
10.1 
6.33 
18.51 
32. 68 
26,67 
29. 36 
12. 96 
19.8 
7.93 
8.48 
11.79 
6.25 

II. 26 
7.13 

23.08 
11.74 
12.82 
17.31 
6.79 
14. 99 
18.93 
5 

13.91 
26.75 
13.26 
16.47 
12.92 

7.78 
30. 58 
29. 66 
16. 43 

S.26 
17.79 
10.94 
31.74 
26. 29 
36.12 
13.86 

III. 13 
27.6 

50. 64 
10.39 
24.31 
7. 67 
9.62 
10.11 
11.97 
86.57 
6.31 



7.45 
29.5 
37.3 
29.89 
28.57 
3 

4.5 
29. 48 
50.6 
9.48 
3.66 
8.6 
4.9 
3.05 
12.52 
10.18 
6.31 
24. 59 
37.85 
33.84 
29.36 
12.93 
16.22 
7.22 
8.07 
13.7 
6.09 
S.08 
7.38 
23.38 
10.67 
12.15 
18.68 
6.06 
19.19 
13.85 
5.22 
13.85 
33.22 
11.27 
29.85 
11.66 
7.47 
23.61 
24. 94 
14.5 
4.21 
13.99 
14. 04 
35.68 
29.23 
16.05 
12.84 
87.66 
29 
34.98 
12.55 
33.8 
8.41 
6. 97 
4.46 
11.74 
83.56 
4.13 



13.2 
32.11 
36.23 
35.01 
36.-74- 
4. 53 
11.09 
36.12 
39.99 
8.63 
3.88 
8.99 
5.89 
6.31 
15.46 
14.93 
10.2 
14. 94 
26.97 
24.9* 
36.71 
16.16 
20.8 
6.94 
17.49 
11.52 
7.72 
5. 59 
10.7 
37.33 
12.36 
14. 37 
18.94 
5. 

12. 29 
13.4 
6.54 
11.55 
29.53 
10.14 
28.89 
12.08 
6.98 
26. 29 
25.1 
16.78 
4.06 
18.79 

9. 
28.88 
15.87 
14. 24 
17.42 
72. 07 
18.07 
35.58 
10 
18.61 
7 

5. 62 
3.84 
11.67 
74.65 
4. 27 



6.48 
15.32 
17.86 
20.07 
16.84 
3.16 
2.47 
13.38 
29.77 
3.38 
1.07 
4.2 
3.27 
3.48 
46.15 
3.84 

I. 77 
5.86 

17.25 

II. 9 
26.03 

9.69 
8. 53 
1.5 
4.04 
6.38 
0.93 
8.58 
4.87 
15.52 
7.47 
4.58 
7.36 
1.3 
5.42 
11.81 
5.79 
11.71 
13.51 
5.65 
16.44 
5.89 
3.07 
14.3 
15.66 
6.69 
1.44 
11.99 
3. 35 
14.62 
7.97 
9.18 
8.68 
36.83 
15.06 
25.13 
4.67 
16.75 
12.21 



4 

3 

7 

79 
1 



9.7 
29.52 
40. 34 
11.75 
22.51 
3. 36 
5.26 
18.93 
37.64 
9.79 
6.07 
5.66 
11.52 
4.55 
13.59 
7.8 
3.73 
11.83 
33. 96 
21.32 
17.22 
10.5 
16.93 
3.78 
4.63 
10.2 
8.2 
5.42 
6.92 
22.71 
12.66 
7.85 
10.01 
2 

10.92 
10.98 

3.31 
12.45 
29.35 

6.98 
23.94 

13.8 

7.65 
19.23 
19.26 
10.88 
3.4 
10.57 

9.24 
24.65 
19. 55 
25.55 
15.64 
51 
19.65 
37. 56 
15.46 
10.79 
61.68 

4.68 
3.7 
18.85 

89.3 

3.13 



6.78 
15.01 
16.49 
13.22 
18.17 
2.2 
2. 58 
13.39 
25. 63 
3.2 
2.59 
4.51 
2.25 

I. 54 
7.88 
4. 37 
0.89 
5.72 

16. 53 
10.63 
20.39 
6.77 
9. 03 
3.6 
2.9 
7 

4. 59 
4.7 
2.81 

12. 92 
7.84 
4.67 
6.44 
3.65 
8. IT 

11.51 
3.09 
9.25 

23.54 
5.82 

17.53 
6.68 
3.76 

II. 42 
12.6 

11.47 
2.25 
8.86 
6.44 
14.67 
9.09 
17.12 
10.29 
43.47 
20.68 
21.77 
6.61 
11.1 
20. 27 
3.2 
2.05 
7.84 
75.33 
4.07 



5.51 
26.22 
27.84 
19.63 
11.71 
2.15 
2.74 
17.54 
24. 47 
3.16 
2.15 



87 
11 
88 



11.01 
6.87 



1.94 
3.63 
18.4 
17.68 
11.25 
8.83 
11.19 

I. 94 
4.53 
3.69 
2.58 
4.85 
4.29 
16.1 
6.28 
7.24 
8. 32 
2.19 
4.61 

15 
4.44 
4.82 
15.11 
4.89 
14.71 
5.54 
4.2 
16.82 
21.78 
1.79 
2. 76 
7.49 
3.46 
35.74 
25.84 
7.22 

II. 23 
99. 34 
22.16 
26.01 

10.9 
19. 54 
2S.44 
5.42 
2.8 
6.74 
56.8 
2.18 



4.01 
23.41 
27.38 
14. 54 
16.47 
2.55 
2.24 
20.58 
24.63 
2.68 
2.35 
4.35 
31.08 
2.03 
6.49 
4. 52 
4. 36 
5.6 
22.65 
19.77 
16.65 
9. 34 
11.11 
2.3 
4. 47 
4.3 
2. 25 
5.45 
4.21 
22. 74 
5. 55 
7.07 
5. 56 
1.6 
8.66 
13.14 
4.05 
9.25 
12.88 
3.42 
17.1 
3.55 
4.56 
24.16 
17.15 
5.8 
1.23 
5.3 
2. 32 
25. 33 
19.81 
9.47 
7.16 
93. 97 
13.25 
15.91 
9.05 
11.46 
4.84 
5.71 
5.01 
6. 63 
52.44 
0. 55 



4.39 
28.91 
23.37 
16.78 
11.41 
2.95 
1.32 
16. 98 
21.5 
3.41 
2.21 
4. 23 
4. 24 
1.26 
24. 95 
8. 59 
3.45 
4. 83 
17.82 
20.11 
13.58 
8.77 
9.47 
1.73 
2.5 
5.52 
1.01 
3.S2 
2.64 
25.02 
4.09 
6.68 
6.18 
1.33 
7.47 
16.45 
3.5 
5.58 
14.15 
1.54 
12.72 
3.43 
6.5 
30.51 
20.28 
6.41 
1.09 
5.99 
0.6 
28.57 
24 
10.36 
6.77 
97.87 
24 
25.77 
16 
10.17 
8.48 
7.8 
2.86 
9.62 
57.53 
2.04 
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PLACE1005101 
PLACE100S102 
PLACE1005108 
PLACEI005110 
PLACE 1005V11 
PUCE1O05123 
PLACE1005124 
PUCE1005128 
PLACE1005130 
PLACE1005141 
PLACE1005146 
PLACE 1005 152 
PUCE1005157 
PLACE1005162 
PLACE1005170 
PLACE1005176 
PLACE1005181 
PUCE10051B4 
PLACE1005186 
PLACE10O5187 
PLACE1 005189 
PLACE 10051 S3 
PLACE1005200 1391 
PUCE 10052 OB 
PLACE1005216 
PLACE 1005223 
PLACE 1005225 
PLACE1005232 
PLACE 1005239 
PLACE1005243 
PLACE1005250 
PUCE1005261 
PLACE1005266 
PLACE1005271 
PLACE 1005277 
PLACE I 005287 
PUCE1005299 
PLACE10O5305 
PUCE100S307 
PUCE1005308 
PUCE1005313 
PLACE 1005320 
PUCE1005327 
PLACE1005331 
PUCEI00533S 
PLACE 1005338 
PLACE10053S1 
PLACE 1005366 
PLACE1005373 
PLACE1005374 
PLACE1 005383 
PLACE100S388 
PLACE1005409 
PLACE10O5410 
PLACE1005426 
PLACE 1005431 
PLACE10054S3 
PLACE 1005467 
PLACE10O5471 
PUCE100S476 
PLACE1005477 
PLACE1005480 
PLACE100S48I 
PLACE1 005494 



11.5 
22.17 
10.15 
3. 97 
23.94 
16.94 
9.14 
6.83 
12.43 
6.07 
10.52 
91.1$ 
5.11 
24. 79 
9. 55 
5. 55 
10. 56 
3.64 
5. 96 
20. 53 
8. 28 
39.26 
4 

48.27 
10.1 
36. 86 
5. 34 
37.45 
7.93 
16.13 
5. 37 
61.12 
7. 03 
8. 47 
20. 92 
15.1 
10. 04 
8. 97 
12.01 
6. 72 
6. 46 
9. 29 
31 

13. 95 
11.38 
29. 59 
11.96 

73.8 
9.8 
31.25 
9.15 

14. 78 
11.86 
13. 35 
10.65 

8.27 
7.65 
10.75 
7.1 
29. 52 
9.37 
7.1 
10.21 
9.19 



9.29 

25.98 
7.73 
2.39 

21.69 

14.46 
6.62 
4.81 

17. 68 
3.99 
9.7 

76.64 
3.75 

23.25 
7.54 
5.17 

18.07 
4.4 
5.07 

14.71 
7.72 

44.11 
1317.2 

41.57 
9,74 

44. 94 
5.81 

3!. 95 
6. 66 

27. 58 
6.75 

61.95 
6.91 
8.61 
15.1 
8.12 
6.09 
7.38 
9. 78 
9.28 
6.04 

12.54 
25.4 

13.36 
7. 64 

23.96 
8.58 

70.81 
6.9 

37.89 
7.91 
7. 34 

10.31 
9. 74 
4.6 
7.3 
9.23 
11.01 
9.43 

27. 39 
7.91 
8 

6.44 
9.94 



11.94 
27.54 
6.02 
3.45 
16.98 
12.96 
6.15 
4,87 
12.68 
5.18 
6.68 
75.79 
6.06 
27.03 
6.99 
6.85 
15. 09 

5.5 
5.66. 
18. SS 1 
11.92 
39.59 
1202.3 
88.17 
10. 26 
37.06 
6.83 
45.29 
12.4$ 
27.13 
7.77 
56.67 
9.71 
6.86 
22.31 
14.31 
8.79 
9.77 
33.93 
13.18 
10.79 
14.31 
35.29 
13.69 
13.28 
23.59 
19.03 
70.61 
15.51 
30.27 
6.27 
14.13 
14.09 
14. 5$ 
11.31 
10 
18. 96 
23.28 

$.6 
29 
13.74 
8. 36 
10.18 
10.69 



9.18 
6.07 

2. 99 
3. 59 

14.04 
5.45 
2.06 
1.09 
4.58 
6.23 
6.24 

51.06 
2.82 

17.82 

11.08 
2.52 
7.46 
5.28 
2.88 
9.5 
4.24 

31.34 
1770.3 

48.38 
5.79 

23.02 
4.25 

20.06 
$.29 

19. 28 
5.96 

47.53 
5. 82 
4.77 
9.09 
5.25 
4.5 
4.47 
6.5 
4.37 
5.16 
7.32 

16.09 
9.09 
5. 94 

14. 99 
4.6 
45.9 
3.87 

12.29 
5. 38 
9.31 
4. 95 
5.14 
4.23 
3.04 
3.09 
4.33 
3.8 

15.57 
3.68 
$.61 
3.66 
3.34 



4.8 

7.69 
6.05 
3.78 
21.5 
9.5 
5.47 
3.42 

11.05 
2.88 

10.69 

95.95 
4.86 

26.77 

19.85 
4.13 
9.06 

11.77 
2.54 

10.66 
7.19 

38.66 
2457.3 

52.86 

10.41 

26.39 
3.02 

17.68 
3.66 
15.8 
4.93 

36.14 
8.14 
7.74 
13.8 
6.44 
5.75 
3.45 
6.01 
5.39 
6.95 
9.29 
17.4 
7.58 
7.87 
18 
4.51 

65.72 
3.73 

20.74 
5.79 
7.11 
5.84 
6.18 
3.51 
3.82 
5.36 
7.93 
6.04 

12.74 
6.31 
4.81 
4.76 
4.05 



5.47 
6.94 
3.33 
1.51 
8.57 
5 
1.8 

I. 91 
5.79 

1.1 
5.86 
52.59 
2.4 
20.32 
14.4 
3.01 
8.01 
4.26 
3.26 
10. 36 
3.99 
28.91 
1744.3 
50.82 
5.95 
16. 59 
5.27 

II. 81 
4. 36 

19.25 
3. 55 
42. 92 
5.96 
3.27 
9.19 
6.19 
7.77 
4.18 
6.92 
4.05 
3.74 
5.14 
11.88 
7. 27 
3.65 
12.79 
3.68 
42. 52 
2.69 
12.12 
4.82 
6.02 
$.2 
4.53 
3 

2. 32 
3.63 
7.46 
3.1$ 
15.37 
4.63 
4.45 
4.41 
3.41 



5.22 
7.15 
4.8 
2.14 

20. 32 
6.89 
6.61 
3.3 

12. 55 
9.65 
5.25 
42.4 
1.9 

10.52 
3.82 
2.09 

10.91 
3.84 
3.64 

12.23 
6.84 

36.03 
1189.8 

27.19 
3.4 

23.41 
2. 59 

24.42 
3.81 
6.8 
3.78 

20.88 
4.18 
3. 65 

14. 68 
5.01 
4.03 
3.14 
5. 78 
5.69 
4.51 
4. 92 
9.82 
7.77 
8.18 

23.63 
3. 27 

55. 33 
2.9 

33.17 
3.77 
6. 28 
5. 09 
6.86 
2.46 
3.59 
2.3 
6.29 
3.31 
14.04 
5 

4.92 
5.76 
4.87 



3.69 
5.65 
7.23 
1.33 

16.74 
4.29 
3.46 
3.63 
5.44 
2.17 
8.14 
38.1 
2.79 

15.51 
8.2 
2.54 

12.65 
3.69 
4.33 

12.87 
7.52 

40. 56 
1397.9 

13.53 
3.26 

26.05 
3.79 

25.92 
3.89 

13.46 
5.49 

23.52 
3.69 
3.57 

15.64 
4.78 
4.98 
3.99 
5.91 
4.54 
3 

4.65 
14.36 
10.5 
25.07 
28.14 
6.24 
53.05 
3.58 
26.39 
5.77 
5.49 
4.29 
5.79 
6.49 



14.17 
3.74 
2.94 
4.63 
3.69 



6.78 
7.82 
6.47 
2.15 

23.71 
5.82 
5. 33 
2.82 

10.87 
2.82 
5.49 

38. 75 
1.7 

11.65 
5. 94 
1.26 

10.11 
3. 06 
4.72 
7.61 
5. 99 

33.69 
586. 38 

58. 32 * 
4.05 

19.76 
3.7 

23.95 
4.86 
9.67 
3.24 

21.14 
5.53 
3.35 

18. 36 
3.02 
7. 58 
3.81 
8. 37 
7.02 
4 

5. 56 
14.83 
7.36 
9. 78 
27.34 
4.61 
50. 72 
2.99 
29.29 
7.02 
5. 69 
5.35 
5.13 
1.78 
5.31 
3.43 
5.29 
12.95 
16.62 
6.24 
2.27 
3.43 
4.02 
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PLACE1005495 

PLACE1005497 

PLACE1005499 

PLACE1005502 

PLACE1005513 

PLACE1005S15 

PUCEtO0S519 

PLACE1005S26 

PLACE1005528 

PLACE1005S30 

PLACE100S536 

PLACE1005S39 

PLACE1005543 

PLACE! 005544 

PLACET 005550 

PLACE! 005554 

PLACE1 005557 

PLACE 1 005563 

PLACE1005569 

PLACE1005574 

PUCE1005584 

PLACE! 005590 

PLACE 1005595 

PLACE1Q05601 

PLACE! 005603 

PUCE1005604 

PUCE1005611 

PLACE 1005622 

PLACE 1005623 

PUCE!0O563O 

PLACE 1005639 

PLACE! 005546 

PLACE10O5647 

PLACE 1005648 

PLACE 1005653 

PUCE10O5656 

PLACEI0056S9 

PUCE10O5660 

PLACE1005664 

PLACE1005666 

PLACE 1005669 

PUCE1005682 

PLACE 1005698 

PUCE1005708 

PLACE10O5725 

PLACE100S727 

PLACE 1005730 

PLACE 1005736 

PLACE1005739 

PIACE1005745 

PLACE1005752 

PLACE1C0S7SS 

PLACE1005756 

PLACE100S760 

PLACE100S763 

PLACE1005768 

PLACE 1005771 

PLACE1005783 

PLACE1005799 

PLACE! 005802 

PLACE 1005803 

PLACE10058O4 

PLACE1005813 

PLACE10058151 



11.05 
9. 89 
23.46 
9. 18 
33.31 
11.7 
8.43 
8.8 
26. 91 
20. 34 
18.12 
42. 25 
35.86 
4.98 
26.58 
23.49 
10.41 
10.87 
27.85 
29.21 
80.18 
14.81 
23.16 
11.31 
18. 98 
8. 92 
33.68 
30. 69 
9.95 
8.17 
60.6 
!7.8 
13.8 
28.95 
16.03 
15.9 
10.5 
12.82 
23.43 
12.43 
14.08 
22.57 
7.18 
17.69 
9.73 
10.04 
13.44 
5.63 
7.01 
8.04 
128.36 
13.46 
10.54 
5.35 
18.11 
19.31 
24.23 
6.96 
43.95 
18.73 
14.16 
16.14 
7.59 
17.11 



11.48 
9. 26 
21.47 
6.48 
27.28 
9.47 
6.62 
10.4 
22.55 
15. 73 
14.92 
35.3! 
20.69 
5.73 
26.63 
15.23 
9.97 
11.46 
17.24 
21.31 
66.17 
9.97 
18.25 
7.51 
21.86 
8. 05 

22.2 
27.64 
5.8 

9.56 
66.64 
13.84 
11.09 
31.24 
13.03 
11.93 

8.34 
10.45 
27.28 
11.64 
13.16 
20.73 

6.68 
17.02 
11.27 

8. 34 
12.68 
5.5 
13.06 

6.14 
102.07 

9. 22 
16.55 

5.71 

17.1 
21.05 
23.82 

4.13 
40.56 
15.75 
12.88 
16.06 

9.87 

19.5 



9.86 

8.02 
29.66 

6.37 
25. W 
10.48 

7.72 
11.16 
23.87 

21.3 
18.89 
35.69 
14.02 

4. 38 
19.78 
16. 27 
10. 58 

9. 72 
16. 24 

io. oi 

69. 
11.59 
21.16 
11 39 
14. 52 
5.89 
29. 75 
23.31 
5.03 
9.09 
49. 38 
15. 64 
12.51 
20.78 
11 
10. 98 
6.31 
9. 32 
25.73 
13. 67 
10. 98 
18.81 
8.02 
22.05 
13. 97 
11.08 
11.77 
7.74 
9.75 
6.43 
139.38 
14.54 
18.56 
8. 64 
15.35 
13.08 
24.14 
7.26 
57.56 
12.71 
18.69 
21.67 
17.86 
18.51 



5.01 
3.87 
8.65 
3.45 
10.65 
3.66 
4.49 
2.78 
12.32 
12.14 
3.17 
15.02 
11.25 
2.31 
16.15 
7.02 
3.15 
4.64 
8.47 
12.87 
73.19 
6.51 
12.01 
5.61 
8.39 
5 

11.8 

11.83 
2.69 
4.43 

29.59 
9.47 
5.66 

11.15 
5.52 
7.3 
5.3 
4.78 
6.86 
7.79 
6.36 
7.71 
7.04 

11.44 
7.09 
6.79 
6.36 
3.15 
7.43 
4.26 
89.6 
4. 95 

10.11 
9.33 
9.45 

10.64 

14.86 
3.95 

28.57 

10.65 
6.94 

10.66 
7.9 
7.94 



5.38 
6. 07 
19.6 
3.87 
9. 46 
3.88 
2.77 
4.21 

10.17 

14.27 
4.7 

20.49 
7.4 
2.15 

16.36 
8.22 
3.37 
6.41 
8.97 

15. 06 

89.15 
9.72 

10.55 
6.28 
9.87 
4.08 

16.07 
18.8 
3.21 
7.2 

36.73 
9.48 
5.76 
9. 99 
4.03 
8. 49 
4.01 
5. 95 

20.98 
10. 52 
8. 32 

10. 55 
5. 88 
15.51 
8.31 
10. 76 
7.19 
14.38 
7.8 
4. 82 
72.86 
6.97 
10. 69 
6.58 
11.68 
11.47 
21.27 
3.94 
25.86 
14.22 
7.06 
8.62 
9.25 
18 



4. 26 
3.47 

10.05 
4. 29 
7.45 
4.7 
2. 81 
2.23 
9.81 
9. 82 
3.13 

15. 33 

11.67 
3.58 

16.32 
4.71 
2.55 
6.88 
6. 39 

14.68 

68.42 
8.47 
9. 94 
8.37 
6.77 
4.67 
9. 26 

12.91 
2.46 
3.43 

29.78 
7.41 
5.71 

10.48 
5 

5.09 
3.82 
3.56 

19.65 
6.99 
3 
7.1 
4.02 
9.8 
6.27 

10. 55 
8.47 
1.73 
5.14 
5.69 

89.83 
3.84 
10.1 
7.47 
9.73 

13.73 
9.53 
3.49 

15.96 

15.85 
7.31 

11.66 
7.77 
6 



3.3 
3.99 
16 
4.21 
5.15 
6 

3.1 
3.21 

19.08 
8.49 
5.93 

32.11 
9.96 
3.94 

11.17 

11.04 
4.57 
7.08 
9.6 

14.12 

53.92 
7.14 

19.07 
7.21 

12.21 
3.54 

20. 54 

22.33 
4.37 
4. 75 

61.43 
6.37 
6.46 

23.48 
8.65 
13.9 
4.61 
5.23 

21.23 
11.1 
8.01 

12.18 
4.11 

12. 59 
4.4 
4. 59 
5.04 
4.63 
2.96 
4.13 

103.85 
5. 58 
6.71 
2.74 
7.29 
6.13 
16.05 
3.16 
30.85 

21.48 
4.95 
4.49 
3. 93 
9.57 



3.97 
3.58 
19.54 
4.81 
5.68 
4.7 
2.36 
3.51 
11.09 
8.49 
4.22 
27.06 
8.84 
2.43 
10.41 
7.45 
1.9 
5. 98 
5.75 
11.93 
40.06 
6.35 
11.17 
9.02 
11.52 
2.41 
21.42 
27.88 
5.18 
3.89 
55. 47 
4. 37 
4.42 
13.79 
5.02 
11.98 
3.03 
2.26 
13.1 
12.9 
5.64 
6.07 
5. 29 
9.54 
6.46 
6.83 
7. 92 
3.09 
4.16 
2.63 
94. 56 
5.65 
10.57 
8. 03 
9.29 
9.41 
19.49 
3.04 
26.7 
13. 68 
5.4$ 
6.03 
4. 99 
8.13 



3. 58 
2.73 

21.59 
4.94 
9.33 
5.35 
5.05 
3.18 

17.43 
4.49 
4.19 
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PUCE100702? 
PUCE1007026 
PUCE 1007028 
PUCE1007038 
PUCE1007040 



9.23 
5.13 
10.64 
16.8 
9.9 
97. 87 
20.62 
146.09 
10. 36 
9.47 
128.37 
13.14 
5.12 
8.48 
24.65 
10.75 
6.82 
7.97 
19.78 
21.34 
8.76 
12.83 
17. 66 
14. 53 
13.34 
26.1 
16.5 
43 
6.46 
14. 69 
297.4 
17. 57 
36.78 
8. 55 
11.34 
11.68 
8. 66 
7.76 
13.3 
20. 52 
6.86 
5.96 
17.58 
34.11 
35. 59 
283.91 
6.87 
13.9 
5.15 
73 
14.71 
6.43 
11.78 
8.5 
30.69 
9.85 
23.14 
14.41 
9.24 
56.53 
65.54 
8.5 
7.96 
8.13 



9.13 
4.58 
9.51 

17.21 
9.38 
77.5 

30.53 



6.93 
7.74 
10.64 
17.66 

11;* 

62.9 
27.31 



116.55 121.62 
13.76 11.01 



8.7 
101.12 
7.54 
3.88 
6.37 
21.3 
10.1 
6.62 
5.26 
16. 32 
19. 47 
6.59 
10. 26 
24. 39 
14. 99 
14.65 
20.43 
11.01 
29= S 
5. 54 
12. 26 



8.11 
117.47 

6.57 
4.9 
7.5 
17.88 

9. 67 

4.S4 

8. 07 
14.11 
16. oi 

9.88 
11.39 
15.04 

8.23 
8.6 
20.94 
11.97 
28.89 

6.42 
14.82 



379.55 330.72 
15.02 14.01 



37.15 

8. 96 
11.23 
10.21 

7.12 

9.04 
14.13 
19.65 

5.29 
7.5 
24.05 
35. 72 
25. 34 
237.86 

8.87 
19.05 

5. 68 
65.43 

17.1 

6.86 
13.88 

7.71 
63. 35 
10.88 
43. 35 
12.56 

9.35 
38.34 

56.8 
10. 78 

7.89 

9.51 



24. 97 
7.82 
10.69 
8. 37 
6.95 
10.06 
11.82 
17.03 
3.98 
9. 
25.14 
38. 43 
29. 52 
265.1 
10. 42 
15.16 
5. 

79.54 
17.16 

7.06 
26. 99 
10.43 
44.81 

9.97 
32. 93 
17.15 
10.83 
63. 46 
77.56 
17.58 
13.66 
15.11 



3.56 
3.64 
5.44 
12.4 
4.89 
75.16 
15.03 
98.73 
6.08 
3.37 
60. 38 
3.78 
2.21 
1.9 
6.94 
7.04 

I. 43 
5.12 
6.39 
5.39 
4.19 
6.63 
22.5 
6.82 
8.19 
18.8 

10.81 
12.14 
3.27 
7.42 
251.58 
6.69 
22.04 
3.54 
7.26 
4.26 
4.95 
4.43 
7.29 
7.58 
1.69 
3.45 

II. 43 
15. 89 
17. 57 



3.78 
4.24 
6.44 
9. 99 
3.64 
89.13 
24.3 
144.79 
7. 62 
3.88 
47.28 
6.24 
2.14 
2.47 
8.35 
6.45 
4. 58 
5.44 
7.42 
7.72 
4.28 

5.2 
23.46 
4.21 
13.03 
23.33 
6.14 
32.07 
4.53 
7.86 
242.8 
5.54 
27.53 
3.27 

7.6 
6.11 

4.5 

5.8 
7.57 
12.2 
3. 65 
4. 02 
14.88 
26.64 
24. 59 



2.24 
3.19 
4.54 

12.65 
3.15 

71.45 

12.77 
100.95 
8.85 
4. 59 

69. 57 
6.14 
1.84 
2.03 

11.27 
4. 58 
2.49 
5.92 

10.52 
5.97 
3.45 
6.24 

11.75 
3.38 
7.71 

15.04 
7.77 
8. 88 
2.37 
5.36 

138.41 
5. 55 

19.08 
1.58 
3.88 

3. 55 
3.35 
3.94 
5.64 
4. 52 
1.95 

4. 56 
9.68 

17.27 
23.14 



210.53 264.05 203.01 



4. 77 
17. 43 
4. 25 
37.1 
7.75 
3. 86 
6.58 
6.5 
30.7 
5.88 
27. 05 
10.97 
6.4 
20.03 
57. 55 
7. 89 
4.19 
4. 74 



9.67 
14. 76 
5.6 
42.04 
10. 57 
5.4 
7. 47 
6. 54 
31 
6.1 
47.4 
5.54 
6.04 
40.71 
60.7 
7. 62 
6.33 
7.09 



4.27 
12.47 
3.94 
37.7 
5. 67 
3.09 
6.43 
6.61 
25.61 
5.13 
17.28 
6.74 
5.94 
38. 97 
57.93 
6.26 
3.79 
4.87 



3.21 
3.42 
8.05 
9. 96 
3.8 
50. 39 
12.77 
65. 85 
6.47 
4.46 
78.35 
3.95 
2.5 
3.67 
7.31 
4.88 
4.44 
5.18 
4.46 
12.01 
3.4 
8.13 
21.46 
5.07 
10.87 
25.48 
7.76 
14.31 
5.98 
IK 02 
164.1 
12.59 
12.45 
3.56 
6.72 
4 

3.73 
5.55 
7. 39 
8.69 
4.64 
4.29 
8.41 

29.81 
7.06 
176.62 
2.96 

12.23 
4.66 

45.33 

10.62 
3.53 
7.89 
4.94 

17.51 
5.32 

23.49 
6. 74 
4. 96 

20. 72 
57.5 
3.31 
2.05 
6.84 



1.79 
3.13 
7. 55 
9.85 
3.9 
46.85 
11.41 
61.12 
3.27 
4.41 
78.65 
3.22 
1.43 
2.97 
3.9 
2.24 



95 
48 
02 
74 
54 
13 
9.03 
3.29 
6.95 
18.52 
8.87 
IK 42 
1.9 
8.63 
78.29 
5.67 
10.62 
2. 07 
6.8 
5.42 
4.63 
3.81 
5.43 
4.5 
3.37 
5. 32 
13.21 
38.71 
14. 35 
324. 88 
3.43 
11.92 
3. 59 
35.06 
14.42 
7.7 
10. 93 
6 

20. 36 
5.52 

21.59 
7.87 
6.16 

29.77 

56.64 
5. 38 
3.52 
8.35 



I. 8 
4.2 

8.94 

12.85 
3.22 
45 
9. 09 

81.72 
4.59 
6.15 

91.83 
3.7 
2.09 
2.03 
5.72 
3.52 
2.6 
3.42 
4.69 

13.28 
3.95 
6.6 

14.39 
2.36 
6.98 

26.77 
8.16 

II. 6 
3.55 
12.6 

121.42 
9 

14.81 
3.34 
7.48 
6.14 
3.79 
3.65 
7.17 
9.57 
3.97 
7. 08 
13.16 
32. 24 
10.26 
215. 
5.' 
6.34 
4.94 
47. 75 
12. 92 
6.81 
8.94 
6.79 
25.7 
6.47 
16.62 
8.22 
5. 52 
27.86 
67.29 
3.91 
4.03 
6.98 
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Table 483 



PLACEl 007045 
PLACE1007048 
PLACE1007053 
PLACEl 007065 
PLACEl 007070 
PLACEl 007076 
PLACE1007077 
PLACE1007081 
PLACEl 007082 
PLACEl 007092 
PLACE1 007096 
PLACEl 007097 
PLACE10070S9 
PLACEl 007 105 
PLACE1007105 
PLACEl 00711! 
PLACE1007112 
PLACE1007130 
PUCE1007132 
PUCE1007140 
PLACE1007143 
PLACE 1007 169 
PLACE1007178 
PUCE1007190 
PLACEi00720t 
PLACE1007202 
PLACEl 007226 
PLACE1007238 
PUCE1007239 
PLACE1007242 
PLACE1007243 
PLACE1007247 
PLACE1007257 
PLACE1007274 
PIACE1007276 
PLACE1007282 
PUCE1007286 
PLACE1007296 
PUCE1007301 
PLACE1007314 
PLACE1007317 
PLACE1007329 
PLACE1007338 
PLACE1007342 
PLACE10Q7345 
PLACE1007346 
PUCE1007359 
PLACE1007367 
PLACE1007375 
PUCE1007377 
PLACE1007386 
PLACE1007392 
PLACE1007402 
PUCE1007409 
PLACE1007416 
PLACE100742Q 
PLACEl 007431 
PUCE1007450 
PLACE1007452 
PLACEl 007454 
PLACE1007460 
PLACE1007478 
PLACEl 007484 
PLACE10O748B 



15.78 
19.3 
9.31 
8.67 
18. 55 
17.03 
7.35 
41.36 
14.74 
9. 52 
8.7 
5.03 
14.43 
9.93 
7.87 
24. 26 
13.01 
7.28 
11.01 
8.1 
7.85 
21.25 
5.69 
9.72 
11.31 
14.96 
11077 
53.4 
22.01 
8.39 
51.6 
13.13 
10 
7.6 
4.51 
6.97 
11.57 
16.65 
14.64 
9.78 
8.02 
6.93 
57.3 
41.9 
5.67 
20.$ 
41.26 
8. 65 
12.55 
6.98 
12.07 
24.21 
16.76 
9.51 
22.54 
14. 67 
28. 03 
6.82 
14.4 
49.36 
11.52 
12.6 
10.71 
14.59 



21.85 
14.44 
5.29 
4.77 
13.15 
17.73 
10. 92 
35.79 
14.27 
6.79 
7.04 
2.47 
9.17 
9.89 
5.2 
33.98 
15.69 
5.04 
5.03 
6.86 
4.78 
20.42 
6.23 
11.86 
9.93 
8.93 
93,69 
44.43 
21.57 
6.41 
47.43 
15.22 
9. 05 
6.25 
6.36 
4.05 
9.64 
11.68 
13.62 
10.14 
7.14 
6.45 
54.81 
26.92 
4.07 
15.07 
41.58 
8.31 
10.83 
4.2 
10. 56 
18. 66 
19.32 
9.82 
28.88 
16.22 
25.88 
6.05 
7.71 
46.06 
10. 93 
13.38 
6.4$ 
14.99 



22.19 
24.23 
12.35 
10. 34 
15.294- 

24.8 
12.26 
51.18 
12. 93 

8.77 
11.33 

6. 96 

8.68 
19.72 
13. 72 
33. 96 
10. 39 

7.51 
12. 54 

9.35 
7 

20. 37 
10.18 
11.22 
8. 97 
16. 56 
99.41 
54.82 
16. 94 
6.58 
46.65 
14.84 
8. 75 
7. 77 
6 
S. 61 
10. 32 
9.05 
12.24 
10. 
6.45 
9.13 
50.58 
32.51 
4.44 
16.53 
38.73 
7.96 
9. 
6.44 
14.1$ 
19.13 
15.87 
11.04 
22.62 
16.74 
21.18 
4 
4.99 
36.43 
12.45 
10.86 
6 

17.16 



13.09 
9.41 
5.07 
5.02 

11.03 

24.48 
4. 54 

37.04 
7.51 
4. 99 
3.9 
1.99 
4.57 
4. 22 
3 

8.75 
7.41 
3.97 
6.14 
5. 74 
2.76 
9. 68 
2.7 
5.23 
4.82 
5.53 
39.5 
32.05 
9.86 
2. 97 
38.48 
6.24 
2.44 
4.39 
3.01 
2.64 
4.04 
4.46 
3.61 
5.59 
3. 78 
3.46 
25.62 
26.5 
3.74 
8.68 
21.16 
1.11 
1.39 
4.26 
4.66 
13. 92 
8.17 
5.11 
18.84 
8.73 
15.73 
4.06 
5.04 
21.1 
8.16 
4.17 
3.65 
7.24 



30.39 
10.57 
3.06 
4.28 
10.78 
28.32 
5.11 
46.87 
10.12 
5. 23 
6.35 
2.48 
6.07 
5.46 
3.64 
19. 56 
17. 53 
3.76 
8.23 
3.15 
4.42 
16. 47 
4. 22 
6. 85 
6. 82 
5.66 
91.72 
30.06 
9. 77 
3. 53 
53.48 
10. 32 
7.1 
3. 79 
2. 72 
2. 11 
6.1 
6. 87 
5.07 
4. 99 
5.35 
3.47 
27.62 
30.16 
2.2 
6.27 
26.14 
3.49 
5.63 
4.62 
4.55 
12.02 
8.78 
5.51 
13.11 
9.19 
16.55 
4.16 
6.12 
38.54 
8.35 
8.16 
4 

4.48 



13.83 

11.83 
4. 56 
3.54 

10.43 

20. 68 
3.6 

29.31 
5. 83 
4.04 
2.61 
1.11 
4.14 
3.96 
1.32 
14.7 
7. 08 
4.18 
7.16 
5.4 
3.52 
8.01 
2. 51 
7.11 
3.46 
4.16 

72.21 

27.04 
7.42 
2.4$ 

36.76 
8. 42 
2.96 
3.63 
2.17 
3. 56 
5.17 
6 

2. 97 
2 

2.25 
2.66 

24.63 

25.56 
1.81 
3.82 

23.96 
1.31 
1.68 
2.93 
5.21 
7.51 
7.34 
7.23 
6.16 
6.79 
11 
1. 
1.69 

20.65 
4.62 
7.05 
2 

$.55 



9.78 

9.91 

5.35 

2.63 

6.96 
16.51 

6.43 
28.18 
13.51 

4. 42 

4.31 

1.28 
4.7 

$.83 

I. 96 
10.61 

9.51 
4.1$ 
4.79 
5.1 
3.05 
13.15 
2.33 
6.69 
5.63 
5.42 
82.39 
24. 59 
7.13 
2. 76 
30.03 
5.62 
4.72 
3.01 
2.35 
3.82 
5.17 
3.08 
5.09 
3.88 
2.6 
3.68 
49.58 
24.13 

I. 89 
4. $8 

27. OS 
3.83 
2.54 
3. $9 
6.12 

28183 

II. 49 
4.08 
9. 22 

10. 5$ 
26.89 
$.65 
4.23 

II. 86 
9.8 
7.4 
4.9 

6.08 



12.74 
12.06 
25.19 
5.02 
7.21 
16.83 
5.8 
20.46 
10.86 
5.84 
10.62 
4.0! 
5.17 
6.27 
5.62 
6. 46 
4.37 
3.12 
4.84 
3.71 
2.29 
12.99 
2.04 
5.59 
4.72 
6.71 
66.08 
23.68 
6.76 
1.3 
24.3 
3.59 
2.48 
2.85 
3.34 
3.22 
3.51 
3.72 
2.86 
2.16 
$.13 
2.3 
43.$ 
20.5 
2.39 
3.48 
27.12 
1.42 
2.8$ 
4.11 
7.62 
13.5$ 
10.03 
2.01 
S. 36 
$.47 
IS. 55 
4. 38 
8.8 
16.68 
9.12 
4.59 
2.97 
3.67 



10.7$ 

IS. 93 
5.41 
2.74 
5. 68 

13. 48 
5.66 

26.31 

10.42 
7. 46 
7.33 
1.45 
7.04 
9.12 
6.69 
7. 98 
5.03 
4.45 
3.32 
4.08 
1.7 
9.63 
2.65 
16.1 
7.11 
5.73 

68. 98 

27.03 
5. 92 
1 

28.99 
3.12 
2.64 
2.82 
6.03 
3.39 
3.72 
1.93 
3.16 
3 

4.46 
2.77 
56.48 
25.41 
3.75 
4.29 
33.74 
3.11 
2.14 
3.58 
8.27 
12.42 
10.79 
3.77 
7.49 
7.91 
26.27 
4.35 
6.06 
14.49 
12.38 
6 

5.47 
8.77 
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Table 484 



PLACE1007507 
PLACE1007511 
PLACE1007513 
PLACE1007524 
PUCE 1007525 
PLACE1007S37 
PLACE1007544 
PLACE1007547 
PLACE 1007557 
PLACE1007560 
PLACE 1007565 
PLACE1007580 
PLACE1O075S3 
PLACE1007591 
PLACE 1007598 
PLACE1007610 
PLACE1007618 
PUCE1007621 
PLACE1007626 
PLACE1007632 
PLACE1007635 
PLACE1007845 
PLACE 1007549 
PLACE1007S59 
PLACE! 007669 
PLACE1007677 
PLACE 10076 88 
PLACEI007690 
PLACE 1007697 
PLACE! 007702 
PUCE1007706 
PLACE1007725 
PLACE1007729 
PLACE 10077 30 
PLACE 10077 37 
PLACE1007743 
PLACE1007746 
PLACE1007753 
PLACE1007769 
PLACE1007780 
PLACE1 007791 
PLACE1 007807 
PLACE1007810 
PLACE1007814 
PLACE 1007828 
PLACE 1007829 
PLACEI007841 
PLACE1007842 
PUCE1007843 
PLACE1007845 
PLACE 1007846 
PLACE1007848 
PLACE10078S2 
PLACE1007858 



PLACE1O07866 106.06 

PLACE 1007871 46.64 

PLACE1 007877 11.11 

PLACE1007878 37.18 

PLACE 1007881 7.08 

PLACE 1007885 13.54 

PLACE1007897 9.52 

PLACE1007908 27.14 

PLACE1007922 13.27 

PLACE1007946 8.9 



16.63 
13.25 
4. 53 
49.4 
7.48 
8.42 
5.67 
16. 52 
22.7 
25.9 
3.88 
4. 59 
3.85 
5.53 
9. 38 
3. 93 
4.85 
20. 28 
35.43 
8.18 
17.84 
29.46 
5.43 
23.48 
17. 27 
IS. 06 
30.37 
15, 29 
7.22 
9.68 
14.91 
15.22 
9.62 
14.54 
26. 23 
15.62 
42. 92 
14.39 
10.21 
5.74 
7.33 
10.4 
21.71 
23.92 
9.64 
21.85 
12.3 
7.29 
8.16 
14.45 
9.52 
10.96 
38.45 
19.55 



14.22 
11.24 
2.47 
41.73 
5.19 
7.3 
4.7 
13.81 
26.33 
29.34 
2. 26 
3.09 
2.11 
6.61 
9.28 
7. 09 
4.13 
8.69 
28.05 
6.61 
21.72 
44.32 
7.86 
33.01 
10.25 
16.35 
21.3 
!4 S 9 
8.07 
16.27 
16.84 
10.08 
8.04 
9.51 
17.29 
16.04 
48.93 
18. 43 
11.59 
2.24 
7. 57 
6.68 
5.64 
18.73 
11.73 
26.65 
14.26 
10.66 
7.8 
11.07 
9.87 
7.82 
42. 72 
23.44 
120.7 
38.13 
8. 45 
35.47 
8. 99 
9. 97 
10.47 
31.91 
17.29 
7. 88 



12.4 
10.12 
3.69 
37.58 
4.73 
9.61 
5.81 
13.32 
16.93 
29. 57 
3.15 
5.83 
3.18 
10.65 

11.32 
5.18 
15.56 
45.4! 
8.2 
22.91 
50.79 
6.71 
29.15 
11.99 
15.01 
31.84 
13,94 
8.65 
14.18 
14, 
11.32 
8.37 
13.82 
21.46 
17.86 
37.39 
15.85 
12.77 
6.02 
11.32 
8. 59 
13.76 
27.74 
14. 79 
22.58 
16.38 
10.16 
8.23 
14. 52 
9.08 
17.21 
20.94 
22.4 
80.75 
36.79 
11.03 
41.1 
9.43 
15.34 
10.76 
21.03 
11.92 
9.69 



6.49 
3.93 
3.11 
21.38 
2.29 
4.91 
1.28 
8.64 
8.14 
9.23 
1.69 
2.2 

I. 64 
2.9 

2. 96 
4.32 
3.66 
6.24 

25.74 
5.02 

16.26 

23.79 
4.51 

18.02 
6.18 
8.53 
9.3 
8,07 
7.42 
8.71 

10.72 
8.01 
6.72 

II. 06 
12.32 

8.71 
28.78 
13.55 
11.76 
2.59 
6.64 
5.19 
5.45 
15.47 
8.65 
10.61 
8. 52 
4.04 
4.71 
8.03 
6.82 
7.21 
14.02 
13.38 
100.84 
13.91 
7.02 
20.44 
6.21 
6.52 
6.15 
11.57 
8. 56 
3.7 



10.52 
3.98 

I. 64 
27.05 

4.06 
5.72 
3.36 
13.2 
13.6 
13.41 
4.77 
6.97 
4.14 
4.26 
15.1 

II. 34 
4.39 
12.9 

50.46 
13.18 
21.82 
28.69 
9.04 
23.66 
6.01 
7.7 
9.6 
9,45 
10. 69 
12. 06 
14.81 
8.72 
6.7 
11.03 
15. 98 
10. 59 
37.1 
30.64 
15.29 
3. 98 
9.26 
10.28 
11.67 
17.03 
13.95 
17.88 
14.37 
8.15 
8.29 
11 
5.35 
6.58 
16.83 
19.15 
136.45 
18. 93 
8.84 
30. 52 
6.72 
12.53 
8.22 
16.17 
15.72 
5.72 



5. 63 
2.6 
1.97 

16.04 
1.12 
3.63 
2.37 
6. 38 
7. 63 

19. 28 
2. 57 

I. 42 
4.12 
2.95 
3.88 
3. 52 
5.01 
7.98 

26.54 
12.74 
12.51 
29. 97 
3.18 
14.9 
5.07 
12.44 
6.97 
10. 99 
12.34 
12.61 
6.93 
6 

9.05 
10.92 

9. 58 

7.11 
35.26 
24. 37 

7.33 
3 

5.56 
4.84 
20.68 
13.06 
8.96 
12.23 
8.97 
4.63 
4.31 
7.42 
6.86 
4.31 
14.13 
12.06 
101.33 

II. 35 
8.93 

24.13 
5.42 

23.99 
8.75 

12.14 

12.01 
2.73 



19.33 
3.01 
3.06 
48.44 
3.74 
6.57 
4. 39 
11.36 
24.98 
21.02 
1.98 
1.87 
2.02 
4.34 
2. 92 



35 
62 



10.43 
38. 37 
5. 22 
7.83 
18. 24 
4.73 
25 
11.02 
11.15 
5. 43 
5.55 
4.08 
6.79 
5.13 
4.92 
5.49 
7.95 
13.89 
6.26 
16.78 
6.15 
6.11 
2.92 
5.87 
5.47 
5.72 
6.08 
3.79 
16.05 
13.64 
12.33 
4.49 
8.69 
5.9 
3.05 
8.86 
12.86 
115.22 
19.19 
6.39 
17. 29 
3. 38 
7,37 
3.33 
8.02 
8.76 
4.49 



11.77 
2.43 
2.87 

42.69 
3. 09 
5.7 

I. 96 
9.38 

15.24 
29.63 
2. 22 
5.45 
2.49 
4.96 
7.29 
8.61 
3.16 
10.06 
49.51 
7.37 
15.31 
19.23 
2.18 
27. 47 

II. 92 
10. 52 

7. 59 
6.43 
7.67 
7.15 
7,31 
7.04 
8.22 

12.03 

16.95 

11.61 
10.7 

10. 27 
7.79 
4.75 
21.8 

15.67 
5.81 

14.46 
6.99 
20.8 

10.06 
6.69 
6.71 
6.18 
8.42 
6.37 
9.78 

10.77 
114.23 

30.79 
7.32 

22.96 
3.24 
7.86 
3.79 
9.92 
6.61 
7.73 



17,21 

4.23 ■ 

2.04 
43.18 

4. 25 

5. 93 

2. 74 

8.52 
20.74 
20.17 

2.43 

I. 54 
2.5 

5.37 
5.52 
6.31 
4.04 
8.81 

35.74 
5. 53 

12.34 

26. 32 
2.74 

23.31 

11.97 
8.69 
4.3 
7.69 
5.36 
7. 48 
8.61 
8.09 
6.25 
8.17 

16.37 
4.77 
15.4 
7.82 
6. 57 
4.26 
5.42 
6.17 
5.21 
7.51 
9.71 
14.7 
9.74 
8.73 
2,94 
6.07 
7.28 
4.05 
9.37 

II. 27 
135.63 

21.75 
5.13 

22.69 
2.37 
5.04 
2.67 
9.32 
6.69 
5.93 
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PLACE1OO7950 

PUCE 1 007954 

PUCEI007955 

PUCE10079S6 

PLACE10O7958 

PLACE1007965 

PLACE1007969 

PLACE1007971 

PLACE1007990 

PLACE 1008000 

PLACE1008002 

PUCE1008037 

PLACE1008044 

PUCE100804S 

PLACE1008080 

PLACE1008092 

PLACE 1008095 

PLACE1008105 

PUCE1008107 

PLACE10081I1 

PLACE1008 M3 

PLACE1008122 

PLACE 1008 129 

PLACE1 0081 32 

PLACEI008137 

PLACE1008174 

PLACE 10081 77 

PLACE1008181 

PUCEI00819S 

PLACE1008198 

PLACE 1008201 

PUCE) 008209 

PLACE100822S 

PLACE 1008227 

PUCE1008231 

PUCE1008238 

PLACE 10082 44 

PLACE 1008249 

PLACE 100826$ 

PLACE1 008273 

PUCEI008275 

PLACE1008280 

PLACE1008282 

PUCE1008297 

PLACE1008303 

PLACE1008309 

PUCE1008315 

PLACE1008329 

PUCE1008330 

PUCE1008331 

PLACE1008351 

PLACE1008356 

PUCE1008359 

PLACE 1008368 

PLACE10083S9 

PLACE 1008392 

PLACE1008394 

PUCE1008398 

PLACE1008401 

PLACE 1008402 

PLACE 100840$ 

PLACE 1008409 

PLACE 1008420 

PLACE1008424 



123 
8.61 
17.64 
11.86 
9.03 
15.3 
24.54 
14.86 
13.72 
8.41 
8.33 
7.47 
23. 79 
19. 99 
15.75 
7.67 
16.14 
10.75 

6.1 
12.94 
48.12 
12. 52 
12.19 
21.17 
10.44 
12.98 

5.92 
12,18 
13.39 
12. 57 
10.88 
10. 96 
27.87 
19.93 

7.21 
12. 79 
10. 53 
15.98 
102.69 
14. 29 

5. 26 

6. 85 
12,89 
12.14 
11.47 

4.41 
19.59 

9.22 
11.04 
9 

12. 84 
13. 82 
10.61 
15.16 

3.81 
11.15 
11.83 
23.83 

9.05 

8.61 
93.35 

9.15 
4.6 

8.77 



99.57 
7.27 
15.71 
9.09 
7. 99 
16.37 
27.08 
11.23 
7.91 
4. 96 
10. 22 
6.35 
15.95 
21.06 
26.6 
5. 27 
13. 84 
13. 42 
7.51 
8.4 
32.36 
11.61 
11.22 
14. 41 
S. 69 
8.11 
6. 91 
13. 31 
9.3 
11.23 
12. 64 
9. 72 
17.88 
14. 99 
4.7 
18. 51 
9.75 
17. 02 
124. 96 
12. 39 
4. 99 
6.62 
9.41 
13.11 
15. 79 
7. 26 
15.1 
7.92 
9. 94 
15.63 
22 
13.87 
8.67 
18. 55 
2.08 
8.41 
9.98 
19.35 
11.72 
13.91 
102.54 
10. 93 
3.84 
7.89 



90.18 
7.95 
13.66 
7. 66 
9.04 
14. 75 
14.83 
10. 56 
11.82 
5.71 
5.77 
4. 25 
12.5 
9. 24 
10.27 
5.41 
10. 97 
9.63 
5.49, 
7.21 
36.95 
10.25 
9. 29 
14. 91 
4.43 
5. 85 
4. 83 
12.04 
9. 62 
9.83 
8. 33 
8.1 
18.73 
13.17 
4.12 
15.04 
8.28 
8. 54 
102.56 
14. 99 
6.79 
6.82 
16 
10.26 
13.39 
5.38 
15.12 
9,32 
11.21 
14.68 
18. 28 
16.44 
5. 76 
16. 33 
4. 52 
9.64 
11.91 
38.34 
16.92 
16 
109 
10.45 
4.48 
8. $9 



75 
5.58 

11.51 
6.57 
2.65 
7.93 

16.49 
4.6 
6.44 
4.66 
6.22 
2.21 
7.05 
5.88 
8.38 
3.04 
4.61 
5.46 
4.1 
4.85 

30.18 
6.59 
6.85 
9.14 
4.58 
5. 96 
3.39 
4.81 
7.44 
6.75 
6.13 
4.34 

12.29 
9.05 
4. 59 
5.47 
4.31 
6.34 

88. 83 
6.95 
3.64 
4.72 
11.11 
7.3 
11.12 
6.98 
9.86 
5.09 
6.66 
4.1 
7.61 
11.31 
4.5 
11.79 
1.83 
4.52 
7.27 
11.94 
8.36 
7.29 
56.1 
7.65 
2.08 
4.05 



73.07 
7.49 
9.3 
9.25 

4.9 
11.66 
16.9 
5.77 
6.58 

6.7 
6.73 
4.9$ 
19.86 
14.67 
25.41 
5.53 
15.55 
13.95 
6.68 
8.37 
28.53 
8.27 
14.96 
12. 76 
5.26 
7.01 
4.55 
6.68 
7.76 
6.36 
9.66 
4.16 
14.5 
11.55 
4.49 
8. 57 
8.05 
10. 36 
113.4 
10.06 
10.6 
8.46 
18. 66 
9.97 
14.28 
9.29 

9.1 
12.42 

7.9 
11.97 
13.2 
18. 42 
6.41 
13.53 
1.71 
7.73 
9.44 
10. 53 
9.24 
15.86 
65.02 
10. 56 

3.3 
4.03 



56.93 
5.54 
9.77 
6.9 
3.85 

10.38 

27.64 
4.48 
7.05 
5.87 
3.91 
4.35 
9.73 
9.04 
7.91 
3.46 
7.49 
7.7 
4.81 
6.82 

18.75 
7 

11.14 
11.94 
3.39 
8.19 
3.28 
5.04 
6. 35 
4.49 
7.65 
5.71 
8 

7.15 
3.26 
11.49 
4.21 
6.43 
78.29 
11.71 
3 

4. 99 
13.55 
7.71 
7.92 
6:05 
7.96 
9.18 
5.74 
13.67 
12.68 
14.21 
4. 58 
6.82 
1.5 
5.42 
5.61 
17.6 
6. 49 
9.77 
51.5 
6.32 
3.46 
4.43 



91.95 
3.77 
6. 99 
4.06 
2.65 
7.23 
8.5 
5.47 
6.02 
3.52 
3.28 
2.35 
6.75 
6. 52 

16.05 
4.86 
3. 99 

10. 03 
2. 94 
4. 56 

11.39 
4.17 
8.9 
8. 42 
2.11 
6. 41 
3.39 
4.65 
5.1 

r.75 

6.3 
10.15 
21.53 
13.25 
5.49 
6.6 
4. 37 
17.75 
73.83 
9.42 
3.08 



10. 32 
7.19 
4.88 
4.26 
4.74 
3.38 
4.87 
2.12 
7.63 

12.55 

18.05 
5.59 
4.08 

64.76 
5.13 
3.03 
4.27 



114.45 
4. 03 
7.04 
4.11 
3.75 
6.65 
10.51 
4.42 
6.86 
3.67 
5. 34 

I. 88 
10 

7. 55 
14. 95 
3.3 
9.83 
7. 96 
3.48 
J. 47 
9. 55 
3.46 
8.46 
8.33 
5. 99 
5. 88 

I. 53 
2.16 
3.44 
4. 45 
5.05 

7.4 
17.31 

II. 51 
4.08 
7.97 
5. 37 
4.65 

64.62 
8.24 
3.54 
6.79 

II. 9 
6.91 
6. 67 

4.2 

a. 94 

5.48 

13.56 
7.64 
8.16 
8.97 
3.42 
5.65 
2.77 

11.47 
9.98 

34.01 
6.98 
3.77 

63.76 
6.5 
3.37 

11.48 



65.58 
2.97 
4.12 
3.44 
2.07 
5.87 
6.83 
6.63 
7.23 
3.05 
3.3 
2.58 
6. 08 
2.12 

13.99 
3.17 
5.13 
6.35 
3.2 
2.41 
15.2 
4.27 
6.51 
8.23 
2.53 



58 
,61 
.62 
,91 
55 
18 
9.7 
27.74 
13.73 
3.39 
4.88 
5.5 
8.03 
80.68 
5.42 
1.54 
2. 96 
7.88 
7.44 
4.96 
4.6$ 
11.54 
5. 
9.01 
5.55 
3.26 
9.76 
3.83 
5.64 
3.66 
6.46 
4.42 
14. 62 
7.72 
5.17 
63.34 
6.16 
1.89 
5.37 
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PUCE1008426 9.02 4.49 7.91 

PLACE1 008429 6.72 4.48 8.18 

PLACE1008430 14.21 10.67 13.56 

PUCE1008437 10.05 12. 15 13.23 

PUCE1008453 9.93 7.46 12. It 

PUCE1008454 21.6 22.78 23.98 

PLACE100B455 34.62 30.32 25.55 

PLACE1 008457 11.67 8.98 10.52 

PLACE1008465 7.78 1.83 9.65 

PUCE1008469 9.74 7.14 10.33 

PLACE1008488 7.69 9.06 16.27 

PLACE1008519 13.67 13.58 16.65 

PLACE10O8524 16.01 17.28 16.34 

PUCE1008531 10.83 9.9 10.84 

PLACE1008532 31.22 27.65 29.16 

PUCE1008533 16.83 14.02 15.02 

PUCE 1008542 11.05 6.89 12.38 

PUCE 1008549 8.08 8.32 6.56 

PUCE1008560 9.22 6.82 8. 11 

PUCE1008567 12.46 12.8 11. 19 

PUCE1008568 11.23 14.36 12.98 

PUCE1008569 26.76 24.83 18.12 

PUCE1008584 12.06 11.9 8.94 

PUCE1006565 31.41 26.84 21.37 

PUCE1 008603 88.44 58.86 85.85 

PUCE1008621 8.51 5.24 9.31 

PUCE 1008625 5.93 4.92 

PUCE1008626 7.17 7.14 8.41 

PUCE 1008627 16.63 17.04 15.47 

PUCE1006629 17.65 11.92 13.81 

PUCE1008630 10.34 9.61 9.25 

PUCE1008643 13.74 8.06 11.06 

PUCE1008650 8.08 8.41 6.76 

PUCE1008657 20.07 16.69 13.65 

PUCE1008664 16.27 13. 14 9.24 

PUCE1008693 19.24 12.55 11.48 

PUCE1008696 15.27 18.92 13.52 

PUCE1O0871S 12.07 13.35 10.97 

PUCE 100871 6 9.95 8. 16 6.63 

PUCE1008722 23.06 17.9 16.82 

PUCE1008738 22.32 18.29 21.17 

PUCE1008742 84.96 67.74 75.79 

PUCE1008744 16.51 21. 18 12.37 

PUCE1008748 11.7 8.68 7. 

PUCE1008757 11.86 10.89 13.3 

PUCE1O08766 12.58 9.83 17.07 

PUCE 1008785 10.19 7.64 9.9 

PUCE1008790 13.83 10.34 7.69 

PUCE1008798 38.55 17.87 28. 15 

PUCE1008807 7.39 8.08 6.82 

PUCE1008808 14.69 14.79 11.52 

PUCE1008813 11.75 10.29 9.69 

PUCE1008836 10.67 11.89 10.55 

PUCE1008851 17.38 11. 13 11 

PUCE1008854 6.2 6.11 5.28 

PUCE1008864 19.27 13.51 11 

PUCE1006867 23.06 15 11.22 

PUCE 1008876 176. 15 214.21 204.76 

PUCE1008887 10.24 8.9 12.49 

PUCE1 008902 13.44 7.31 7.6 

PUCE1008911 20.57 23.29 15. 12 

PUCE1008917 7.8 5.66 7.21 

PUCE1006920 3.68 3.98 2.25 

PUCE1008925I 6.03 2.49 3.19 



3 

2.61 
6.18 
7.3 
2.24 
10.1 
12.02 
6.51 
2.4 
5.36 
2.87 
12.54 
7.24 
3.6 
13.43 
5.15 
7.62 
2.76 
4.41 
3 

7.02 

14.19 
4.22 

12.16 

77.22 
3.02 
3.54 
4.47 
5.85 
7.55 
3.39 
4.37 
5.59 

10.15 
7.33 
5.9 
8.56 
4.79 
2.27 
6.63 

13.47 
53.3 
7. 32 
3.6 
7.9 
7.19 
4.61 
5.61 
8. 39 
3.5 
7. 99 
7.89 
6.13 

56.43 
5.3 

10.42 
6.2 

126.27 
4.83 
4. 55 
14.15 
2.11 
1.85 
2.51 



6. 94 
5.16 

13.27 
7.15 
6.5 
17.4 

19.33 
8. 83 
6.54 
5.23 

27.47 

13.83 
7. 92 
7.89 

17.17 
9. 56 
8.01 
4.31 
4.7 
4.87 

10.07 
21.2 
7.86 
16.5 

107.17 
5. 85 
3.65 
6 

10.41 

20. 73 
5.31 
9.48 
6.65 

11.39 
8. 26 
7.48 

14.35 
8.42 
4.4 
6.45 

19.87 

53.65 

20.16 
3.19 
13.9 
5.62 
6.56 
9.2S 
18.4 
7. 56 
7,57 
7.9 
6.4 
9.1 
4.42 

10. 96 
9.84 

307.85 
6.76 
6.21 

10.76 
3.42 
2.38 
4.89 



4.35 
2. 94 
13.78 
7.37 
5. 48 
10.34 
14.29 
5.84 
3.49 
4.43 
11.79 
10.17 
7.96 
4. 88 
10. 64 
6.45 
5.5 
2.64 
3.86 
3.75 
9.2 
18.33 
8.69 
14.29 
81.02 
4.1 
3.16 
4.22 
6.49 
20.07 
3. 93 
6.43 
6.55 
11.63 
11.12 
8. 22 
6 

4.36 
4.51 

7.4 
5.51 
55.26 
7.33 
1.95 
4.82 
5.22 
4. 55 
7.49 
13.81 
4.57 
5.08 
5.45 
5.79 

6.6 

2.5 
6.46 
4.86 
120.09 
7.76 
3.19 
7.02 
3.23 
2.78 

2.3 



2.2 
4.14 
7.02 
5.37 
4. 46 

15. 68 

16.61 
9.41 
3.66 
4.05 
3.3 
7.48 
6.91 
5.5 
20 
8.04 
3.52 
3.19 
2.93 
6. 88 
4.7 
7.27 
3.89 

13.28 

46.69 
5.45 
1.59 
1.34 
6.26 

19.18 
4.34 
6.52 
3.49 

13.41 
3.83 

10.23 
9.09 
3.79 
4.19 
2.92 

15.63 

60.09 
4.32 
5. 93 
5.45 
3.78 
5.8 
3.5 

20. 54 
3.41 
6.28 
5. 57 
6.93 

16.91 
6.46 
14.43 
5.54 

159. 59 
5.17 
5. 49 
9. 39 
3.5 
2.45 
3.22 



4.69 
3.61 
13.13 
12.87 
4.26 
15.08 
22 
9.29 
7.05 
9.23 
10.09 
12.69 
6.21 
5.84 
23.65 
10.1 
4.43 
4. 98 
3 

4. 77 
4.88 
6.81 
8.17 

12.03 

50.43 
4.49 
3. 39 
2.51 
6.1 

21.96 
4.76 

10.46 
3.07 

12.65 
4.48 

10.76 
6.63 
3.85 
6.11 
4.69 

19. 57 

57.16 
8. 49 
2. 92 
7. 52 
3.59 
6.94 
9.44 
7. 92 
3. 26 
4.51 
3.03 
5.51 
8.29 
5.33 

10.21 
7.61 

163.82 
4.7 
3.64 
4.72 
4.03 
2.52 
3.16 



5.02 
3.51 

6.7 
6.94 
3.11 
11.82 
23.57 
9.88 
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PLACE1010362 



10.7 
6.25 
14.25 
12.28 
27.7 
6.44 
2.35 
10.42 
13.25 



24.07 
7.44 
6.77 
10.21 
7.18 
18.31 
8.01 
22.11 
8.03 
6.35 
14.11 
5.13 
20.29 
31.11 
15.58 
6.62 
9.8 
5.22 
18.89 
6.9 
7.09 
56.74 
44.35 
11.23 
19.16 
7.48 
9.65 
29.75 
34.08 
20.36 
22.57 
6.56 
25.39 
11.42 
88.11 
7.43 
7.58 
25.06 
13.16 
8.08 
7.46 
6.76 
10.31 
15 
3.77 
4.47 
6.41 
8. 07 
10. 55 
18.72 
14. 99 
20.61 
33.94 
15.58 
293. 14 
10.58 
5.69 
11.37 
14.21 
52.66 
4.91 
2.93 
6.88 
8. 57 



26. 54 
9.7 
9.33 
16.93 
10.2fr 
15.25 
11.62 
27. 33 
16.66 
12.19 
17.86 
12.68 
19.12 
21.32 
32.54 
10. 22 
13.16 
9.04 
15.21 
13.60 
9.72 
39.11 
55.45 
14.35 
21.57 
5.64 
9. 57 
16.35 
23.15 
15. 99 
15.73 
4.7 
20. 56 
9. 
79.85 
9.71 
7.53 
24.61 
10.69 
6.51 
6.67 
12.45 
14.49 
11.24 
4.4 
6.29 
4.7 
6.36 
5.7 
29. 56 
14.3 
17.07 
34.95 
11.87 
231.29 
7.81 
6. 54 
11.93 
10. 49 
38.23 
4.72 
2.85 
7.23 
9.24 



12.24 
2.78 
4.25 
5.24 
3. 38 
6.6 
6.39 

13.99 
6.79 
4.66 
6.19 
2.37 
7.11 

17.41 

10.16 
3.99 
5.75 
6.47 
7.4 
5.33 
2.34 

24.21 

21.22 
6.69 

12.55 
1.97 
5.5 
5.81 
9.26 
6.52 
8.29 
3.25 

20.18 
6.05 

37.26 

13.14 
3.3 
14.7 
5.15 
2.62 
3.93 
8.31 
7.96 
4. 59 
2.18 
5.09 
3.42 
3.29 
2.72 

10.88 
8.87 
9.41 

17.91 
9.15 
170.36 
4. 96 
2.88 
5. 93 

11.84 

18.39 
2 

2.16 
4.08 
6.56 



15.5 
11.02 
4.43 
6.64 
7.18 
11.54 
8 

19.4 
12.9 
8.08 
7.34 
2.99 
14.51 
29.7 
16. 34 
6.51 
8.43 
4.19 
8.59 
6. 93 
9. 93 
42.72 
23.2 
10.2 
15.05 
2.64 
5.81 
14.35 
16.03 
12.73 
8.94 
3.39 
19.1 
6.05 
51.16 
7. 54 
5.89 
18.09 
8.21 
6.54 
4.98 
10.9 
15.61 
11.54 
2.37 
4.79 
2.86 
6.44 
5.66 
16.29 
13.93 
11.63 
31.69 
8.78 
221.96 
7.93 
4.51 
10.64 
10.16 
9.7 
3.7 
1.61 
5.74 
7.06 



14.51 
5.42 
3.14 
4.49 
3.34 
11.1 
6.72 

11.61 
5.63 
5. 35 
6.29 
1.56 
9.31 

20.44 
7.15 
3.25 
6 

2.39 
8.37 
4.79 
4.09 

26.72 
19.4 
8.63 

11.39 
2.62 
4.38 
9.63 

13.51 
7.6 

12.84 
2.16 

12. 29 
5. 55 

43.94 
4.86 
2.96 

11.09 
6.03 
5.02 
3.84 
5.79 
7.14 
4.53 
2.25 

10.14 
2.61 
3.19 
3.04 

14.38 
8.53 
6.24 

15.63 
7.88 
136.69 
6.91 
2.5 
4.89 
7.63 
13.5 
1.35 
1.84 
2.77 
3.39 



9. 57 
14.95 
2.04 
4.56 
3.67 
7.87 
5.24 
8.12 
10.63 
5.32 
9.9 
3.53 
5.22 
16.49 
9.65 
2.91 
S.1I 
2.32 
12.03 
2.86 
3.65 
25.32 
13.41 
4.38 
11.73 
1.69 
4.84 
7.28 
7.63 
4.02 
10.96 
3.26 
12.71 
6.72 
15.68 
3.27 
2.11 
7.29 
4.47 
3.74 
2.86 
3.56 
8.93 
6.11 
2.72 
3.78 
4.52 
3.88 
2.78 
6.73 
11.24 
17.5 
31.8 
3.82 
214. 56 
5.6 
4.43 
9.64 
12 
16.61 
4.14 

I. 14 
5.84 

II. 5 



9. 79 
3.43 
2. 93 
6.45 
4.69 
5.59 
5.76 
16.7 
9.44 
14.28 
6.46 
4.24 
8.04 
7.28 
8.36 
6. 23 
5.8 
2.12 
13.21 
4.42 
3.87 
15.29 
12.75 
4.87 
7.47 
2.61 
2.48 
8.67 
9.06 
4.82 
10. 43 
3.47 
11.47 
4.12 
26.17 
4.13 
2.26 
10.58 
3.31 
4.12 
2.08 
3.42 
9.42 
5.14 
0.64 
5. 92 
5.73 
4. 95 
2.04 
5.73 
4.25 
8.1 
20.1 
5.36 
235.35 
6.6 
3.34 
9.84 
7.94 
15. 38 
2.93 
1.19 
6.92 
13.76 



10.08 
5.35 
4.01 
5 

3.08 

13.47 
6.38 

12.66 
8.19 
7.75 

10.43 
2.98 
6.15 
6. 33 

10.28 
3 

5.51 
1.16 

10.77 
3.79 
2.87 

17.22 

17.59 
4.45 

11.77 
1.96 
4.43 
5.49 
7.51 
4 

10.44 
3,87 
12.5 
2.88 
18 
7.63 
2.53 

14.48 
5.46 
2.93 
2.37 
2.04 
8. 37 
4.76 
1.32 
3.88 
4.64 
3.8 
3.83 
6.16 
6.68 

13.23 

25.32 
5.08 
207.22 
6.56 
2.72 
9.32 

17.86 

28.61 
4.21 
0.83 
5.8$ 

14.05 
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Table 490 



PLACE1010364 

PLACE1010368 

PLACE1O10373 

PUCE1010383 

PLACE10W385 

PLACE1010389 

PLACE1010401 

PLACE1010410 

PLACE1010418 

PLACE1010425 

PLACE1010443 

PLACE1010445 

PLACE1010431 

PLACE1010482 

PLACE1010491 

PLACE1010492 

PtACEl 010509 

PLACE1010518 

PLACE1010522 

PLACE1010529 

PLACE1010547 

PLACE1010560 

PUCE1010562 

PLACE1010579 

PUCE1010580 

PUCE1010599 

PLACE1010606 

PLACE1010616 

PLACE1010622 

PLACE1010624 

PLACE1010628 

PUCE1010629 

PLACE1010630 

PUCE1010631 

PLACE1010651 

PLACE1010661 

PUCE101D662 

PLACE1010668 

PUCE1010702 

PLACE1010T09 

PUCE1O10713 

PLACE1010714 

PLACE1010716 

PUCE1010717 

PLACE1010720 

PUCE1010739 

PLACE1010743 

PUCE1010752 

PUCE1010761 

PLACE1010771 

PLACE1010784 

PLACE1010786 

PLACE1010789 

PLACE 10 10800 

PUCE1010802 

PLACE1010811 

PLACE1010813 

PUCE1010827 

PLACE1 01 0833 

PUCE1010839 

PLACE 10 10856 

PUCE1010857 

PUCE1010870 

PLACE1010877 



11.29 
10.78 
30.2 
18.56 
2.48 
8.48 
3. 24 
22.91 
18. 78 
10. 58 
12.48 
36.17 
60.4 
127.4 
71.28 
20.32 
11.2 
9.76 
8. 32 
13.09 
36.79 
10.15 
4.79 
74.54 
38.79 
29.35 
31.76 
16.39 
9.08 
292.79 
48.66 
19.03 
15.62 
22.99 
8 

13.76 
28. 68 
37.33 
12.3 
70.65 
80.41 
14.85 
10.07 
16.27 
27.49 
32.05 
44.76 
26.13 
15.13 
28.91 
98.45 
16.19 
46.25 
13.97 
13.35 
26.9 
10.21 
10.79 
9.18 
24.14 
15.47 
32.67 
5. 83 
26.07 



7.43 
8.61 
28.61 
18.15 

1.73 
7.51 
0. 96 
15.39 
19.01 
10.75 
14.66 
45.7 
46.95 
82.31 

72.3 
20. 74 
13.07 
12.31 

9.35 
22.15 
34.33 

9.34 

4.39 
67.98 

45.7 
25.54 
30. 37 
26.11 

4.75 
228. 16 
44.83 
17.43 
16.61 
34.46 
10.03 
16.34 
22.75 

37.7 

6.26 
7S.49 
58.48 
12.78 
15.73 
25.02 
32.65 
33.62 
28.81 
19. 45 
12.05 
75. 96 
116.91 
15. S3 
33.26 

9. 76 
16. 74 
21.58 

6.96 
10.81 

9.98 
30.08 
10.08 
31.48 

4. 92 

20.6 



7.22 
7.03 
24.17 
16.04 

6. 42 

4.6 
21.28 
17.17 
18. 36 
16.77 
37.43 
65.37 
84.53 
73.41 
19.72 
17.83 
18.67 

9.63 
14.64* 
38.34 

9. 56 
12.01 
59.08 
45.75 
32.71 
40.62 
18.04 
12.08 
204.46 
51.05 
20.71 
29.46 
25. 54 
11.34 
32.78 
30.53 
40.55 
13. 51 
68.95 
77.71 
15.24 

17 
15.64 

34.2 
24.71 
34.77 
22.02 
32. 55 
37. 99 
93.11 
16.87 

40.6 
14.67 
27.18 
31.28 

9.67 
12.05 

8.82 
20.18 
17.88 
18.71 

4.28 
20.89 



2.26 
3.98 
14.62 
10 
0.83 
3.76 
2.29 
8.31 
5.75 
4.2 
5.6 
17. 56 
22. 92 
104. 64 
43.51 
20.62 
8.16 
8.17 
6.71 
11.31 
12.39 
6.09 
6.8 
46.33 
22.24 
12.61 
15.46 
12.86 
2.52 
212.8 
27.25 
12.12 
8.82 
20.07 
5.4 
7.67 
8.67 
22.62 
6.5 
55.09 
36.46 
4.19 
4.88 
13.63 
14.65 
15.33 
15.52 
11.29 
15.98 
25.63 
48.56 
8. 23 
14.8 
8.91 
16.21 
13.09 
4.84 
5.43 
3. 14 
11.7 
6.16 
21.99 
3.87 
14.13 



3.51 
6.56 
22.58 
15.54 

2.33 
4.47 

2.49 
20.95 
13.45 

4.68 
14. 99 
20. 28 
26. 42 
120. 51 
47. 95 
27.04 
12.58 

8. 57 
11.42 
17.05 
16.81 

4. 54 

8.65 
48. 92 
30 
15.12 
19.15 
17.78 

4. 26 
278. 86 
26.82 
16.38 

19.7 
21.82 

9.54 
13.64 
12.27 
25.66 

7.73 

47.9 
48.82 

7.98 
22.94 
16.64 
18.34 
21.42 
24.11 

9.49 

9.45 
90. 51 
63.14 
15. 52 
19.17 
6.6 
23.96 
16.01 

4. 38 

7.46 

6.94 
20 

6.58 
18. 34 

3.55 

8.42 



2.16 
5.19 
10.46 
3.52 
0.49 
5.47 

I. 63 
12.79 

6.67 
3.19 
6.09 
18.29 
21.44 
109.85 
35.09 
23.27 
8.24 
7.5 
6.63 
8.58 
11.19 
5.89 
6.38 
48.24 
17.17 
14.18 
14.23 
7.33 
2.63 
210.51 
37.41 
15.36 
10.88 
17.69 
5.75 
27.31 
9.65 
20.72 
5^88 
57.04 
48.26 
4.28 
9. 

10.49 
8.25 
15.16 
19.41 

II. 37 
8. 78 
39 

52. 26 
9.85 

10.09 
5.82 
4.91 

12.69 
4.87 
5.87 
3.42 

12.82 
4.26 

15. 41 
2.92 
9.71 



4.95 
7.58 
24.63 
27.13 
2.65 
3.96 
2.81 
12.79 
11.25 
8.87 
8.79 
39.23 
27.71 
62.48 
68.63 
9. 07 
5.79 
8.04 
6.37 
7.61 
21.21 
6.02 
6.41 
56. 27 
31.95 
19.83 
22. 77 
3.49 
11.54 
166.11 
15.79 
14.93 
11.96 
19.23 
4.35 
6. 28 
25.45 
36.78 
8.16 
50.07 
28.63 
3.33 
5. 99 
10.76 
20.45 
17.5 
14.02 
16.27 
11.14 
31.02 
30. 32 
7 

44.64 
4.05 

12.32 
11.33 
3.92 
6.65 
1.97 
16.21 
11.23 
16. 23 
2. 91 
13.42 



3.65 
7.15 
20.09 
12.41 

I. 19 
4.51 
2.31 
10.9 

18.37 
11.17 
8.23 
32.46 
30. 53 
50.87 
86.51 
12.55 
8. 34 
6.33 
5. 88 
9.45 
24.3 
5.35 
7.46 
84. 49 
38.27 
24. 34 
25. 83 
3.67 

II. 12 
171.99 

19.04 
10.66 

14.1 
10.89 

5.43 
10.55 
28.04 
44.21 
17.08 
52.69 
32.14 

6.97 
13.73 
15.16 
22.85 
28.66 

9.67 
24.35 
13.99 
18.86 
31.37 

6.49 
47.22 

5.43 

5.78 
11.86 

2.83 

5.02 

2.07 
11.13 

8.32 
15.82 

2.04 
12.71 



4.16 
5.73 
20.87 
12.03 
2.06 
2.91 
1.6 
11.3 
11.11 
8. 75 
11.76 
41.56 
27.4 
49. 97 
74.84 
10.15 
7. 68 
6.73 
7.65 
9. 29 
23.05 
6.13 
4.4 
60.31 
36.2 
23.16 
28.81 
4.92 
6. 28 
155.01 
21 
11.67 
11.42 
16.98 
5.06 
7.26 
24.56 
37.46 
6.46 
55.39 
23. 64 
5.69 
3.7 
3.55 
22.74 
18.95 
5.8 
13.97 
12.89 
25.47 
33.38 
9.87 
35.88 
4.76 
37.85 
10.25 
2.64 
3.76 
1.97 
15.42 
12.26 
15.61 
1.94 
7.25 
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Table 491 



PUCE 10 10882 
PLACE1010891 
PLACE1010896 
PLACE1010900 
PLACE10V0916 
PLACE10I0917 
PLACE1010924 
PLACE1010925 
PUCEY0I0926 
PLACE1010942 
PLACE1010943 
PLACE1010944 
PLAC£1010947 
PLACE10109S4 
PUCE1O1096O 
PIACE1010965 
PLACE1010968 
PUCE101097S 
PLACE1010982 
PLACE101099O 
PLACE1011017 100. 
PLACE1011019 
PLACE101102S 
PLACE1011032 
PLACE1011041 
PLACE1011045 
PLACE1011046 
PIACE1011054 
PUCE10110S6 
PUCE10110S7 
PLACE1011059 
PLACE1011066 
PLACE1011087 
PLACE101109O 
PLACE1011109 
PLACE1011114 
PLACE1011116 
PLACE1011122 
PLACE1011133 
PLACE1011134 
PLACE1011143 
PUCE1011146 
PUCE1011160 
PUCE1011165 

puaiomai 

PUCE1011185 
PUCE1011186 
PUOE1011203 
PUCE1011214 
PUCE1011219 
PLACE1011221 
PLACE1011229 
PLACE1011231 
PLACE1011235 
PLACE1011247 
PUU2E1011263 
PLACE1011273 
PLACE1011278 
PUCE1011289 
PLACE1011291 
PUCE1011296 
PUCE1011310 
PUCE1011311 
PUCE1011321 



17.08 
27.43 
13.62 
66.6 
104.52 
14.21 
5.86 
4. 94 
13.94 
207.77 
31.5 
83.2 
33.76 
10.33 
15.62 
13.17 
18.41 
57.65 
21.44 
327.98 
16 
13.37 
17.67 
5.5 
11.32 
30.68 
10. 75 
23.11 
5.67 
10.04 
19.4 
9.28 
26.84 
10. 52 
43.09 
17.98 
30.03 
5.9 
6.47 
5.46 
4.76 
10.48 
7.71 
21.99 
5.25 
60.3 
25.07 
10.27 
7. 39 
7.03 
10.63 
13.76 
34. 56 
13.02 
571.8 
4.49 
9. 77 
21.08 
8.76 
3.27 
15.1 
49. 57 
12.85 
316.11 



13.54 
30. 32 
18.23 
75.65 
71.53 
14.67 
2.7 
4.55 
11.16 
196.21 
26.2 
92.75 
22.26 
11.3 
30.44 
14.34 
14.95 
54.74 
26.06 
344.56 
59.4 
8.64 
16.91 
8.84 
11.72 
27.07 
10.03 
26.67 
3.31 
10.53 
17. 96 
7.31 
40.15 
7. 52 
16.56 
24.04 
28. 53 
6.6 
4.35 
5. 99 
9.67 
13. 56 
9. 99 
27.95 
3. 37 
36.78 
30. 45 
16.2 
9.12 
5. 86 
11.42 
13. 72 
28.7 
10.94 
409.73 
7. 26 
15.11 
26.71 
9. 56 
1.73 
14. 79 
40.91 
11.16 
225. 18 



15* 258 



8.42 
21.15 
16.16 
67.62 
76.* 
11.27 

4.5 
4.99 
11.63 
175.46 
22.98 
68.43 
22.3 
11.05 
20.31 

9.79 
14.27 
36.05 

15. 
256 
54.99 

6.46 
13.69 

7.51 
11.41 
24.09 

9.15 
18.54 

3.16 

7. 99 
11.33 

5.97 
33.04 

6.48 
13.76 
19. 89 
37.37 

5. 93 

6.51 

6.34 

5.59 
12.48 

6.71 
32.58 
6 

36.17 
27.42 
13.8 
10. 92 
7.27 
9.42 
12.78 
50.02 
13.96 
639.71 
9.65 
15.29 
20.88 
9.49 
2. 37 
20.48 
47.27 
13.64 
251.29 



6.17 
13.46 
6.92 
55.68 
35.13 
7.82 
2.89 
1.88 
5. 87 
147.15 
12.49 
51.82 
12.84 
5.3 
7.94 
7.54 
6.84 
40.68 
7.42 
07 
23.72 
8.37 
8.74 
2.84 
4.79 
20.73 
3.66 
13. 24 
3.73 
8.15 
7.08 
5.75 
57.32 
3.01 
6.5 
13.12 
10.98 
4.16 
3.81 
4.28 
2.21 
9.3 
4.98 
6.87 
2.06 
37.68 
12.69 
9.36 
5.57 
6.39 
5.44 
9.23 
23.03 
5.99 
528.63 
4.09 
8 

9.67 
5.47 
1.38 
7.86 
26.08 
5.84 
230.23 



5.69 
14.41 
8.03 
59.03 
35.16 
5. 59 
4.47 
2. 53 
7.64 
130.24 
22.16 
78.63 
13.89 
5.81 
8.28 
4.78 
9.6 
34.09 
6.54 
367. 78 
27.4 
6.37 
11.48 
5. 75 
6.17 
22.77 
6.42 
17.45 
4.11 
6.14 
9.45 
7.03 
27.45 
5.18 
19. 94 
19.15 
8.87 
4.82 
3.93 
4.27 
5. 45 
11.11 
7.77 
19.75 
4.49 
34.15 
20.01 
12.5 
5.78 
4. 52 
10. 51 
7.48 
24.6 
7.59 
738.01 
5. 29 
7.81 
19.17 
7.47 
1.37 
6.09 
24.65 
6.4 
241.81 



5.82 
7.46 
5. 78 
45.47 
33.1 
7.41 
3.08 

I. 67 
6.22 

102. 36 
9 

47.87 
8.22 
5.51 
7.04 
3.78 
5.59 
13.7 
11.09 
240.66 
15.8 
4.79 
8.93 
2.99 
4.9 
14.24 
4.38 

II. 58 
8.46 
3.72 
9. 52 

4 

16.29 

3. 

4.84 
8.13 



3.11 
3.81 
3.64 
3.27 
4.11 
3.25 

11.93 
2.29 

24.31 

15.83 
6.63 
3.95 
4.58 
4.92 
4.66 

13. 63 
5.06 
566.23 
4.39 
4.87 

11.18 
4.38 
0.09 
7.28 

29.49 
7.88 
208.08 



7.13 
15. 38 
3.54 
67.12 
29.84 
7.69 
2.47 
3.09 
5.6 
197.42 
15.12 
87 
22.66 
5.34 
11.37 
4.15 
12.62 
16.85 
10.66 
208.45 
91.94 
6.61 
15.71 
4.5 
2.74 
25.88 
4.21 
27.3 
6.33 
11.95 
6.53 
2.13 
127.9 
6.04 
12.2 
12.09 
8.26 
3.97 
2.72 
3.72 
2.93 
4.38 
6.45 
12.6 
2.61 
17.32 
19.93 
8.02 
1.49 
9.07 
4.92 
6.43 
19.12 
4.42 
553.23 
2.77 
6.04 
9.31 
4.05 
2. 52 
12. 72 
26.25 
4.02 
340. 56 



5.03 
15.07 
4.62 
53.92 
23.73 
7.06 
3.1 
1.69 
4.23 
120.16 
16.22 
58.47 
11.99 
5.12 
9.05 
4.73 
6.34 
10.36 
7.85 
171.08 
75.46 
7.41 
13. 37 
3.38 
0 

22.96 
3.5 
21.77 
3.05 
6.55 
6.86 
5.18 
19. 42 
4.61 
7.21 
13.25 
10.18 
4.69 
5.f< 
3.86 
3.83 
6.69 
4. 47 
15. 59 
4.09 
33.87 
27.9 
13.49 
2. 02 
4. 64 
5.52 
7.1 
24. 97 
6.98 



5. 37 
24.71 
4. 06 
39.14 
27.17 
8. 76 
1.31 
1.78 
4.29 
123.73 
13. 62 
73.16 
13.89 
4.22 
8.5 
5.18 
9. 37 
20.32 
9.32 
173.44 
99.74 
7.81 
15.94 
3.21 
1.85 
30. 06 
2. 56 
27.33 
6.91 
7 

9.19 
0.49 
37 
6.16 
13.97 
14. 96 
5. 99 
2.89 
2.91 
3.76 
4.13 
4.48 
3.78 
9. 42 
3.85 
29.05 
21 
10. 02 
3.84 
3.23 
6.28 
4.99 
26.97 
4.82 



542.58 267.58 



4.83 
5.26 
5.1 
4. 14 
4. 22 
18.07 
31.46 
7.29 



3.37 
3.97 
7.74 
4.61 
1.75 
15.96 
34.3 
3.99 



284.43 231.07 
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Table 492 



PLACE! 01 1325 
PLACE1011332 
PLACE! 01 1 340 
PLACE 101 1353 
PLACE 10 VI 360 
PLACE1011364 
PLACE101136S 
PLACE1011371 
PLACE101137S 
PLACE1011386 
PLACE1011399 
PLACE1011406 
PLACE101 1407 
PLACE1011419 
PLACE1011433 
PLACE1011440 
PLACE1011452 
PLACE! 01 1465 
PLACE 1011472 
PLACE1 011477 
PLACE1011478 
PLACE1011492 
PLACE10I14M 
PLACE1011501 
PLACE101I503 
PLACE1011509 
PLACE10115U 
PLACE1011516 
PUCE 101 1520 
PLACE10U538 
PLACE1011555 
PLACE1011561 
PLACE1011563 
PLACE! 01 1567 
PLACE1011569 
PLACEI011576 
PLACE1011S86 
PLACE1011635 
PLACE1011641 
PLACE10M642 
PLACEI011643 
PLACE1011646 
PLACE1011649 101 
PUCE10116S0 
PLACE10U661 
PLACE1011664 
PUCE1011672 
PLACE 101 1675 
PLACE! Oil 6B2 



PUCE101172S 
PUCE1011729 
PLACE1011741 
PLACE1011749 
PLACE1011757 



67.49 
37.6 
6.86 
13.06 
7.09 
36.2 
56.47 
8.03 
7.04 
164.83 
13.53 
24.35 
11.96 
45.6 
12.4 
22.91 
21.99 
8. 59 
12.35 
6.89 
147.8 
8.86 
11.86 
5.51 
8. 36 
6.79 
39.36 
2.25 
56.28 
3.92 
5.04 
40.83 
10.59 
8.99 
17. 38 
9.4 
11.29 
30.93 
17.21 
14. 04 
21.88 
50. 88 
51 
21.23 
36.54 

PLACE1011664|4€93.7 
14.58 
27.27 
31.95 
PLACE1011708 240.54 
PLACE1011719|2115.1 
14.63 
17.92 
19.11 
198.63 
55.97 
PLACE101 17621 112. 55 



PLACE1011778 
PLACE1G11783 
PUCE101I795 
PLACE1011810 
PUCE1011824 
PLACE1011825 
PLACE1011835 



14.17 
34.3 
26.86 
6.46 
85.62 
47.11 
12.82 



68.67 
32.99 

4.22 

9.45 

6.29 
48 
40.06 
11.65 

6.27 
196.07 
14.93 
18. 36 

8.15 
33. 74 

6. 05 
21.43 
27.18 

10.4 
11.03 

4.16 
127.45 

4. 94 
13.27 
5 

7.18 
8.76 
42.6 
2.2 
54.22 
2.67 
5. 36 
32. 97 
8. 43 
5. 72 
15. 57 
4. 88 
10.02 
17.84 
13.31 
9. 07 
15. 91 
55. 98 
209. 33 
16.3 
29.6 
3704.8 
19.19 
28.5 
30.83 
265.47 
1324.5 
11.44 
12.45 
16.45 
245.38 
64.31 
118.61 
14. 57 
36.67 
17.86 
2.52 
55. 93 
53.31 
11.42 



34.36 
20.69 
8.9 
9.31 
7.09t 
46.69 
43.45 
15.3 
10.93 
182.53 
12.77 
25.14 
11.8 
47.01 
13.11 
16.68 
21.9 
8.63 
8.39, 
8.421 
151.17 
8.71 
11.87 
4.76 
8.72 
6.6 
35.59 
3,02 
44.97 
3.99 
4.18 
31.05 
6.69 
8.85 
12.39 
4.15 
9.62 
23. 55 
15.5 
8.81 
14.62 
42.92 
140.08 
17.27 
21.98 
3103.3 
17.05 
23.64 
21.79 
223.19 
1826 
8.67 
10.92 
8.97 
186 
51.13 
84.99 
14.58 
23.05 
14.49 
3.35 
50.79 
45.03 
11.32 



32.79 
24. 89 
7.42 
4.05 
5.01 
18.62 
30.4 
3.37 
2.06 



55. 55 
22.84 
3.33 
5.07 
4.64 
32.17 
25.78 
4.12 
3.1 



143.65 164.65 



5.31 

17.24 
4.39 

28. 72 
5. 69 

17.18 
7.47 
4. 43 
5.76 
3.82 

98.43 
5.63 
6.42 
1.97 
3.16 
2.67 

29.05 

I. 65 
60.14 

1.41 
1.71 

28. 42 
4. 39 
4.85 
8.98 
2. 79 
6.88 

13. 98 

11.83 
4.73 
9.69 

29.54 
111.98 
6.34 

17.54 
1925.9 
4.82 

II. 76 
24.47 



8.23 

17,93 
4.52 

27.55 
9.23 
6.65 
5.58 
3.74 
5.63 
3.1 
129.14 
3.6 
7.11 
2.88 
3.42 
3.22 

24.04 
1.39 

59.13 
2.25 

I. 41 
20. 97 

3.31 
2.46 
14.17 
3.81 
3.58 
14. 55 
10.3 
3.8 
7.73 
24. 58 
127.38 
7.58 
11.85 
2495.7 

II. 54 
7.61 

12.69 



186.79 250.35 
1953.8 1265.9 
4.74 6.3 
5.48 6.85 
6.48 6. 39 
98. 37 139.73 
22.6 27.43 



66.65 
9.09 

14. 78 
8.41 
2.53 

29.92 

28. 52 
5. 55 



83.7 
8.23 
12.16 
7.89 
2.07 
21.66 
34.47 
7.84 



25.52 

17.06 

10.93 
3.21 
2.08 

16.48 

22.53 
3.15 
2.3 
123.82 
5.03 

13.01 
4.88 

25.25 
4. 52 
6.34 
8. 33 
3.61 
4.74 
2.49 

92.91 
3.44 
5.44 
1.92 
2.41 
3. 57 

21.59 
0. 92 

46.66 
0. 89 
2.12 

80. 97 
1.28 
0. 94 
5.41 
3.52 
5.49 
6. 78 
8.13 
2.98 
4 

20.05 
61.19 

5. 35 
16.02 
2690.1 

6. 52 
13.02 

9. 16 
199.96 
1000.2 

2.04 

3.57 

4.13 

93.5 
20.99 
57.21 

7.54 
17.09 

4.41 
0.6 
12.01 
24.16 

4.84 



26.06 
26.8 
4.69 
9.83 
4.25 

29.76 

35.29 
3.67 
1.72 
185.62 

14.49 

14.05 
4.7 

33.12 
4.03 
4.22 
1.98 
3.27 
4.12 
5. 68 

97. 94 
4.78 
7.49 
1.53 
3.54 
3. 54 

28.05 
2.22 

37.37 
1.63 
2.42 

15.06 
2.74 
3.39 
4.61 
4. 89 
4.18 
13.1 

12.16 
2.08 
12.37 
12.83 

33.86 
13.14 
29.9 

3091.7 
8.71 
10.47 
19.26 

147.11 

1428.6 
9.22 
9. 59 
6.03 

146.64 
59.9 

113.37 
9.58 
15.47 
13.16 
3.19 
21.62 
61.42 
7.39 



16.66 
25. 99 
3.22 
8.83 
9.92 
23.08 
36.44 
7. 88 
3.77 
179.87 
12.53 
16.63 
7. 06 
24.14 
6.39 
2.79 
2. 55 
3.42 
4.06 
5.36 
88. 28 
2.62 
6.76 
1.09 
1.96 
1.66 
21.32 
1.19 
33.63 
0.52 
1.56 
18.06 
2.46 
1.71 
3.24 
6. 65 
5.75 
10.06 
8.31 
3.09 
9. 92 
13. 88 
36.5 
9.77 
27.07 
3779.5 
6. 37 
6.83 
16. 69 
130. 97 
860.26 
9.94 
6. 92 
4.62 
106.95 
47.96 
92.71 
8.34 
21.92 
9. 37 
3.06 
24.56 
44.87 
9. 96 



23.25 

39. 36 
3.76 

10.17 
6.13 

23.29 

44.51 
4.18 
5.21 
160. 52 

13.08 

13.24 
4. 99 

29.66 
4.28 
3.13 
3.76 
2.9 
4. 53 
7.03 

67.65 
3.91 
6.34 
0.63 
1.63 
2.46 

28.44 
1.28 

31.08 
1.52 
2.13 

18. 45 
2.05 

I. 08 
6.59 
7.51 
5. 57 

12. 62 
8.02 
1.68 
7.66 
9.31 
31.67 
13.14 
30.09 
2474.5 
8.66 

II. 83 
17.56 

144. 28 
1269, 
8.53 
10.12 
6.01 
169. 56 
65.48 
109.2 
17. 29 
20. 45 
14. 56 
3. 38 
19.64 
47 
6.67 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



PLACE1 011836 
PLACE1011847 
PLACE1 01 1 855 
PLACE1011858 
PUCE101I874 
PLACE101 1875 
PLACE1011877 
PLACE1011891 
PLACE1011896 
PLACE1011920 
PLACE1011922 
PLACE1011923 
PUCE! 01 1937 
PLACE1011939 
PLACE1011940 
PLACE1011962 
PLACE1011964 
PLACE1011978 
PLACE1011980 
PLACE1011981 
PLAC61011932 
PUCE101199S 
PLACE1012023 
PLACE1012026 
PLACE1012031 
PUCE2000003 
PLACE2000005 
PLACE2000006 
PUCE2O00OO7 
PLACE2000011 
PLACE2000014 
PLACE2000015 
PLACE2000017 
PLACE20O0021 
PLACE2000022 
PLACE2O0003O 277. 
PLACE200OO32 
PUCE200OO33 
PLACE20000J4 
PLACE200Q039 
PLACE200OO43 
PLACE2000044 
PUUE2000047 
PLACE20O005O 
PIACE2000061 
PUCE2000062 
PLACE2000072 
PLACE2OO0O73 
PLACE20OOO97 
PLACE2000100 
PLACE2O0O103 
PUCE2000106 
PUCE200011 
PLACE200011 
PLACE20001 181229 
PLACE2000124 
PUCE2000132 
PUCE20OO13S 
PUCE2O0O137 
PLACE200O140 
PLACE2000147 
PUCE2000153 
PUCE2000164 
PLACE2000170 



18. 92 
18.99 
44.57 
17.26 
23.12 
10.58 
4.39 
21.71 
15.35 
IS. 12 
9.14 
166.86 
11.45 
20.33 
46. 36 
58.59 
53.78 
50.21 
13. 57 
46.23 
116.69 
8.31 
36.36 
72.96 
6.69 
144.75 
20.72 
74. 92 
11.31 
20.07 
10.47 
63. 77 
64.44 
131 
6.52 
16 
8.03 
19.24 
212.75 
8.9 
13.64 
7.28 
17.41 
18. 34 
53.75 
44.19 
216.69 
8.16 
120.94 
13.48 
355.83 
32.23 
152.37 
27.01 
23 
7.33 
18.07 
33.6 
6.87 
11.37 
10.22 
17.95 
8.53 
38.84 



14.13 
16.08 
41.99 
16. 38 
12.72 
9. 98 
5.14 
17.57 
16.64 
14. 42 
7.55 
139.43 
9.18 
21.55 
48.76 
70.73 
49. 36 
52.86 
18. 54 
28.89 
99.4 
11.27 
36.13 
80.46 
7.34 
222.75 
25.78 
51.78 
11.29 
19. 36 
6.72 
83. 22 
66.07 
136. 36 
6.75 
275.48 
6.4 
16.61 
182.06 
10.84 
20.44 
9.48 
19.39 
17.87 
61.97 
44.8 
181.79 
10.75 
128.07 
14.19 
328.95 
23.41 
157.38 
16.97 
214.41 
5.71 
19.01 
40.68 
5.34 
11.51 
7.24 
21.42 
12.11 
46.93 



10.67 
12.62 

25.3 
17.11 
25. 7+4 
11.17 

4. 95 
18. 99 

24.3 

15.9 

8.03 
146.9 

10.8 
26. 93 
46.73 
60.18 
46. 95 
64.71 
10. 96 
45.44 
123. 56 
12.33 
39.16 
66.75 

9.86 
62.64 
18.16 

61 
12.53 
23.84 

12 
43.62 
78.07 
142.32 

7.52 
252.39 
6 

20.22 
146.24 
13.51 
15.11 

9.44 
12.83 
22.05 
78.23 
62.08 
181.98 

9.27 
120.9 
15. 99 
197.42 
23.14 
125.3 
16.32 
143.27 

5.57 
19.11 
26. 33 

6.91 

12.2 

9.46 
13.85 

9.44 
33 



5.56 

9.39 
17,11 

5.33 
16.84 

5.18 
3.7 

7.39 
10.41 

7.68 

4.49 
104.2 

8. 58 
12.79 
35.11 
30.15 
41.43 

38.6 

9.65 
16.98 
57.42 
5 

21.46 
52.71 
2,73 



Table 493 

9.72 
11.06 
33.33 
7.08 
19. 22 
10.63 
5. 52 
14.47 
10.14 
8.85 
8.39 
117.42 
6.75 
15.19 
34.53 
38.09 
47.33 
31.39 
15.28 
15.61 
68.6 
7.29 
26.03 
40. 29 
6.11 



74.47 133.88 
9.79 22.43 



27.4 
6.68 
14. 92 
4.76 
34.06 
40.68 



24.75 
7.02 
4.58 
6.02 
43. 14 
48.09 



116.28 142.66 
3.85 5.14 

162.81 167.16 
4.38 5.33 
9.43 14.03 
219.9 195.88 



4.94 
6. 26 
3.48 
6.83 
7.34 
34.92 
41.54 



3.89 
13. 12 

5.71 
12.83 

6. 98 
41.03 
45.17 



200.73 185.27 

3.77 4.89 

148.48 131.74 

6.02 8.77 

251.22 436.52 

14.46 6. 17 

88.6 105.91 

19.6 21.67 



124.01 
2.12 
15.64 
13. 95 
1.61 
8.07 
6.01 
5.51 
3.18 
28 



152. 19 
1.78 
11.16 
42.68 
2.95 
9.45 
5.85 
9.57 
4.26 
28.56 



5.44 
5.84 
14.76 
6.53 
7.85 
6.87 
3.78 
8.67 
12.14 
7.76 
4.08 
86.95 
5.1 
13.44 
31.67 
28.84 
36.34 
22. 36 
6.53 
9. 98 
45.01 
7.22 
23 

50.42 
3.89 
40.79 
11.52 
21.12 
5 

15.77 
3.48 
43.39 
29.95 
101.82 
3.55 
156.31 
2.81 
10.83 
170.13 
4. 
6.04 
4.79 
7.05 
7.31 
37.86 
33.58 
186.23 
3.62 
105.73 
5.56 
235.01 
13.03 
83.66 
16.26 
92.15 
1.55 
12.49 
22.54 
2.09 
9.49 
4. 51 
6.43 
4.12 
22. 27 



13.34 
18.15 
55.6 
6.22 
10.17 
7.18 
2.59 
8.21 
5.01 
6.46 
7.97 
136.93 
5.71 
14. 58 
43.31 
47. 96 
22.23 
22.46 
4.68 
14.66 
97.45 
6.27 
20.6 
21.72 
3.41 
39.01 
5.79 
50.02 
5.63 
9.39 
3.63 
19.29 
59.7 
89.75 
4. 53 
125.23 
4. 32 
6.93 
146.86 
3. 72 
6. 05 
4.48 
7.81 
7. 51 
22.68 
36.68 
111.76 
4.56 
90.14 
4.6 
231.23 
9.13 
90.52 
13.74 
153.7 
2.01 
9.7 
9.98 
1.24 
11.48 
7. 52 
4.84 
4. 98 
30.03 



9.9 
10.26 
42. 68 
8. 74 
8.71 
6.04 
4. 05 
9.15 
8.13 
2.46 
6.15 



14.01 
13.1 

40.57 
5.1 

12.51 
4.93 
4. 24 
7.86 
7.98 
3.24 
5.33 



140 124.61 



6. 29 
11.31 
41.44 
47. 66 
20. 62 
20.19 

9. 99 
11.01 



5.46 
12.67 
39. 66 
42.57 
20. 74 
18.12 

8.31 
11.18 



90.55 115.07 
8. 29 4. 87 



21.06 
33. 87 

3.11 
32.21 

8. 65 
43. 94 
10.02 
11.52 
6.9 
26.64 
61.53 
68.71 

1.84 



24.79 
25.71 

3.97 
30. 64 

14.3 
72.77 
7 

19. 43 
4.73 
36.8 
44.91 
86.35 
5. 72 



96.07 135.65 
15.18 4.01 
12.91 10.87 
112.34 12S.26 



4. 38 
7. 64 
4. 25 
8.54 
8.31 
14.04 
38.06 



6. 52 
6. 22 
4.59 
5.78 
7.94 
20.77 
40. 24 



113.44 105.53 



4. 79 
87. 25 
3.51 



3.59 
86.79 
6.24 



336.03 237.95 
10.5 5.27 



44. 23 

11.32 

62.85 
1.56 
6. 52 
17.8 
1.8 

11.25 
7.6 
5.27 
3.97 

23.36 



69.19 
11.63 
67.07 
1. 
8.48 
18.28 
2.36 
10.8 
9.27 
2.27 
2.13 
30.62 
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Table 494 



PLACE2000172 9.55 
PLACE2000173 16.63 
PLACEZ000174 6.73 
PLACE20OO176 47.07 
PLACE2000U7 11.49 
PLACE2000216 15.24 
PLACE2000219 43.32 
PLACE2000221 9.53 
PLACE2000223 16.67 
PLACE2O0O231 8.48 
PLACE2000235 7.02 
PLACE2000246 21.31 
PIACE2000264 41. 11 
PLACE2000274 6.8 
PLACE2000287 32.11 
PUCE2000296 42.94 
PLACE2000302 252. 74 
PLACE2QQ030S 21.47 
PLACE20Q0317 37.2 
PLACE2000324 18.44 
PUCE2000334 21. 38 
PUCE2000335 71.59 
PLACE2000340 20.62 
PLACE2000341 14.8 
PLACE2000342 23.53 
PLACE2D00347 9.57 
PUCE2000357 112.17 
PLACE2000358 57.37 
PUCE2O00359 66. 39 
PUCE2000366 24.09 
PLACE2000371 12.17 
PLACE2000373 8.3 
PUCE2000374 20.82 
PLACE2000J79 109.97 
PLACE2000386 27.43 
PUCE2000388 250.97 
PLACE2000392 241.74 
PLACE2000394 10.9 
PLACE2000398 16.83 
PLACE2000399 
PLACE2000402 
PUCE2000404 
PLACE2Q00411 
PUCE2000418 
PLACE2000419 96.71 
PLACE2O0042S 9.83 
PLACE2000427 
PLACE2000433 
PLACE200043S 
PLACE200O438 35. 17 
PLACE2000450 24.38 
PLACE2000455 
PLACE2000458 
PLACE2000464 
PUCE2000466 
PLACE2D00473 
PLACE2000477 
PLACE3000004 
PLACE3000009 
PUCE3000020 
PLACE3000029 
PUCE3000038 
PUCE3000052 
PLACE3000059 



30.6 
5.25 
24.79 
5.67 
10.3 



15.21 
25. 53 
16.35 



51.05 
13.07 
9.95 
182.2 
23.66 
14.25 
49.49 
30.13 
27. 99 
13.95 
6.52 
8.21 
7.39 



12.02 
20.86 
7.76 
39. 92 
9.44 
13.28 
28.21 
7.64 
12.34 
8.65 
5.03 
17.8 
43.3 
7.42 
30. 76 
34. 88 
304. 77 
23.58 
38.12 
17.84 
17.6 
66.59 
28. 95 
11.92 
21.95 
9.26 
70.59 
32.59 
48.68 
23.36 
9.37 
7.58 
21.57 
110. 55 
27.19 
170.84 
206.31 
10.42 
19.82 
27.17 
8.04 
49.52 
8, 96 
8.94 
94.48 
11.3 
22.92 
27.32 
18.11 
36.25 
41.59 
47.04 
11.58 
10. 55 
169. 36 
24.51 
12.47 
41.47 
36.74 
24.44 
12.7 
4. 32 
5.21 
8.1 



10.86 
19.04 
6.4 
36.01 
7.M 
16.1 
37.3 
7.46 
12.95 
7.01 
3.66 
13.21 
30.68 
7. 36 
24.99 
35.63 
237.45 
17.69 
23.24 
10.39 
11.43 
54.82 
19 
10.45 
21.97 
10.05 
69.73 
34. 74 
57.2 
19. 56 
8.13 
3.83 
18.21 
125.02 
20. 99 
203 
271.34 
13.61 
17.04 
17.03 
8.31 
29.14 
6.76 
9.67 
148. 23 
13.49 
21.67 
26.12 
21.19 
36.72 
23.11 
53 
13.21 
11.94 
206. 18 
24. 43 
18.55 
56.9 
28.18 
23.74 
16.35 
7.69 
10.48 
10.8 



4.88 
9.66 
3.37 
26.8 
4.28 
7.83 
18.17 
2.22 
4. 95 
3. 78 
1.54 
7.9 
20.28 
4.35 
20.39 
23.36 
265.35 
16.14 
20.01 
6.13 
10. 36 
51.15 
17.88 
5.66 
16.28 
4.16 
83.45 
25.22 
40.91 
12. 65 
5. 98 
4.52 
16.3 
99. 68 
10.83 
172.85 
159.33 
8.59 
9.21 
25.83 
4.2 
49.74 
7.21 
6.1 
58.48 
7.49 
15.7 
13.97 
9.69 
24.14 
16.35 
30.31 
6.82 
7.59 
166.02 
18.65 
9.69 
42.63 
19.79 
13.45 
6.3 
5.63 
3.53 
4 



5. 87 
11.13 
4. 73 
32.78 
4.58 
10.53 
6.67 
3.99 
6. 75 
5. 92 
5. 33 
13.4 
22. 27 
3.04 
25.61 
22.17 
267. 99 
17.23 
28. 38 
8. 75 
9.7 
35.99 
23.88 
5. 34 
11.86 
2. 94 
100.62 
20.69 
54. 54 
12.71 
7.76 
6.25 
16.71 
141.5 
12.4 
236.63 
199.67 
15.25 
12.98 
27.41 
9.81 
21.66 
11.84 
3.09 
57.97 
11.26 
21.56 
18.4 
13.76 
34.38 
37.33 
36.57 
7.75 
6.37 
148.04 
18.15 
12.47 
53.35 
35.05 
IS. 64 
9.27 
3. 97 
4.29 
5.08 



3.32 
9.7 
2.4 
24.97 
4.45 
7.67 
13. 94 

I. 24 
4.32 
4.27 

1.9 
6.47 
18.14 

I. 89 
21.53 
20. 37 

217.29 
16.65 
14.37 
4. 98 
9. 37 
40.86 
12.85 
5.33 

II. 51 
3.3 

78.25 
15.46 
32.45 
9.05 
4.49 
4.81 
14.02 
89.14 

II. 22 
173.11 
145.83 

7. 68 
10. 99 
28.06 
3. 39 
25. 22 
6.13 
4.67 
27.06 
6.24 
15.92 
14.15 
7.6 
15.98 
18.21 
21.71 
7.03 
5. 51 
156.91 
16.44 
6.23 
39.93 
20.31 
8.65 
7.3 
4.12 
4.15 
2.55 



4.01 
6.74 
3.08 

24.68 
2. 47 

11.12 
7. 68 
4.08 
4.43 
4.19 
4.43 

11.52 

15. 54 
3.84 

17.96 

32.02 
124.09 

22.14 

31.05 
3.24 
7. 54 

33.77 

16.23 
5.38 

22.81 
5.78 
23 

44.93 
1.96 

1K75 
7. 64 
3.89 

11.71 

84. 64 
15.3 

130.31 

119. 57 
5.68 
7.5 
9.08 
4.84 
16.23 
5.19 
4.68 

44.37 
5.84 
5.61 
21.62 
8.43 
38.19 
23.47 
39.12 
6.6 
7. 66 

139.29 
24.18 
10.6 
39.48 
13.54 
14. 29 
4. 68 
2.68 
2.75 
2.83 



4.8 
6.23 
3.26 
26.79 
4.64 
11.23 
7.79 
2.43 
2.01 
2. 32 
3. 57 
9.6 
15. 85 
3.12 
15.3 
14. 36 
112.58 
18.21 
33.16 
8.74 
6.15 
36.69 
14.73 
5.46 
14.69 
3.54 
68.79 
47.18 
27.1 
9.72 
10. 97 
1.17 
11.44 
65. 75 
17.99 
109. 84 
115.9 
9.12 
15.14 
19.74 
3. 89 
19.06 
4.54 
5.3 
46.85 
7.49 
6.9 
27.64 
10. 79 
37.23 
16.65 
34.02 
8.78 
8.47 
234.97 
30.07 
9.09 
28.43 
15.44 
14.44 
16.59 
6.95 
5.07 
4. 28 



6.2 
3.14 
1.62 
25.41 
3.94 
10.67 
6.4 
3.07 
2.87 
3.59 
3. 78 
10.91 
15.69 
4.31 
19.45 
29.35 
108.48 
22.01 
31.64 
3.2 
9.1 
29.67 
16.82 
7.66 
23.12 
5.48 
48. 54 
42.01 
55 
10.83 
6.2 
2.44 
14.19 
71.64 
10. 26 
93.57 
95.8 
6.51 
8.57 
20.17 
6.41 
8.51 
7.08 
4.11 
45.47 
5.62 
4.76 
18.08 
12.73 
25.32 
30.25 
35.42 
5.76 
7.16 
151.61 
29 
9.9 
32.45 
20. 29 
13.63 
5. 52 
6.18 
2.29 
4.31 
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PLACE300Q067 
PLACE3000069 
PLACE30O0O70 
PUCE30O0103 
PLAGE30O0H9 
PLACE30O0121 
PIACE3000124 
PLACE30OO13S 
PLACE3000136 
PUCE3000142 
PLACE3000145 
PLACE3000147 
PLACE3000148 
PLACE3000154 
PLACE3000155 
PLACE30O0156 
PLACE3000157 
PLACE3000158 
PLACE3000160 
PLACE3000169 
PLACE3000181 
PUCE3000194 
PLACE3OO0197 
PLACE3000199 
PLACE3000205 
PLACE30O0207 
PUCE3000208 
PLACE3000213 
PLACE3000215 
PLACE3000218 
PLACE30O0220 
PLACE30O0221 
PLACE300022S 
PLACE3000226 
PUCE3O00230 
PLACE3000231 
PUCE3000235 
PUCE3OO0242 
PUCE3000244 
PUCE3000253 
PLACE30002S4 
PLACE3000271 
PLACE300O276 
PLACE3000304 
PUCE3OO0309 
PLACE3OOO310 
PUCE3000320 
PLACE3OO0322 
PLACE3000330 
PLACE3000331 
PUCE3000336 
PLACE3000339 
PLACE3000341 
PUCE300O350 
PLACE3000352 
PLACE30003S3 
PLACE3000362 
PLACE3000363 
PLACE3000365 
PUCE30Q0373 
PLACE30Q0374 
PLACE3000387 
PLACE30OO388 
PUCE3OO0399 



49.68 

22.6 
28.36 

7.35 
35.89 
42. 11 
419.8 
20.62 

7.68 
24.15 
16.45 
109.42 
66.44 

10.3 
54.28 

9.77 
38.44 
10.22 
19.92 

4.65 
12.63 

1627 

7.18 
19.46 
12. 53 

7.97 

5.49 
40.02 
20.76 
13.39 
61.41 
12.37 
180.89 
20.28 
17.46 

17.8 

9.61 
58.11 
18.63 
56.99 
27.82 
14.58 
13.09 
37.31 
12.29 
51.34 

24.3 
43.24 
28.37 

6.68 
393.24 
11.78 

12.2 
13.71 
17.23 
14.74 
57.42 

9.44 

5.59 
3S.45 
48.65 

5.55 
26.03 
15.37 



45. 52 
20.15 
29. 24 
7.9 

28.1 
31.92 
380.05 
25.87 

8.11 
28.81 
12.13 
62.46 
59. 97 
11.14 
50.77 

6.45 
50.52 

9. 34 
29.65 

6.89 

9. 87 
2636. 2 

4.55 
15.17 
16.93 

6.69 
5.5 
27. 48 

15.1 
10.52 
56.02 

9.42 
144.07 
21.59 
18. 98 
13.66 

7. 55 

27.4 
13.16 
47.97 

25.4 

20.8 
13.68 
49.14 

9.64 
49. 06 
28.51 
35.12 
27.71 

8.07 
473. OS 

5.98 

6.88 
12.66 
29.11 
14.96 

93.8 

8.61 

7.45 
30.27 
44.25 

3.77 
22.21 
13.07 



57.37 
23 
22.17 
9.44 
30; 78 
37.82 
314.65 
26.77 
13.16 
26.5 
16.32 
138.9 
67.42 
12.88 
22.77 
8.44 
36.49 
10.13 
15. 93 
7.90 
13.46 
1913.4 
8.38 
17.17 
16. 84 
7.83 
6.02 
31.62 
17.45 
10.44 
42.84 
6. 54 
131.66 
18. 74 
14.94 
8.65 
8.28 
48.85 
20 
42.85 
19.01 
13.28 
8. 83 
39.5 
9.42 
45.31 
23.33 
33.62 
24.49 
7.67 
270.29 
6.82 
6.99 
10.21 
20.8 
16.82 
72.53 
10. 55 
4.94 
25. 57 
34. 93 
3. 38 
15.9 
9.83 



Table 495 

38.78 41. 13 26. 16 

9.32 14.75 10.81 

14.93 25.34 18.73 

5.25 4.6 6.13 

15.16 14.79 15.09 

38. 13 38.16 27.02 

379.74 412.05 282.09 

15.03 9.64 6. 12 
2.72 3. 39 

11.04 24.59 
7.23 16.52 

40.47 87.42 

62.74 65.96 

7.95 8.64 

23.49 28.34 

2. 67 5. 36 
23.64 29. 36 

4.45 4.83 

8.71 11.7 

4. 88 4. 57 

6.15 6.69 

1710.4 2606.8 

2.14 1.71 

4.98 8.73 

6.91 6.83 

2.48 4.45 

1.68 6.49 
27.29 30.91 
10.19 8.64 

6.03 3.81 

39.7 37 

5.7 3.63 



176.14 175.29 
7.11 11.09 



6.27 
9. 08 
4.48 
17. 82 
8.5 
32. 37 
15.47 
5.71 
2.78 
28.72 
6.2 
11.5 
14.3) 
31.55 
12.33 
6.55 



14.11 
2. 29 
5. 65 
13.76 
7. 54 
25.93 
10.42 
8.52 
7.9 
17.9 
5.6 
35.47 
20.51 
31.68 
15.5 
5.13 



4.18 
15.08 
6.93 
32.89 
38. 34 
6.56 
24.7 
4. 07 
25.04 
3.36 
10.32 
2.21 
4.33 
2399 
1.66 
7.24 
4.67 
2.85 
2.8 
23.89 
8.25 
4.29 
28. 53 
2.33 
127.3 
6.3 
10. 52 
4.95 
4. 02 
17.4 
7.64 
24.8 
14.64 
5.71 
3.42 
18.26 
4.27 
14.78 
12.27 
23.75 
11.35 
3.84 



359.87 515.03 306.41 



3.79 
4.2 
4.66 
9.42 
8.78 
67.02 
4.39 
1.48 
4.05 
16.2 
1.56 
9.86 
5.64 



5.41 
5.65 
8.13 

15.27 
8.26 

59.59 
5.19 
2.65 
7.88 

26.01 
3.57 

12.79 
4.9 



2.48 
4.02 
4.84 
8.16 
6.98 

35. 38 
4.3 
3.2 
3.63 

11.78 
0. 43 
6.37 
3.93 



39.8 
1.9 
8. 92 
2.42 
26.05 
30.65 
411.56 
18.24 
4.52 
9. 37 
8. 46 
57.71 
37.63 
7.31 
10.12 



.62 
.36 
.93 
.77 



2. 
21 
2. 
5. 
2. 88 
5. 58 
3320. 1 
2.79 
6.33 
7. 28 
2.71 
2.64 
26. 59 
15.48 
4.65 
36.15 
5. 09 
77.77 
3.48 
4.65 
6.33 
5.72 
11.61 
10.18 
32. 98 
15. 57 
8.32 
3.8 
33.17 
5.42 
19.66 
15.7 
27.52 
20.66 
2.57 
470.46 
9.74 
4.35 
5.77 
11.43 
10. 37 
59.68 
7.06 
4. 78 
14.16 
24.23 
3. 58 
21.94 
10. 68 



46.08 
9.3 
18.55 
4.32 
30.71 
23.15 
374.59 
11.89 
3.19 
6.94 
9.12 
63.5 
26.14 
6.3 
11.93 
2.16 
24.91 
2.25 
7.29 
2.72 
7.04 
2826. 5 
2.24 
5. 56 
5.87 
2.19 
3. 52 
30. 58 
14.18 
4. 57 
41.5 
3.54 
64.65 
2.23 
3.25 
9.35 
2.93 
10.29 
10. 96 
24.76 
11.42 
6.43 
5. 28 
26.5 
4.79 
9.79 
15.03 
20. 55 
17.37 
2.99 
662.39 
10.29 
5.75 
4.37 
7.14 
5.48 
38.27 
4.68 
2.37 
11.37 
27.25 
2.95 
26.7 
11.05 



41.69 
14.16 
16.21 
5.29 
30.91 
27.55 
344.25 
14.6 
1.88 
11.56 
6.76 
68.14 
36.79 
7.57 
8.34 
2.62 
20.01 
3.02 
4. 57 
3.49 
5.47 
2357. 1 
2.57 
6.07 
4.15 
2.06 
2.46 
23.2 
17.02 
4. 68 
44.54 
2. 87 
86.2 
3.79 
5.88 
7.91 
4.77 
11.25 
16.61 
32.96 
13.74 
8.38 
3.1 
40.23 
6.47 
16.36 
15.45 
23.56 
21.33 
0.04 
717.67 
11.53 
4.94 
7.49 
13.58 
6.79 
60.6 
6.56 
2.95 
15.74 
23.51 
3.21 
24.22 
9.52 
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Table 496 



PUCE3000400 

PLACE30OO401 

PUCE3000402 

PUCE3000405 

PLA£E30O04O6 

PUCE3000413 

PLACE3000416 

PLACE30O0425 

PLACE3000437 

PLACE3000455 

PLACE3000475 

PLACE3000477 

PUCE4000003 

PLACE4000008 

PLACE4000009 

PUCE4000014 

PUCE4000O29 

PLACE4000034 

PUCE4000O49 

PLACE4000052 

PLACE4000062 

PLACE4000063 

PLACE4000089 

PLACE4000093 

PLACE40001OO 

PLACE4000103 

PUCE4000106 

PUCE40Q0128 



42.78 
137,51 
8.43 
7.33 
4.87 
12.33 
84.6 
2.87 
6.08 
$.66 
4.99 
12.61 
30 
8.19 
46.86 
18. 34 
5.3 
10.02 
21.8$ 
47.63 
53.4$ 
56.25 
10.35 
15.33 
8.21 
13.85 
32 
22.05 



PLACE4000129 266.34 
PUCE4000131 59.1 
PLACE4000147 7.89 

PLACE400Q156 15.48 

PLACE4000175 12.45 

PUCE4000190 40.84 

PLACE4000192 35.69 

PLACE4000206 33.82 

PLACE4000211 12.98 

PLACE4000214 13.12 

PIACE40OO222 35.3$ 

PUCE4000223 14.88 

PLACE4000229 12.38 
PLACE4000230 9. 56 

PUCE4000233 22.71 

PLACE4000239 10.07 
PUCE4000247 15 

PLACE4000250 16.14 

PLACE40002S2 10.01 

PLACE40O02S9 25.72 

PUCE4000261 23.52 

PUCE4000264 176.03 

PLACE4000269 71.18 
PLACE4Q00270 7.6 

PLACE4000281 15.26 
PLACE4000300 8.43 

PLACE4OO0320 12.37 

PLACE4000323 IS. 16 

PLACE4000326 11.15 

PLACE4000344 27.71 

PLACE4000347 156.82 

PIACE4000354 15.47 
PLACE4000367 8.63 

PLACE4000369 11.27 
PUCE40O0379 6.35 
PLACE40003871 25.99 



33. 52 
137.03 
7.72 
4.67 
3.39 
14.38 
58.17 
4.19 
4.62 
7.45 
$.71 
9.21 
20.47 
8.19 
36 
18. 57 
5.07 
8.01 
18. 26 
33.03 
46.6 
68.62 
13.8$ 
18. 02 
7.32 
15.73 
18.81 
18.53 
156.01 
45.51 
7.51 
18.75 
10.41 
40.93 
24.13 
29.03 
13.88 
6. 23 
30.73 
14.83 
12.15 
8.77 
24.01 
7.4 
11.82 
18. 27 
5.15 
27.31 
25.16 
156.54 
49.07 
6. 37 
16.07 
9.82 
11.22 
16. 25 
8. 97 
32.93 
129.54 
9.46 
5.47 
6. 37 
6 

34.88 



30.29 
95.06 
4.24 
7.44 
$.42 
16.34 
41.71 
4.03 
9.74 
7.23 
5.08 
10.6 
39. 94 
9. 59 
37.99 
19.39 

5. 95 
6.28 
18.64 
40.39" 
50.02 

67.5 
13.41 
19. 57 
11.21 
12.84 
23.23 
23.14 
188.25 
65.57 
11.76 
19.37 
18.08 
32.85 
23.88 
26.48 
13.86 

9. 29 
34. 54 
15.03 
12.52 

9. 56 
29. 85 

9.42 
15. 56 
20.25 
12.75 
16.16 

22.9 
119. 76 
62.08 

8. 
18.29 

6. 78 
11.92 
19.16 
10. S3 
24.51 
154.28 
11.43 

7.82 

9.31 

4.77 
32.06 



11.43 
91.28 
2.44 
2.73 
4.46 
10.31 
94.1$ 
2.67 
3.57 
5.48 
4.69 
8.81 
8.43 
5. 97 
37.22 
16.62 
2.91 
5.12 
14. 38 
17.99 
32.69 
55.27 
10. 66 
10. 49 
7.61 
6.67 
18.35 
8.88 
120. 37 
41.68 
3.51 
9.1 
11:94 
23.06 
16.77 
11.73 
7.96 
3.45 
24.03 
7.36 
4.51 
4.66 
11.57 
6.8 
9.41 
16.54 
1.39 
12.78 
11.05 
135.7 
23.03 
4.69 
6.09 
6.3 
6.27 
9.12 
4. 35 
14.27 



26.51 
111.28 
6.58 
3.S 
6.89 
15.31 
126.08 
4.11 
11.5 
5. 38 
5.48 
9.19 
18.43 
7.85 
51.39 
19.49 
4.87 
7. 93 
19.7 
16.08 
40.48 
69. 37 
10.48 
13. 84 
6.2 
14. 38 
21.38 
10. 24 
95.41 
34.82 
5. 07 
12.85 
9.67 
35.22 
21.59 
17.97 
9. 94 
7.5 
24.44 
10.28 
6.31 
7.06 
13.98 
7.34 
13.91 
17.86 
3. 96 
19. 39 
14.2 
191.67 
41.63 
5.92 
10. 92 
8.5 
10.09 
14.06 
4.69 
30.44 



69.79 129.04 
7.01 8.32 



5.38 
5.27 
3.22 
17. 26 



5.39 
4.5 
2. 93 
20.66 



8.47 
51.38 
2.29 
S.1 
4.16 
7.77 
86.52 
2.12 
3 

4.19 
5. 91 

10.36 
9.82 
6.93 

35.97 

16.59 
2.62 
4.55 

19. 05 

20.28 

26.08 

73.6$ 
9.25 

10.33 
7. 32 
6.43 

15. 86 
9.S7 
112.42 

39.78 
3.9$ 

10.65 
2.4$ 

2$. 66 

17.55 
14. 
9.19 
4.1$ 
20.1 
5.52 
4.98 
S.7 

13.77 
$.09 
8.87 

12.73 
3.1 
6.44 
9.22 
147.27 

24.74 
4.81 
7.61 
7.03 
$.43 
10 
4.13 

19.64 

79.82 
6.S5 
6.72 
4.05 
2.33 

16.67 



52.76 
81.66 
8.31 
3.7 
3.34 
6.83 
51.61 
2. 08 
3.57 
5.5 
3.2 
8.13 
12.11 
4.18 
11.09 
6.08 
3.69 
5.88 
12. 54 
24.01 
39.71 
45. 78 
5.68 
17.17 
5.19 
4.02 
17.78 
11.18 
148. $4 
18.29 
2. 77 
15.8 
$.38 
12.42 
17.75 
17.45 
6.64 
4.9$ 
20.58 
4.16 
4.32 
4. 97 
8.53 
4.49 
8.67 
10.47 
2.21 
6.29 
13.61 
10S. 16 
71.71 
3.06 
6.44 
3.68 
4.47 
6.05 
4.28 
5.14 
138.06 
3.28 
3.84 
4.11 
3.1 
6. 75 



33.47 
72.2 
7.96 
5.44 
4.69 
11.34 
89.65 
0.77 
3.87 
5.74 
5.35 
7.94 
10.52 
5.57 
18.85 
T3.2 
3.02 
5.27 
13. 96 
22.07 
3$. 99 
60.53 
5.4 
14.$ 
5.2 
8. 73 
20. 58 
17.49 
98.31 
19.7 
5.32 
15.48 
$.69 
10.73 
19.51 
20.1$ 
31.04 
7.25 
28.37 
7. $7 
4.28 
9.82 
11.22 
4.54 
$.24 
8.04 
3.92 
19. 39 
14.62 
95.1 
82.6 
3.68 
6.66 
2.93 
4.26 
4. 54 
3.68 
9.78 
137.09 
S.96 
3.95 
4.32 
3.32 
8.86 



38.46 
62.65 
5.44 
3.66 
2.59 
9.07 
63.01 

I. 54 
4. 77 
3.82 
2.87 
5.96 
8.23 
3.47 
7.53 

15.87 
2.87 
S.14 

11.0$ 

24.29 
45 
44.9 
5. 5$ 

14.04 
4.71 
6.65 

18.06 

11.75 
136.33 

30.83 
2.52 

10.02 
6.89 
11 
19.4 

20.02 
6.54 

13.71 

25.45 
5.85 
3.98 
3.71 
9. 26 
3.S4 
7. 39 

II. 21 
2 

9.08 
13. 29 
89.72 
52.18 
3.44 
5.1 
2. 96 
2. 85 
4.03 
4.6$ 
8. 
135.75 
4.83 
3.64 

2.21 
3.97 
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PUCE400O392 
PLACE400O399 
PIACE4000401 
PLACE400Q403 
PUCE400041I 
PLACE400041S 
PLACE4000416 
PLACE4000424 
PIACE4000431 
PLACE4000443 
PLACE4000445 
PLACE4000450 
PUCE4Q00455 
PLACE4000465 
PLACE4000466 
PIACE4000472 
PUCE40004S7 
PLACE40Q0489 
PLACE4000494 
PLACE40Q0502 
PUCE4000521 
PLACE4000522 
PUCE4000537 
PLACE4000548 
PLACE4000558 
PLACE4000581 
PLACE4000590 
PLACE4000593 
PLACE4000612 
PLACE4O0O638 
PLACE40006SO 
PUCE4000651 
PLACE4000BS4 
PLACE4000670 
PUCE40OO685 
PLACE4Q00687 
PLACE5000003 
PLACE500000S 
PLACES000019 
PLACE5000021 
PLACE5000022 
PUCE500O024 
PUCE500O036 
PUCE500O059 
PLACES000076 
PIACE5000117 
PLACE5000143 
PLACE5000152 
PIACE500O154 
PLACE50OO15S 
PLACE50001S5 
SKNMC1 000004 
SKWC100001 
SKNHC1000013 
SKIOC1000014 
SKMKIOOOOia 
SKNHC1000020 
SKNVC1000046 
SKNHC10000S0 
SKMK1 000062 
SKWC1000075 
SKWC1000082 
SKWC1000091 
SKMK100O099 



8.31 
S3. 9 
4.22 
8.42 
20.23 
8. 15 
35.43 
43.93 
10.44 
50.64 
5.42 
9.85 
167.91 
31.84 
13.01 
165. 28 
10.38 
6.6 
70.51 
204. 58 
28.26 
18.46 
9.79 
12.35 
56.63 
9.34 
4.28 
9.43 
50. 54 
8.47 
11.71 
10.02 
40.79 
7.33 
27.36 
5.87 
13.69 
17.05 
9.12 
28.4 
44.41 
5.49 
104.88 
13.88 
102.38 
10.83 
12.99 
183.88 
90.61 
33.2 
113.75 
1323.5 
6.28 
14.72 
20.79 
9.56 
25.49 
24.6 
8.51 
26.94 
11.6 
22.01 
36. 26 
11.34 



9. 76 
51.54 
3.76 
5. 82 
15.5 
4.8 
25.11 
33.38 
8.78 
44.47 
4.17 
6.68 
132.51 
25.74 
11.54 
158.69 
6. 99 
7. 97 
55.91 
180.8 
22.58 
20. 38 
11.19 
10.52 
61.59 
8.43 
4. 39 
8.29 
44.64 
6.12 
6 

10.01 
37.09 

7.03 
21.25 

2.72 
15.66 
13.36 
11.36 
29.38 
69.47 

3.54 

78.2 
12. 58 
115.06 
17.74 

9.49 
202.8 
106. 58 
24.58 
76. 52 
940.91 

9.06 
15.01 
23.92 

6.87 
27.02 
15.36 

7.09 
17. 98 

7. 44 
16.02 
39. 39 

6. 86 



11.03 
53.26 
3.44 
6.5 
IS. 73 
4.61 
24.69 
31.83 
8. 78 
41.43 
3.6 
6.23 
128.81 
18.83 
9.57 
152.44 
9.12 
5.85 
43. 58 
176.1 
17. 07 
16. 27 
9.86 
9.27 
46.82 
8.7 
2.54 
6.55 
46.86 
6.11 
6.58 
7.86 
28.74 
6.77 
26.71 
5.94 
16.08 
13.46 
11.73 
31.96 
62.06 
5.62 
100.83 
10.61 
146.87 
16.15 
15.16 
96.28 
44.13 
26.07 
82.55 
1083.3 
11.61 
20.62 
26.42 
12.44 
25.39 
17.74 
7.49 
24.61 
13.24 
26. 
43 

15.64 



3.63 
20. 64 
3. 96 
4.19 
8.23 
4.06 
17.72 
13.69 
5.88 
26.49 
3.57 
4.72 
98.87 
10.79 
6.56 
150. 34 
4.68 
3.99 
29.17 
156.92 
7.12 
10.46 
4. 99 
3.9 
23.74 
5.21 
2.29 
6.59 
32.73 
6.07 
1.78 
4.63 
21.7 
5.23 
7.25 
3.75 
8. 92 
14.47 
6.9 
18.99 
68. 78 
3.22 
80.5 
5.28 
71.48 
14.79 
8.13 
147.85 
75.4 
16.94 
90.32 
665.71 
4.48 
10.84 
20.23 
5.32 
13.63 
13.48 
5.47 
14.13 
7. 34 
8. 38 
12.98 
6.38 



5.95 
28.55 
3.49 
7.67 
11.19 
6.07 
17.34 
19.37 
4.85 
37.08 
7.43 
6.64 
124.22 
23.42 
6.92 
164.09 
4.63 

5.8 
31.84 
166.08 
15.76 
14.51 
6.2 

4.07 
32.06 

3.71 
1.9 

7.86 
32.12 

5.18 

5. 39 

8.67 
29. 39 

9. 34 
13.45 

3.52 
15.85 
17. 35 

5.65 
19.21 
41.05 

3.37 
90. 12 

9. 26 
155.46 
20.06 

9.83 
104.4 
77.68 
31.52 
103.03 
1250.5 
12.47 
11.72 
26.13 

9.73 
25. 33 
22.27 

4. 73 

15.7 
10. 78 
13.04 
23.22 
7.5 



3.64 
18.63 
2.6 
4.85 
9.81 
4.23 
16.23 
13.98 
3.5 
21.33 
5.38 
4.07 
95.79 
11.27 
4. 59 
112.33 
2.93 
4.43 
24.64 
118. 92 
9 

9.51 
4.43 
4.41 
21.71 
3.17 

r. 58 

5.28 
18. 75 
3.4 

2.69 

3.43 
18. 93 

3.97 
14.89 

3.04 
13.17 
13.76 

5.55 
16.52 
40. 85 

3.62 
87.43 

6.17 
121.21 
15.63 

8,06 
116.95 
45. 59 
23.72 
88.36 
673. 39 

5.45 
12.41 

18.1 

4.54 
12.68 
16.07 
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SKNUC1000104 
SKNMC1000113 
SKNHCIOGOm 
SKHHC1000M2 
SKNHC1000V70 
SKfiHC1OO0178 
SKNVC1000194 
SKWC1 000198 
SKMIC10O0225 
SKNKC10O0249 
SPLEN1000007 
SPLEN1000012 
SPLEN1000014 
SPLEN10OOO36 
SPLEN10000S9 
SPLEN1000O68 
SPLEM0O0O72 
SPLEN10O01O1 
SPIEN1000108 
SPLEN 1000 113 
SPLEN1000114 
SPLEN1000132 
SPLEN1000135 
SPLEM000136 
SPLEN1000141 
SPLEN1000164 
SPLEN1000166 
SPLEN10OO175 
SPLEN10001B2 
SPLEN1000185 
THYIU1000004 
THYHU1000009 
THYMU1000015 
THYIW1000016 
THYMU1000023 
THYHU1 000034 
THYMU1000035 
THY1U100O037 
THYHJ 1000042 
THYMU1000047 
THYMU1 000080 
THYKU1 000094 
THYMU100O109 
THYKU100O127 
THYKJ1Q00130 
THYHJ10OO137 
THYHJ1000146 
THYKJ1000159 
THYMJ1 000163 
THYKU1 000167 
THYKJ1000186 
THYR01000017 
THYR01000026 
THYRO 1000034 
THYR01 000035 
THYR01 000036 
THYRO 1000040 
THYR01000061 
THYR01Q0O067 
THYRO 1000070 
THYRO10O0072 
THYRO 1000084 
THYR01 000085 
THYR01000086 



242.49 183.41 
15.01 12.68 



16.76 
45. 53 
17.58 
16. 52 



17.55 
34.91 
14. 67 
20.57 



7.33 
18. 76 



8.61 
29.87 



100.44 119.68 
23.35 22.68 



10.7 10.7 

15.31 13.75 

74.22 59.99 

14.69 11.54 

39.71 33.5 

20.63 22.57 
19.88 16.93 

71.97 43.16 
7.69 6.28 

11.47 6.64 

16.01 14.75 

5.96 4.51 

10.57 8.18 

23.91 23.93 

42.88 39.73 

15.72 13.33 

12.98 9.08 
19.26 16.94 
67.34 58.35 

6.38 8. 35 

48.79 34.96 

14.59 13.55 

19.34 18.55 
6.78 4.3 

6. 35 6.23 

390.65 392.5 
8.93 7.8 

9.69 6.41 

6.85 3.93 

25.64 25.03 
20.17 51.54 
11.12 6.99 

228.62 201.78 195.22 

44.2 30.97 37.5 

21.64 17.3 15.84 

6.81 10.03 8.23 

11.97 7.39 7.48 

10.45 10.21 6.17 

8.08 8.93 9 

67.79 51.53 54.02 

8.33 8.15 3.89 

24 17.58 11.71 

10.24 8.59 6.72 

39.83 32.92 35.9 

34.67 27. 15 24.29 

16.2 14.28 11.79 

9.47 7.71 9.48 

18.28 19.76 15.63 

16.85 13.02 12.06 

9.96 13.03 10.58 

21.57 19.92 18.73 
9.91 5.58 5.31 

29.04 36.56 22.76 

13.56 10.42 8.08 



17.05 
35.51 
21.54 
23. 49 
211 
14. 32 
11.61 
24. 52 
87.32 
30.9 
16.74 
18.53 
63.53 
10.05 
32.87 
21.07 
14. 96 
57.46 

12. tt 
14.36 
7.38 
9.39 
20.23 
42.83 
13.69 
11.45 
15. 
68.22 
5.56 
41.97 
14.88 
12.08 
5.54 
6. S3 
375.97 
9.14 
7.36 
5. 82 
24.74 
27.22 
9.51 



38 -201.28 226.18 182.82 



8. 52 
20.7 
10. 33 
7.26 



14.24 
25.14 
12.31 
16.72 



10. 52 
23. 85 
8. 53 
11.75 



6.9 
2. 23 
7.87 

52. 94 

13.07 
6. 92 
8.26 

32.33 
7. 95 
12.1 
11.6 
6.06 

18.69 
3.65 
7.54 
7.29 
2.74 
3.86 

10.77 

27.16 
7. 76 
4. 56 
7.48 

30.69 
4.69 

30.97 
8.47 
8.34 
2.79 
4.39 
306.71 
5. 88 
4.28 
2.75 

13.43 

17.42 
6.45 



9.12 

3. 73 

13.1 
84. 28 
19.76 

9.27 
13.65 
49.13 

8.19 
19.81 
16.29 

9.86 
27. 56 

4.35 

8.23 

9.65 

4.42 

4.71 
11.86 
32.91 
12.46 

6.01 

9.23 
30.43 

4.56 
32.65 

10.1 
11.37 

2. 51 

3.65 
379.09 270.69 

4.95 4.81 



6.49 
3.19 
9.06 
50.45 
17.1ft 
7.23 
10.56 
32.58 
6.93 
12.24 
10.46 
7.47 
26.8 
2.67 
7.26 
6.3 
2. 34 
4.73 
10.15 
23.4 
6. 69 
5.04 
5. 92 
27.88 
3.06 
27.64 
5 

5.93 
1.91 
4.2 



3.96 3. 33 

3.24 2.02 

16.94 11.38 

19.98 26.99 

6.49 4.35 
195.65 173.29 154.39 

12.05 18.11 17.75 
7.65 12.45 

3.35 5.2 3.34 

8.11 7.24 6. 17 

6.28 6.42 3.77 

5.33 5.95 3.66 

27.07 31.06 17.27 

3.94 4.49 2.65 

8.21 11.63 5.25 

5.28 7.77 4.55 

29.82 39.02 28.63 

22.39 30.44 22.35 

9.92 10.8 4.36 
4.32 5.63 

8.28 5.85 4.81 

8.02 8.96 4.34 

5.63 9.48 4.69 

19.89 17.94 12.39 

3.9 6.43 2.97 

13.84 17.05 13.37 

7.5 9.36 4.67 



9.72 
18.86 
8.83 
8.01 
247.45 
4.97 
2. 64 
5.41 
35.91 
12.83 
6.86 
13.22 
29.87 
3.18 
19.97 
9.19 
5.18 
32.73 
3.12 
5.5 
8.14 

I. 47 
4.9 

16.69 
23.31 
9.59 
6.49 
11.34 
28.16 
£.86 
26. 98 
7.34 
10.39 
5.14 
3.1 
454.49 
5.06 
4. 24 
2.08 
25.77 
13.06 

II. 14 
235.81 

24.49 
10.24 
4.41 
5.13 
4.54 
7.57 
75.27 
3.36 
6.04 
4.15 
26.88 
22.09 
7.94 
5.07 
6.42 
7.22 
20. 02 
9.77 
10.41 
10. 59 
6.64 
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Table 499 



THYR01000087 

THYR0100009Z 

THYR01000093 

THYR01000099 

THYR01000HJ7 

THYR01000111 

THYR01000121 

THYRO10O0124 

THYR01000129 

THYR01000130 

THYR01000132 

THYR01000134 

THYR01000144 

THYR010OO155 

THYR01000156 

THYRO10O0163 

THYR01 000173 

THYR01000186 

THYR01 000187 

THYR01000190 

THYR01000196 

THYR01000197 

THYR01000199 

THY R0 1000206 

THYR01000221 

THYR01000222 

THYR01 000228 

THY R01 000241 

THYR01 000242 

THYRO1O0O248 

THYRO 1000253 

7HYR0 1000270 

THYRO 1000279 

THYR01000285 

THYRO 10002 88 

THYRO 1000296 

THYRO 1000320 

THYR01 000322 

THYR0 1000327 

THYR01000343 

THYRO 1000345 

THYR010O0358 

THYR01000S68 

THYRO 1000375 

THYR01 000381 

THYR01000387 

THYR01000394 

THYR01000395 

THYR01000400 

THYR01 000401 

THYR01000407 

THYR01000420 

THYR0 1000438 

THYR01O0O452 

THYR01O0O455 

THYR01 000471 

THYRO 1000481 

THYR010004S4 

THYR01000488 

THYR0IO0OS01 

THYR01000502 

THYR01000505 

THYR01000535 

THYROlOflOSSfi 



51.14 
26.07 
4.26 
9.62 
70.48 
13.96 
31.45 
54.83 
8. 59 
12.23 
7.93 
17.2 
23.66 
35.26 
37.13 
56.18 
8. 52 
35. 39 
17. 39 
7.06 
8.72 
13.75 
6.8 
20. 09 
6. 96 
56.33 
148.64 
7.79 
18.16 
21.57 
10. 77 
12.58 
15.04 
1215.2 
24.11 
40.86 
12.29 
37.49 
29.25 
16.65 
6. 25 
13.06 
5.38 
14.1 
10.31 
11.39 
61.78 
29.06 
10. 51 
10.42 
111.95 
15.01 
8. 38 
15.04 
7.17 
78.16 
6.9 
19.83 
23.64 
11.59 
55.86 
9.64 
37.32 
102. 92 



69.3 
28.19 
2.01 
5.87 
59. 74 
11.92 
32.43 
35.35 
9.01 
8.25 
8. 79 
6.06 
30. 56 
37.35 
43.79 
53.4 
8.35 
31.09 
15.95 
7. 97 
14.15 
17.13 
9.71 
21.74 
7.15 
56. 17 
127.09 
5.72 
23.99 
18.12 
13.3 
12. 99 
13. 53 
1221.3 
22.65 
36.2 
9.4 
34.76 
26.35 
12. 58 
7.77 
10.33 
5. 26 
11.6 
3.3 
10.61 
50. 97 
37.87 
10*51 
9. 53 
92.99 
13.25 
5.22 
12. 59 
8. 57 
81.99 
7.89 
12.76 
20. 75 
12.72 
52.65 
7.65 
41.34 
92.57 



41.47 
30.84 

4.16 

9. 26 
59.68 
12.38 
38.13 
48. 22 

8.49 
10.08 
12 
9.3 
32.27 

35.3 
38.99 
58.15 

6.58 
36.48 
24.02 
10.3V 
13.33 
15.02 
11.38 
25.04 

5.44 
63.27 
184. 25 

S.15 
29.76 
24. 56 

16 
17. 24 
16 

1148 
22.01 
38.51 
14.15 
35.08 
19.48 
17.82 

6.06 
11.35 

6.26 
18.84 

9.78 
13. 54 
22.02 
27.54 

9.69 
10. 77 
98.17 
17.92 

8. 85 
12.97 

9.52 
62.01 

8.46 
16.87 
23.35 
13.28 
49.31 

7.27 
38.41 

85.3 



29.99 
13.75 
1.77 
3.68 
39.34 
7.04 
15.06 
37.6 
5.14 
6.62 
5.35 
6.24 
27.55 
18.99 
24.77 
23.96 
5.25 
14.41 
6.63 
6.43 
14.25 
14.96 
6.6 
13.14 
4.48 
37. 58 
73.36 
4.42 
25.09 
19.46 
9.6 
8.11 
8. 28 
961.64 
13.89 
33.51 
6.59 
17.69 
16.99 
8.18 
4.74 
6.24 
3.15 
8. 56 
4.37 
4.54 
14.67 
18.13 
3.23 
6.74 
63.29 
11.1 
5.12 
5.92 
2.62 
65.6 
4.91 
10.37 
20.89 
7.74 
44.07 
5.56 
38.72 
76.31 



58.4 
13.51 
3. 46 
8.63 
64.57 
9.78 
18.17 
35.37 
9.82 
6.95 
7.15 
6.27 
32.97 
24.31 
34.58 
28.08 
10.18 
13.8 
8.73 
5.1 
10.93 
17.34 
11.32 
17.5 
6.31 
40.7 
64. 55 
5 

51.85 
20.13 
16.01 
13.02 
14.2 
1121.8 
25. S3 
37.84 
7.17 
26.05 
27.29 
11.42 
8. 59 
8. 76 
3.94 
5.99 
5.3 
5. 97 
26. 91 
24.45 
12.01 
5.06 
75.05 
11.62 
4.11 
10.6 
LSI 
82.48 
7.54 
11.59 
21.13 
9.03 
46. 78 
5. 82 
38. 24 
104. 96 



26.89 
9.94 
3.25 
4.69 
40. 78 
5.89 
17.71 
31.52 
6. 06 
6. 32 
7.04 
12.5 
28.83 
20.42 
23.66 
23.46 
4.15 
14.41 
8.87 
6.9 
7.74 
16 
10.32 
12.03 
3. 94 
31.29 
57. 59 
4.49 
27.45 
15.33 
8.45 
8.87 
7.73 
816.57 
14.41 
29.24 
6.08 
19.02 
15.75 
7.21 
3.02 
7.32 
2.68 
5.1 
5.96 
3.46 
8.08 
14.15 
5.63 
4. 73 
58.17 
8.56 
4.31 
6.13 
3.44 
70.86 
4.12 
9. 38 
19.59 
6.79 
38. 57 
3. 
31.02 
62.73 



61.05 
17. 56 
2.69 
5.9 
35.76 
9.55 
26.05 
34.87 
8. 93 
6.99 
4.12 
5. 33 
18.04 
31.31 
18.78 
11.7 
3.25 
7.62 
5.49 
4. 78 
3.75 
8.34 
5.5 
7. 45 
3. 81 
35.13 
55.06 
2.68 
12.5 
9.29 
6.71 
9. 06 
7.71 
1261.8 
22.83 
32. 78 
5.28 
19. 43 
10.07 
10.1 
4. 68 
8.15 
6.19 
3.89 
4.17 
10. 59 
6. 98 
25. 79 
3.72 
3.24 
51.33 
12.79 
4. 22 
2.16 
2.63 
81.77 
2.78 
11.21 
15.6 
8. 05 
44.58 
3.98 
23.49 
51.56 



53.08 
21.51 
3.3 
7.16 
61.82 
11.53 
28. 32 
27. 99 
8. 73 
9. 76 
4. 66 
7.31 
19.4 
40.6 
36.39 
14.01 
4. 22 
12.05 
7.02 
5.24 
6.65 
11.47 
6.51 
6.8 
4. 45 
33.5 
55.21 
4.65 
20.02 
10.17 
8.04 
8.16 
7.11 
1135.7 
21.93 
49. 02 
11.64 
23. 34 
12. 24 
9. 05 
4.72 
6.51 
3.06 
3.2 
5.35 
5.84 
9.73 
23.19 
3.73 
5.18 
55. 33 
12.37 
4.7 
3.93 
2. 18 
51.28 
3.16 
9.7 
20.62 
7.95 
40. 93 
5.47 
20.01 
50.77 



61.77 
22.34 
2.41 
4.32 
50. 34 
9.66 
34.79 
31.75 
10.55 
9.68 
3.86 
5.41 
19.02 
29.86 
21.81 
16.02 
4.73 
15.91 
6.9 
5.17 
9.84 
6.36 
7.17 
7.63 
3.66 
43.65 
55.09 
4.26 
16.61 
9.72 
5.73 
7.99 
4.92 
1518.7 
20. 34 
40.29 
9.29 
20.74 
13.52 
8.44 
4.12 
9.21 
2.43 
3. 55 
3.59 
3.07 
11.33 
25. 
3.08 
5, 

55.02 
14.41 
3.13 
4.57 
2.11 
74.06 
5.02 
11*91 
19.42 
10.26 
38.11 
2.02 
18.32 
49. 93 
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Table 500 



THYR01Q005S8 
THYR01000569 
THYRO1O00570 
THYR0100O572 
THYR0100O573 
THYRO1O0OS77 
THYR01 000580 
THYR01000584 
THYRO1O0O585 
THYR01 000596 
THYRO1000602 
THYRO1O00605 



THYRO1O00615 134 
THYR01000625 
THYR01000636 
THYR01000637 
THYR0100O641 
TWR01000657 
TNYR01000658 
THYRO1O0O662 
THYR01 000666 
THYR01000676 
THYR01000678 
THYR01000684 
THYR010QO694 
THYR01000699 
THYR01000712 



17.91 
18.22 
7.23 
10.91 
14. 37 
10.63 
30.51 
11.56 
23.44 
27. 78 
16.67 
9.11 
17.55 
23.82 
13.12 
11.89 
30.36 
16.61 
17. 46 
20.17 
81 
4.97 
5.42 
37 
17.27 
5.74 
25. 62 
SO. 52 
14.11 
36.92 
37.33 
10.25 
9. 87 
37.69 
8.27 

THYR01000815 109.41 
33.86 
9.51 
27.06 
7.86 
24.69 
7.12 
9.21 
57.27 
13.67 
9.33 
8.9 
9.19 
6.89 
14.99 



THYRO1O0O715 
THYR01000716 
THYR01000717 
THYRO1OO0723 
THYR01000734 
TWR01000748 
THYR01000755 
THYR01000756 369. 
THYR01000776 
THYR0100O777 
THYR01000779 483 
THYRO1OO0782 
THYRO1O0O763 
TWR01000786 
WR01000787 
THYR01000792 
THYR01000793 
THYRO1OO0795 
THYR01000796 
THYR01000798 
THYROI00080O 
THYR01000805 
THYR01000815 
THYRO100O829 
THYR01000835 
THYR01000843 
THYR01000846 
THYR01000852 
THYRO1000855 
THYR01000865 
THYRO1000866 
THYRO1000881 
THYRO1000894 
THYR01000895 
THYR01000916 
THYR01000917 
1NYRO1000926 



8.54 
6.63 
9.09 
52.16 
8.96 
9.73 
40. 56 
39.96 
8.99 
43.85 
19.04 
10.06 



7.17 
4. 92 
6.95 

31.52 
8.49 
7.83 

32.54 
36.8 
7.37 

33.14 

15.25 
9.44 



,15 117.37 
33.27 24.69 



16.49 
22.2 
5,87 
9.86 
9.48 
9.43 
33.5 
11.35 
18.73 
27.85 
11.78 
6. 35 
14. 87 
23.25 
15.14 
15.21 
26.4 
19.91 
14. 06 
21.24 
334.57 
4.99 
5.63 
458.9 
20. 25 
5.45 
30.48 
37.21 
1M 
35.83 
45.29 
11.63 
14.22 
54.75 
6.21 
92.13 
25.13 
9.82 
16.5 
5.91 
25.37 
7.47 
5.67 
46.1 
12.21 
7.11 
5.89 
7. 72 
10.63 
10.81 



6.38 
4.79 
8.33 
39.78 
fr.82 
7.69 
29. 95 
31.93 
6.65 
32.61 
10.78 
5.91 
85.97 
16.68 
14.48 
13.43 
6. 32 
8.65 
5.1 
8.46 
45.43 
8.48 
20.73 
20.27 
10.72 
4. 55 
12.31 
21.02 
11.94 
12.45 
21.78 
16.12 
15.87 
19.88 
369.63 
7.55 
6.34 
483.51 
23.35 
6.68 
26.26 
54.05 
15.65 
42.61 
88. 32 
14.01 
12.83 
19.73 
6.02 
90.62 
34.71 
10.3 
24.96 
13.48 
23.66 
10.43 
8.64 
51.69 
13.18 
11 
10.11 
16.87 
12.32 
12.37 



4.15 
4.77 
5.27 
12.92 
4. 33 
3.93 
22.22 
19.25 
4.19 
22.94 
7. 23 
6.29 
86. 81 
12.6 
12.48 
10. 39 
4. 82 
6. 93 
6.28 
6.7 
12.9 
6.32 
10.13 
12. 26 
5.47 
5.62 
9.08 
20.98 
8.87 
6.9 
10.82 
11.94 
5 

13. 28 
298. 51 
4. 25 
5. 34 



8.61 
4 

6. 38 
33.15 
8.49 
6.26 
19.86 
25.5 
6.67 
31.65 
11.51 
6.99 
98.31 
10.75 
11.49 
14.05 
10.06 
7.74 
6.83 
6.85 
20.33 
9.3 
15. 99 
16.45 
10.25 
6.31 
11.99 
27. 37 
12 
9. 22 
20.63 
17.61 
7.52 
17.61 
345.41 
6. 18 
6.01 



453.87 549.42 
14.58 17.12 



5.43 
16.78 
28.71 
4. 55 
19.08 
42.19 
6.19 
9.06 
33.2 
5.33 
43.51 
19.68 
6.71 
16.28 
4.53 
12.67 
2.52 
3.4 
32.65 
9.6 
5.66 
3.35 
5.02 
4.97 
6.79 



9. 62 
13.18 
18.06 
6.72 
27.16 
57. 36 
10.21 
8.1 
22. 36 
8.39 
38.14 
21.68 
6. 28 
19.34 
6. 28 
20.2 
5.79 
6.56 
43.74 
10.62 
6.12 
4.07 
6.67 
9.51 
9.95 



3.01 
3.41 
6. 54 
30.73 
6.35 
2.6 
19.81 
16.24 
4.86 
11.59 
11.78 
4.61 
67.16 
20.13 
6.7 
9, 78 
3.87 
7.68 
5.43 
6.96 
13.81 
8. 37 
8.49 
11.06 
5.99 
3.48 
7.67 
20.44 
7. 65 
5.08 
14. 48 
9. 39 
5.42 
14.04 
273.28 
4.82 
4.03 
449.1 
13. 37 
4.88 
14.48 
26. 25 
7.1 
19. 55 
40.15 
5.98 
7.49 
23.21 
4.44 
25.61 
18. 45 
4.65 
15.73 
7.74 
12.5 
2.98 
3.18 
27.97 
12.24 
4.31 
4.72 
5.27 
5.39 
6.06 



4. 26 

3. 56 
5.25 

30. 68 
13.45 

2. 58 
24.19 
26.15 
5.4 
15.52 

8.87 
4.9 
77.31 

8. 38 
8.72 
9. 07 
8.42 

9. 53 

4. 59 
7.92 
14.6 
4.16 

9 

26.97 
12.29 
7. 37 
12.79 
15.76 
7.48 
30; 93 
30.94 
9.31 
7.82 
14.7 
259. 37 
2. 58 
3.82 
368.6 
15.61 
3.62 
32.89 
20.11 
6.13 
34.91 
12.57 
7 

5.04 
13.79 
3.81 
31.76 
16.87 
5.41 
6.22 
3.89 
9.33 
4.3 
5.99 
46.24 
10.21 
4.14 
4.32 
4.16 
6.77 
7.42 



2.04 
3.02 
4. 89 

23.84 

11.85 
3.82 

17. 34 

21.02 
3.58 

10.68 
7.72 
5.21 
67 
6.86 
6.17 
5.2 
4. 55 
8.35 
4. 62 
7.09 

13.53 
5.02 
7. 38 

17.92 
9.36 
3.08 
9.26 

18.98 
6.69 
6.96 
22.3 
6.61 
5.84 

23.04 

366.07 
5.02 
3.75 



3.45 
3. 94 
7.09 

11.23 
8.38 
2.74 

25. 52 

19.13 
2.99 

14.47 

10.81 
5.08 

84.37 

11.76 
8. 59 
7.26 
2.07 

10. 94 
4.77 

10.69 

16.48 
6.44 
9.87 

24.98 
8.6 
5. 06 
13 

18.68 
6.98 
7.18 

30. 26 
13.3 
7.09 

21.01 

273. 
3. 55 
3.21 



510.93 458.47 
16.4 16.35 



5.19 
30.78 
24.5 
7.14 
38. 74 
21.17 
11.89 
7.33 
16.89 
4.14 
21.16 
14.34 
5.24 
7.81 
7.02 
10. 39 
6.1 
8.76 
39.05 
16.82 
4.68 
4.09 
6.12 
7.94 
7.03 



3.8 
26.94 
22.66 
8. 33 
32.64 
13. 38 
11 
5 

13.75 
3.82 

31.98 

12.65 
6.07 
8.06 
5.26 

11.62 
5 

7.67 
41.55 
10.91 
4.75 
3.45 
3.42 
6 

11.27 
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THYR01000934] 

THYRO1000951 

THYRO1000952 

THYR010009S6 

THYR01000960 

THYRO 1000961 

THYRO 1000964] 

THYR01000971 

THYR01000974 

THYR01000975 

THYR01000983 

THYRO1OQ0984 

THYRO 100098S 

THYRO1000991 

THYR0 1000999 

THYR0 100100) 

THYR01001015 

THYR010010J6 

THYR01001022 

THYR01001031 

THYR01001033 

TWYRO1001O62 

THYRO10O1O63 

THYR01001071 

THYR01001080 

THYR01001093 

THYRO1001100 

THYR01001102 

THYR01001104 

THYR01 001109 

THYR01001113 
THYR01001120 
THYR01001121 
THYR01001128 
THTRO1O01133 
THYR01001134 
THYR01001142 
THYR010O1173 
THYR01001175 
THYRO10O1177 
THYR01001189 
THYRO1001194 
THYR01001204 
THYR0100120S 
THYRO10O1213 
THYRO10O1224 
THYRO10O1237 
THYR0I001242 
THYR01001258 
THYR01001262 
THYR01001266 
THYR01001271 
THYR01 001 28711 26 
THYRO100129O 
THYR01001291 
THYRO1001297 
THYRO1001302 
THYR01001313 
THYR01001320 
THYR01001321 
THYR010O1322 
THYR01 001327 
THYRO 1001 3 3S 
THYR01001347 



121 
21.19 
38.82 
11.42 
9.97 
33.04 
14.43 
15. 18 
7.51 
7.71 
8.4 
9.35 
10.2 
12.33 
9.77 
324.55 
16.58 
34.7 
27.6 
15.75 
11.34 
12.86 
10.18 
18.49 
11.77 
12.17 
33.06 
10.18 
5.1 
19.62 
10.89 
9.27 
20.41 
25.09 
7.42 
29.23 
5.04 
31.35 
95.55 
10.9 
16.52 
11.83 
52.04 
8.98 
41.54 
10.86 
16.76 
13.1 
27.32 
8.57 
25.45 
27.85 
.74 
11.3 
13.9 
13.17 
28.98 
3.4 
4.85 
84.54 
15.07 
61.14 
21.04 
42.47 



6.94 
13.82 
45.17 
8.41 
3.83 
35.26 
12.46 
16.5 
5.29 
4.75 
4.14 
8.4 
6.57 
10.95 
12.84 
443.5 
t3. 37 
29.76 
17.2 
9.57 
7.57 
12.45 
8.38 
15.5 
12.06 
9.63 
27.59 
6.7 
2.75 
18.07 
6.97 
9 

16.36 
18.24 
6.4 
23.66 

4.99 
26.04 
98.04 
11.18 
14.55 
6.2 
33.32 
12.23 
37.73 
11.43 
20.25 
19.03 
21.68 

4.74 
17.38 

25.6 



9.67 
17.24 
51.97 
13.85 
8.63 
36.48 
17.93 
16.14 

9.43 
6.93 

7.44 
11.52 

7.62 
12.47 
10.64 
324.63 
11.66 
32.31 
20.61 
11.29' 

8.58 
12.49 
10.08 
18.23 
11.47 

9.75 
26.02 

5. 95 

2.78 
14. 26 

7.59 

8.82 
16.91 
17.74 

5.88 
23.28 
5, 

28.94 
80. 56 
11.71 
11.53 
11.19 
32 

9.39 
35.86 
10.75 
15.97 
16.06 
20.65 

4.06 
17.48 
17.14 



172.63 126.71 
8.82 9.66 



16.44 
12. 27 
24.47 
2.28 
2.3 
106.43 
13.59 
62.79 
18.95 
35.49 



13.22 
11.41 
17.01 
2.86 
4. 45 
89.51 

11 
47.56 
13.64 
29. 56 



4.17 
10.15 
24.89 
5.27 
2. 78 
15.01 
3.92 
8.34 
2.24 
3.36 
3.86 
6.48 
4.27 
5.27 
5.68 



7.52 
10.71 
24.37 
6.34 
4.13 
15.48 
6.7 
13.54 
6. 94 
5.71 
5.03 
7. 32 
4.23 
7.49 
8.33 



353.93 491. 59 
7.36 13.81 



14.48 
6. 98 
5.12 
7.55 
4.68 
5. 14 
9.12 
3.65 
5.98 

30.29 
5.04 
0.69 

10.98 
2.84 
3.46 
9.1 
8.53 
4 

16.51 
2.78 
20.36 



17.7 
9. 39 
7.05 
5.52 
5. 59 
7.17 

10.91 

12.27 
4.91 

27.98 
8.9 
0.92 

10.98 
3.69 
4.66 

13.05 
9.61 
5.05 

20.53 
3.05 

18.72 



104.29 114.18 
5.13 7.17 



5.76 
5.29 
18.53 
5.39 
23.36 
5. 38 
16.59 
12.27 
9.74 
3.76 
9.96 
13.77 
56.76 
4.97 
8.85 
6.73 
9.99 
1.62 
3.81 
45.59 
5.6 
27.21 
17.33 
20.44 



11.24 
7.22 

22.19 
8.08 
25.7 
8.69 

13.69 
8.61 

18.76 
5. 55 

11.28 

18.43 
169.06 
7.48 
6.33 
6.89 

19.11 
1.97 
2. 95 
48.9 
6.9 

36.08 

15.44 

37.43 



4.26 
6.54 
18.77 
6.15 
2.34 
15.21 
5. 62 
9 
1.8 
4.79 
3.36 
5. 22 
4.6 
7. 34 
5.92 
377.12 
8.4 
10.51 
10.85 
5. 99 
6.01 
4.88 
4.58 
7.86 
3.17 
5 

30. 28 
4.52 

I. 62 
9. 76 
2.77 
2.98 
6.93 
6.74 
4.23 

18.49 
3.47 

13.59 
77.1 
5 

3.42 
4.28 
18.27 
5.04 
20.79 
6. 

5.38 
6.73 
12.77 
4 

8.76 
9.74 
71.99 
6.55 
3 

4.23 
8.25 
1.71 
2.21 
36.67 
4.45 
29.25 

II. 88 
12. 



6.41 


5.73 


4.96 




t 


7.11 


11.34 


11.56 


t 


t 


17. 55 


26.97 


13.34 


tt 


tt 


5.07 


6.61 


6.85 


* 


t 


2.46 


2.03 


6.43 






21.6 


24.41 


21.14 


tt 


tt 


5.43 


7.53 


4. 58 


tt 


tt 


9. 38 


8. 59 


10. 52 


* 


tt 


3.55 


5. 59 


3.45 






3.77 


4.87 


3 






3.1 


3.21 


4.03 






5.08 


2.55 


2.65 


* 


tt 


2. 94 


2.66 


2.92 


t 


tt 


5.57 


6.15 


6.01 


*t 


tt 


5.68 


3.11 


2.9 


* 


tt 


509.02 


394.65 380.17 






12.04 


9. 04 


10.47 




- 


27.97 


31. 88 


30. 56 


ft 




5.35 


6.58 


6.8 




tt 


8.13 


6.39 


9. 34 


« 




4.3 


4.01 


4.9 




« 


3. 54 


3.68 


2.79 


tt 


tt 


3.55 


4. 32 


2.35 


t 


tt 


5.73 


5.41 


5.84 


"tt 


tt 


3.08 


4. 59 


4.41 




tt 


8. 58 


8.31 


7.24 


tt 




66.02 


40. 22 


70. 38 




t 


4.36 


4.71 


4.45 






1.32 


0. 94 


0. 7 


t 


t 


8:55 


11.06 


8.68 


t 


t 


2.56 


1.4 


2.3 


t 


tt 


4.02 


3.07 


2 


tt 


tt 


13.22 


15. 3 


1 4 AT 

13.97 


* 




3. 45 


4.7 


7. 8Z 


tt 


ft 


3.88 


4. 14 


3. 81 


t 


tt 


22.14 


16, 92 


9fl At 

Zu. 4/ 


1 




2.44 


2.26 


1.0 


tt 


tt 


18.5 


15.33 


18.17 


t 


tt 


51.33 


46.56 


49.17 




tt 


4.63 


5.82 


5.02 


** 


tt 


11.07 


10.9 


8.86 






5.84 


7.01 


6.66 






39.76 


37.94 


46.59 


t 




6. 55 


6.04 


4.85 


t 


* 


37.67 


32.41 


38.62 


tt 




7.21 


4.53 


6. 36 


* 


tt 


9.76 


5.69 


6.27 




tt 


9.21 


5. 95 


9.02 


t 


f 


10.51 


6.86 


13.04 


t 


tt 


4.79 


3.93 


5.05 






13.97 


15.24 


19.55 


* 




22.54 


18.92 


23.05 






103.16 


93.81 


120.13 






3.86 


5.84 


8.41 


* 




6.83 


3.64 


6.66 


t 


tt 


7.87 


5.3 


8.04 


tt 


tt 


41.39 


28.42 


36.98 






3.09 


2.85 


2.3 


t 




2.67 


2.22 


1.94 






60.61 


56.13 


42. 33 


** 


t 


5.91 


6.73 


6.71 


tt 


tt 


40.32 


44.89 


30.36 


tt 


t 


17.21 


14.24 


12.35 






20.26 


16. 34 


15.93 




tt 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



THYR01O01358 
THYR01001363 
THYR01001365 
THYR01001374 
THYR01001401 
THYR01001403 
THYR01001405 
THYR0100140S 
THYR01001411 
THYR01001420 
THYR01001426 
THYR01001430 
THYR01001434 
THYR01001456 
THYR01001457 
THYR01001458 
THYR01001459 
THYR01001471 
THYR01001478 
THYR01001480 
THYR0100148I 
THYR0100I487 
THYR0J001495 
THYR01001498 
THYR01001510 
THYR01001512 
THYR01001519 
THYRO1001522 
THYR01001523 
THYR01001526 
TKYR01001529 
THYR01001534 
THYR01001537 
7HYR01001541 
THYR01001545 
THYR01001S59 143 
THYR01001563 
THYR01001570 
THYR01001S7J 
THYR01001584 
THYR01001593 
THYR0100159S 
THYR01001596 
THYR01001602 
THYR01Q01605 
THYR01001608 
THYR01001617 
THYR01001634 
THYR01001637 
THYR01001641 
THYR01001656 
7HYR010016S8 
THYR01001661 
WR01001671 
THYR010O1672 
THYR01001673 
THYRD1001677 
THYR01001683 
THYR01001700 
THYR01001702 
THYR01001703 
THYR01001706 
THYR01001721 
TWR01001725|l47 



6.96 
36.77 
2.39 
10.11 
11.45 
3.12 
84.82 
13.59 
4.72 
9.34 
9.26 
10.74 
7.66 
26.49 
14.33 
15.32 
5.78 
13.48 
8.04 
16.07 
16.23 
39. 34 
6.21 
13.82 
8.97 
11.51 
12.05 
10.39 
15. 14 
5.67 
70.52 
10.48 
5.9 
27.84 
12.87 
1.67 
29.66 
5.85 
10.58 
11.71 
119.63 
9.11 
6.25 
7.1 
28. 22 
19. 26 
7.36 
9.8 
6.56 
12.87 
20.03 
7.58 
150.1 
10.97 
12.9 
31.04 
8.63 
39. 34 
12.31 
23.7 
7.22 
8.39 
11.69 
69 



7.77 
35.26 

I. 31 
11.14 

8.59 
3.62 
60.76 
7.57 
4.15 
4.82 
4.52 
13.91 
6.66 
36.99 
10.91 
13.83 
4.92 
10.81 
3.79 
16.86 
13.97 
43.94 
3.33 
15.45 
6.87 
8.21 
16.47 
6.84 
10.51 
5.48 
99.68 
7.92 
3.05 
38.72 
9.76 
217.09 
25.88 
5.24 
14.52 
9.79 
87.93 
9.13 
3.54 
6.21 
39. 54 
17. 94 
9.07 
9.15 
2.42 
8.05 
12. 66 
6.85 
98.3 
8.43 

II. 31 
28. 57 

6.86 
16.85 

7.03 
21.62 

4.23 

5.62 
10.42 
144.4 



6.52 
36.97 
4.42 
11.66 
6.7? 
7.98 
92.35 
12.02 
5.65 
8.71 
12.27 
16.18 
12.91 
36.96 
13.26 
12.78 
7.36 
13.3 
8.01 
14. 48 
17.19 
45.87 
12.71 
16.61 
19.31 
10.34 
10, 
12. 83 
16.01 
12.84 
61.07 
11.72 
5.93 
38. 42 
11.61 
127.43 
28.83 
10.72 
15.67 
13.05 
122. 57 
10 
8.97 
7 

25.87 
17. 77 
12. 26 
14.08 
6.39 
12.44 
30.69 
10.14 
106. 51 
12.21 
11.75 
26.79 
9.97 
25. 87 
9.15 
17.4 
5.14 
6.09 
16. 73 
144. 74 



4.41 

12.86 
2.3 
5.19 
5.02 
1.61 

68. 75 
4. 76 
3. 88 
4.7 
5. 65 

13. 99 
8. 64 

17.02 
5.72 

10. 99 
2. 81 
5.13 
2.94 
6.78 
13.3 

41.49 
2.18 

II. 32 
8. 41 
5.87 
4.73 
6.15 
7.01 
2. 85 

73.62 
6. 09 
3.4 
23. 51 
3. 56 
126. 92 
14.46 
3.21 
7.66 
7. 75 
37. 27 
7.84 
3.03 
6.63 
13.48 
6.3 
4.4 
5.65 
2.18 
6.03 
7 

4.65 
135.25 
5 

5. 85 
16.85 
3.55 
16.11 
3.61 
10.57 
2.63 
3.72 
6.09 

III. 99 



8.39 
20.63 
2.69 
7.75 
5.3 
2.43 
78.6 
6.87 
2.4 
4.71 
6.22 
18.28 
10.68 
23.99 
4.54 
10.13 
3.46 
9.62 
3. 62 
13.68 
15.2 
42.62 
5. 51 
20.15 
6.21 
6.36 
8.69 
7.71 
9.2 
5.19 
81.82 
7.42 
3.75 
30.22 
6.9 
211.99 
17.77 
3.79 
10.98 
12.43 
54.3 
8.88 
4.5 
4.96 
23.89 
22 
5.61 
9.76 
3.8 
4.87 
10.07 
4.77 
166.2 
5.04 
6. 91 
19.7 
4.9 
18.7 
4. 23 
5.8 
3.23 
3.11 
4.96 
126.3 



3.78 
14. 65 
1.43 
3.64 
5.96 
2.61 
50.19 
3.76 
3.38 
5.55 
4.37 
13.49 
8.13 
16. 92 
3.33 
5.72 
4. 24 
6.19 
2.21 
13.34 
13. 73 
34.09 



6.38 
3.09 

35.88 

11.24 
2.75 

18.99 
5.41 
217.97 

19.17 
2.31 

10.26 
7.3 

33. 56 
6.77 
2.76 
5.02 

22.57 
8.49 
3.53 
4. 62 
2.31 
6.49 
5.22 
3.94 

125, 
3.97 
5.08 
19.9 
4.2 

19.17 
3.04 

11.44 
1.81 
3.37 
4.46 

86.63 



5.37 
24.19 

I. 82 
2.84 

5.5 
3.73 

53.53 

11.69 
2.52 
3.24 
4,27 
6.82 
5.38 

30.71 
4. 05 
4.4 
3.11 
6.36 
4.12 
3.54 
4.94 

36.78 
3.43 
4.81 
4. 99 
4.43 
4.42 
5.13 
3.77 
4:51 

29.07 
6.53 
3.26 

22.01 
4.16 
165.83 

10.82 
2.47 
4.93 
6.19 
100.89 
4.62 
3.54 
4.21 

II. 83 
8.07 
3.83 
5.62 
2.41 
3.32 
6.32 
3.38 

74 
5.12 
3.69 
22.8 
5.4 
8.36 
2.79 
6.01 
2.37 
3.24 
3.92 
130.43 



5.5 
31.52 
2.16 

5.3 
8.56 
1.96 
29.6 
13.59 

2.5 
4.39 
8. 59 
9.48 
8.91 
34.81 
3.22 
7.29 
4.43 
8.85 
4.22 
6.61 
6.01 
39.23 
3.46 
6.08 
6.45 
19.67 
4.28 
5.33 
3.19 
3.63 
23.9 
6.35 
2.87 
26.98 
22.14 
143.91 
18.32 
4.03 
9.-17 
4. 92 
84.41 
12.97 
3.67 
4.12 
10.02 
8. 36 
3.37 
3.69 

3.7 
2.86 
7.53 

2.8 
80.32 
5.12 
2.74 
23.43 
6.55 
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40.26 
9.65 
34.26 
44.58 
7.91 
20.27 
18.35 
5.21 
19. 51 
7.37 
8. 38 

Y79AA1000674|131.64 
Y79AA1000678 
Y79AA1000682 
T79AA1000683 
Y79AA1 000697 
Y79AA1O0O70O 
Y79AA1000702 
Y79M1000704 
Y79AA1000705 
Y79AA1000717 
Y79AA1 000722 
Y79AA1000724 
Y79AA1000726 
T79AA1000734 
Y79AA1000748 
Y79AA100075C 
Y79AA1000752 
Y79AA1000774 
Y79AA1000776 
Y79AA1000777 



Y79AA1000285 
Y79AA1000295 
Y79AA1000307 
Y79AA1000313 
Y79AA10003M 
Y79AA1000328 
Y79AA1000334 
Y79AA1000342 
Y79AA1000346 
Y79AA1000347 
Y79AA1000349 
Y79AA1000355 
Y79AA1000368 
Y79AA1O00388 
Y79AA1000392 
Y79AA1000405 10O 
Y79AA1000410 
Y79AA1OOO420 
Y79AA1000423 
Y79M1000426 
Y79AA1000432 
Y79AA1000453 
Y79AA1000465 
Y79AA1000469 
Y79AA1000480 
Y79AA100O5O2 
Y79AA10O0521 
Y79AA1000534 
Y79AA1000538 
Y79AA1000539 
Y79AA1000540 
Y79AA1000560 180 
Y79AA1000574 
Y79AA1000584 
Y79AA1000589 
Y79AA1000598 
Y79AA1000600 
Y79AA1000609 
Y79AA1000618 
Y79AA1000627 
Y79AA1000636 
Y79AA1000649 
Y79AA1000656 
T79AA1000673 



22.12 
14.62 
37.64 
46.01 
3.64 
50.6 
93.86 
6.23 
6. 36 
10.63 
42.59 
6.78 
5.72 
7.45 
41.52 
9.11 
19. 25 
12.05 
17.61 



16.31 
2.68 
4. 93 
2.34 

I. 83 
3.39 
9.06 

13.29 
11.48 
26.71 
20.35 

II. 6 
4.56 

11.63 
13.66 
62.31 
6.1 
11.77 
9.21 
6.95 
5.18 
33.52 

I. 91 
28. 37 

8.51 
16.15 
71.09 
15,15 
14.67 
16. 32 
7.44 
128.09 
9.72 
35.5 
4.15 
29.42 
45.66 
6.61 
20.13 
16. 53 
2.52 
21.35 
5.14 
7.17 
157.11 
27.62 

II. 86 
24.6 

35. 33 
3.69 

33.01 

71.31 
6.74 
6.77 

11.52 

35.15 
4.43 
4.05 
7.72 
33.1 
9.26 

19.31 
9.97 

11.59 



18.63 
5.01 
8.12 
3.94 
4. H 
5. 43 
7.49 
18.31 
18. 69 
31.26 
20.7 
17. 89 
7.88 
11.71 
11.25 
79.28 
10.22 
13.46 
8. 96 
10.05* 
10.2 
37.01 
3, 14 
27.42 
13. 38 
21.16 
84.73 
20 
20.45 
14.99 
12.08 
149.28 
10.63 
37.1 
9.45 
37.32 
51.58 
8.76 
21.51 
18.66 
7.03 
25. 26 
7.46 
11.58 
127.73 
25.96 
13 
33 
48 
5. 

36 
88 
7 
8 
10 
44 
7. 
6. 
6. 
33. 
10. 
26. 
9. 
13. 



.44 

.28 
.41 
.68 



37 
13 
.81 
.52 
31 
45 
69 
65 
14 
89 
69 
15 



6.85 
1.59 
6.39 
1.66 
1.4 
2.09 
5.79 
13.02 
8.72 
22.14 
17.44 
14.98 
4.89 
9.62 
7. 92 
103.67 
6.13 
5.41 
4.46 
4.68 
4.71 
20.21 
1.7 
30.17 
5.22 
8.66 
74.85 
13.25 
9. 58 
9.48 
3.41 



10.3 
3.76 
9.3 
3.1 

I. 41 
10.7 
6.64 
15.9 
9.82 

31.96 
19.4 

13.32 
6.47 
9. 75 

12.06 
109. 59 
5.36 
8. 52 
6.29 
5.08 
5.75 

25.21 
4. 29 

34. 28 
5.02 
14 

78.28 

14.05 
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12.74 

6.65 



162.08 194.06 



5. 66 
23.89 
2.79 
17.43 
51.4 
1.95 
6.61 
9.09 
3.36 
12.58 
2.86 
4.74 



8.8 
28. 68 

3. 53 
15.95 
52.23 

5.66 
13.31 
10.58 

4.46 
12.75 

2.97 

3.99 
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12.61 21.55 



6.55 
19.88 
23.15 
3.34 
23.71 
110. 92 
1.82 
4.96 
4.97 
31.42 
5.15 
2.81 
2.89 
18.03 
4.75 
10.74 
5.12 
7.32 
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16.2 

27.46 
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24.96 
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4.77 
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4.03 
18.7 
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32.32 
5 

12.35 
67.85 
10.71 
5. 96 
10.1 
4.35 
150.66 
4.53 
25.51 
2 

16.46 
39.65 
3 

6.56 
9.21 
4.2 
9.69 
2.28 
5.74 
116.2 
13.08 
6.38 
12.73 
23.15 
2.62 
18.05 
106.68 
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4.25 
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Table 506 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



Y79AA10Q0778 
Y79AA1 000782 
Y79AA1000784 
Y79AA1000794 
Y79AA100080Q 
Y79AA1 000802 
Y79AA1 000805 
Y79AA10008M 
Y79AA1000823 
Y79AA1 000824 
Y79AA1000827 
Y79AA1O0O831 
Y79AA1000833 
Y79AA1000850 
Y79AA10008S6 
Y79AA1000862 
Y79AA1000875 
Y79AA1 000888 
Y79AA1000902 
Y79AA1 000935 
Y79AA1 000959 
Y79AA1 000962 
Y79AA1 000963 
Y79AA1 000966 
Y79AA1000967 
Y79AA1000968 
Y79AA1000969 
Y79AA1 000976 
Y79AA1000978 
Y79AA1000985 
Y79AA1000989 295 
Y79AA1000991 
Y79AA1001013 
Y79AA1O01014 
Y79AA1001019 
Y79AA1001020 
Y79AA1OO1023 
Y79AA1 001030 
Y79AA1001035 
Y79AA1001041 
Y79AA1001043 
Y79AA1001048 
Y79AA1001056 
Y79AA1001061 
Y79AA1001062 
Y79AA1001068 
Y79AA1001073 
Y79AA1001077 
Y79AA1001078 
Y79AA10010S1 
Y79AA1001088 
Y79AA1001089 
Y79AA1001090 
Y79AA1001I05 
Y79AA1001142 
Y79AA1001145 
Y79AA1001162 
Y79AA1001167 
Y79AA1001176 
Y79AA1C01177 
Y79M1001179 
Y79AA1001185 
Y79AA1O01201 
Y79AA1001205| 



20.06 
11.43 
13.14 
46.19 
7.18 
11.45 
21.22 
27.49 
14.24 
16.24 
9.71 
7. 38 
22.35 
33.44 
6.26 
8.84 
21.17 
32.02 
6. 26 
76.11 
48.22 
46.82 
25.33 
41.31 
19.13 
25.81 
40.02 
22,75 
8.83 
8.02 
68 
12.26 
42.37 
16.53 
6.07 
13. 89 
7.28 
28.41 
10.6 
14.5 
22.79 
12.86 
6.67 
11.12 
4.7 
6.22 
17.6 
7.3 
7.29 
7.84 
36.17 
332.88 
7.05 
22.53 
114.5 
98.33 
126.48 
12.61 
75.12 
6.46 
54.1 
32.79 
45.08 
18.73 



13.62 
7.55 
10.21 
39.88 
3.91 
13.12 
18.33 
21.74 
7. 73 
10 
3.82 
5.79 
19.25 
40. 57 
7.4 
4.04 
10.25 
25.94 
5. 68 
52.08 
40.7 
45.31 
35.17 
37.86 
9.69 
16.48 
39. 97 
15.17 
7.09 
3.9 
243.92 
8.35 
37.07 
17.99 
6.21 
16.72 
6.24 
43.95 
13. 73 
11.14 
19.12 
13.5 
9. 77 
17.1 
4. 96 
3.59 
17. 56 
2. 86 
5.05 
5.5 
40.23 
366.62 
4.26 
22.64 
98.72 
98.57 
83. 55 
7.85 
80.1 
7.48 
53.61 
30.94 
50.33 
12.88 



11.66 

9.19 
12.84 
38.62 

5.0* 
10.85 
12.77 
19.65 

9.85 

9.76 
4.6 

7.27 
16.88 
26.99 
4.9 

5.05 
11.73 
21.68 

6.17 
52. 32* 
37.08 
38. 99 
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31.25 
10.03 
14.41 
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6 
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7.76 
4.67 
22.35 
0.48 
5.78 
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4.94 
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4.13 
12. 38 
19. 52 
2.81 
7.04 
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17.64 
4.27 
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27.6 
8.88 
11.57 
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4.57 
4.32 
78. 52 
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24. 72 
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4. 14 
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8.78 
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4. 34 
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3.05 
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102.55 
125.36 
92. 38 
7. 92 
76. 52 
4.06 
28.64 
15.68 
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8.38 



9.69 
8.46 
6.08 
24.71 
0. 36 
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17.35 
4.36 
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3.22 
3. 32 
7.9 
21.81 
6.29 
4. 31 
6.82 
17. 29 
4.4 
71.58 
33.48 
24.29 
17. 32 
23.69 
7. 99 
12.79 
39.74 
19.84 
5. 39 
4.39 
138.6 
S.93 
27.17 
20.24 
6.05 
12.53 
8.03 
21.08 
10.73 
9. 98 
13.48 
11.19 
9.5 
10.72 
3.71 
5.98 
13. 24 
4.43 
4. 63 
3.81 
22.27 
390. 54 
3.36 
14.07 
114.58 
121.38 
93.62 
8.62 
65.54 
5. 51 
33.09 
21.34 
31.35 
8.46 



8.29 
7. 38 
6.71 
16.75 
0.17 
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4.1 
12. 96 
5.06 
6.16 
2.56 
2.68 
8.89 
14.62 
2.12 
3.07 
6.01 
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2.72 
69.22 
19.11 
17.48 
12.79 
23 
4.65 
6.94 
36.04 
15.88 
2.66 
1.76 
77. 87 
8.76 
18.23 
14.74 
5.04 
10.76 
5.29 
22.74 
7.69 
7.28 
10.29 
7.59 
6.82 
7.78 
2.56 
4.49 
M9 
3.45 
2.99 
3.52 
19 

406.65 
2.71 
9.94 
143.24 
91.71 
73.32 
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64.34 
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25.42 
16.32 
17.81 
6.14 



13.52 
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10.7 
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2.34 
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5.22 
5.06 
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Table 507 



Y79AA1001211 
Y79AA1001212 
Y79AA1001216 
Y79AA1001226 
Y7.9AA1001233 
Y79AA1001236 
Y79AA1001239 
Y79AA1001240 
Y79AA1001255 
Y79AA1001264 
Y79AAI001272 
Y79AA1001281 
Y79AA1001299 
Y79AA1O01312 
Y79AA1001319 
Y79AA1001323 
Y79AA1001328 
Y79AA1001343 
Y79AA1001351 
Y79AAI001364 
Y79AA1001367 
Y79AA1001384 
Y79AA1O01391 
Y79AA1001394 
Y79AA1O01402 
Y79AA1001410 
Y79AA10014I4 
Y79AA1001426 
Y79AA1001427 
Y79AA1001430 
Y79AA1O0M39 
Y79AA1001485 
Y79AA100M93 
Y79AA1001511 
Y79AA1Q01523 
Y79AA1001530 
Y79AA1001532 
Y79AA1001533 
Y79AA1001541 
Y79AA1001548 
Y79AA1001S55 
Y79AA1001562 
Y79AA1001581 
Y79AA1001585 
Y79AA1001592 
Y79AA1Q01594 
Y79AA1001603 
Y79AA1001613 
Y79AA10O1630 
Y79AA1001647 
Y79AA1001664 
Y79AA100166S 
Y79AA1001679 
Y79AA1001692 
Y79AA10O1696 
Y79AA1001705 
Y79AA1001711 
Y79AA1001717 
Y79AA1001719 
Y79AA1001727 
Y79AA100I750 



21.15 
128. 68 
31.88 
7.97 
8.26 
8.84 
74.22 
70.83 
8.89 
14.2 
IS. 16 
8.87 
9.39 
40.47 
31.92 
32.99 
28.33 
12.56 
6. 64 
8.06 
145.27 
45.86 
10. 96 
24.73 
12.42 
5.24 
27.49 
271.77 
15.18 
22.25 
$.75 
17. 57 
20.47 
14.52 
10.03 
11.44 
13.55 
56.5 
8.12 
67.38 
14.35 
18.44 
24.34 
30. 32 
28.53 
23.28 
12.47 
25.09 
22.94 
33.54 
12.2 
11.52 
24.51 
7.23 
14.23 
12.04 
13.72 
4.71 
22.12 
38.96 
21.5 



Y79AA1001760 127.24 



Y79AA1001777 
Y79AA1001781 



6.77 
2.86 



21.66 
116.33 
27.07 
5.25 
6.53 
5.25 
59.48 
49.07 
10.29 
10.19 
12.6 
7.72 
10.08 
42.72 
23 
27.82 
16.1 
8.01 
4.21 
5.02 
118.42 
52.17 
12.22 
14.05 
7. 77 
2.77 
18. 53 
221.23 
10.97 
17. 58 
4.58 
9. 99 
12.23 
8.05 
6.72 
7.57 
14.73 
68.51 
8. 52 
47.55 
9. 75 
13.73 
18. 91 
20.83 
25.65 
21.85 
11.04 
18.27 
13.91 
24.86 
10. 56 
9 

18. 98 
6.72 
12.31 
11.4 
7. 72 
1.55 
12.72 
27.15 
17.52 
115.03 
6. 32 
2. 24 



:9 



22.83 
107.84 
33.84 
12.95 
16.79 
11.14 
53.54 

64.4 
10.55 
13. 36 

13.5 

6.68 
9.6 
35.81 
20.23 
34. 32 
28.16 
10.99 

8.2 

143 46 
41.89 
10. 34 
14.28 
9.12 
3.09 
20.44 
225. 78 
10 
19.52 
4.31 
14.92 
13.25 
9. 32 
7.33 
8. 59 
11.04 
50.9 
5.25 
44.48 
8.13 
12.82 
17.62 
22.83 
26.36 
24.28 
10.84 
18.81 
12.22 
22.66 
13.13 
9.75 
17.88 
8.1 
9.21 
8.55 
10.63 
3.26 
16. 33 
22. 35 
18.42 
77.78 
6.37 
2.15 



13.08 
151.9 
18.3 
3.35 
3.45 
5.02 
45.62 
30.83 
7.47 
9.71 
3.77 
4.17 
4.21 
17.92 
23.19 
14.07 
14. 56 
6.43 
2.99 
3. 26 
117.7 
27.43 
2.99 
9.7 
5.62 
3. 28 
10. 78 
200. 19 
6.77 
10. 25 
2.6 
13.26 
9.02 
8.33 
6.48 
6.64 
5.35 
29.97 
4.02 
30.61 
8.86 
8.99 
9.8 
20. 22 
29.33 
14.25 
6.8 
23.47 
13. 14 
23.22 
7.78 
6.87 
11.13 
2.24 
5.29 
9. 76 
6.49 
3.34 
9.89 
13.65 
10.15 
58.26 
2.57 
1.61 



12.91 
151.84 
19.09 
3.4 
3.77 
5.53 
83.11 
35.04 
6.78 
10.05 
6.76 
4.8 
5.3 
27.92 
28.4 
19.03 
12. 93 
7. 59 
1.8 
2.98 
132.8 
34.83 
9. 55 
6. 32 
4.8 

I. 53 
9.47 

221.07 
10.81 
13. 63 
4.23 
10.56 
11.27 
6.56 
4.81 
8.84 
5.16 
36.82 
4.89 
26.42 
4.86 
10.6 
12.04 
25.12 
16.66 
15.59 
11.48 
16*84 
13. 53 
25.84 
6.05 
7.31 
12.84 
2. S3 
6.48 

II. 3 
4.11 
1.71 

12.72 
17.35 
15.4 
73.6 
5. 24 
1.86 



10.43 
105.91 

14. 63 
3.64 
2.51 
3.13 

43.05 

20.32 
6.42 
6.67 
5. 59 
3.47 
4.49 

t4.77 

16. 96 

14.31 

12. 69 
7.49 
1.8 
2.12 

94. 77 

21.42 
4. 77 
9.07 
4. 67 
1.95 
10.2 
217. 77 
5.39 
7.85 
1.25 
8.25 
6.64 
5. 82 
3.84 
5.29 
4. 93 

26.92 
2.24 

21.92 
4.97 
7.19 
10.4 

15.45 
7.28 

10.11 
6.78 

13.34 
6.02 

16.49 
5.54 
6.13 
9. 27 
2.63 
4.61 
6.21 
3.06 
0 

6.53 
9.31 
3.01 
43.62 
2.46 
2. 55 



0.44 
80. 87 
17.05 
3.41 
2. 28 
4. 08 
50. 35 
48.49 
0.72 
4.58 
8.86 
2.65 
3.28 
29.7 
30.43 
25.9 
4. 94 
6.83 
2.08 
4.06 
76.65 
31.33 
7.43 
6.42 
4. 74 
2. 62 
16.16 
202. 63 
6.71 
11.32 
2.94 
5.32 
13.37 
5.2 
4. 54 
6.2 
5.08 
69. 28 
4.69 
46.07 
8.19 
10.2 
15.9 
0.69 
20.69 
22.55 
22.63 
20.3 
11.73 
26. 93 
10.34 
5. 92 
24.02 
3.64 
14.27 
4.61 
6.08 
1.49 
12.21 
38.01 
11.94 
140.25 
5.26 
0.74 



20. 16 
83.57 
18. 24 
10.17 
3. 79 
4.7 
42.44 
59.48 
6.35 
4.84 
7.59 
2.22 
3. 68 
20.85 
20.02 
23.32 
7.51 
9.08 
2.52 
2. 93 
57.61 
29. 86 
7.31 
10. 16 
3.87 
0. 78 
13. 43 
211.55 
6.07 
11.76 
2. 35 
10. 37 
13.83 
6 

3.21 
7.76 
4. 52 
61.19 
2.24 
51.22 
7.68 
9. 39 
9.96 
15.13 
8.44 
14.53 
14. 33 
16. 35 
12. 98 
21.3 
8.1 
6.12 
13.28 
2.31 
13. 28 
5.98 
4.06 

I. 63 

II. 1 
28. 39 

9.9 
100.84 
4.15 
1.53 



19.17 
67.14 
23.12 
4. 89 
3.13 
2. 24 
46.18 
54.67 
0.76 
6.39 
6. 53 
2.28 
3.29 
26.67 
18 
27.9 
4.42 
8. 27 
1.68 
1.74 
66. 99 
26.76 
6.01 
9.01 
4.52 

I. 99 
11.92 

197.64 
6.74 
10.84 
2. 98 
14. 36 
16.06 
5.96 
2. 59 
5.77 
6.49 
56.58 
2.18 
51.86 
10.98 
15.75 
16.33 
0.14 
14. 72 
20.27 
27.5 
18.99 
17.67 
26.55 
11.69 
7.69 
18.8 
3.06 
13.01 
4.57 
7.4 
1.39 

II. 76 
34.23 
11.41 

138.73 
4.71 
1.3 
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Y79AA1001787 
Y79AA1001793 
Y79AA1001795 
Y79AA1001799 
Y79AA10O18O0 
Y79AA1001801 
Y79AA1001803 
Y79AA1001805 
Y79AA1001807 
Y79AA1001827 
Y79AA1001846 
Y79AA1001848 
Y79AA10018S3 
Y79AA1001863 
Y79AA1001866 
Y79AA1001874 
Y79AA1001875 
Y79AA1001907 
Y79AA1001908 
Y79AA1001923 
Y79AA1001927 
Y79AA1001930 
Y79AA 100 1932 
Y79AA1001933 
Y79AA1 001942 
Y79AA1001963 
Y79AA1001968 
T79AA 100 1983 
Y79AA 1002000 
Y79AA1002004 
Y79AA1002008 
Y79AA1002012 
Y79AA1002017 
Y79AA1002022 
Y79AA1 002027 
Y79AA1002050 
Y79AA1 002058 
Y79AA1002060 
Y79AA1002O62 
Y79AA1 002055 
Y79AA1 002067 
Y79AA1002O69 
Y79AA1 002070 
Y79AA1 002074 
Y79AA1 002076 
Y79AA1 002083 
Y79AA1 002084 
Y79AA1 002086 
Y79AA1002087 
Y79AA1002089 
Y79AA1002093 
Y79AA10O2101 
Y79AA1002103 
Y79AA1002115 
Y79AA1002121 
Y79AA1002125 
(Y79AA1002129 
Y79AA1002131 
Y79AA1002139 
Y79AA1002144 
Y79AA1002177 
Y79AA1002183 
Y79AA1002202 
Y79AA10O22041 



5.04 
120. 15 
5. 66 
15.09 
25. 64 
18.54 
4. 48 
40. 28 
42.38 
9. 32 
22.14 
8.04 
10.87 
24.97 
13.46 
2.1 
31.78 
517.52 
5.27 
8. 48 
18.05 
12. 23 
61.74 
9.52 
10. 76 
138.12 
147.27 
12.1 
8. 87 
46.17 
16.52 
13. 85 
15.21 
42. 57 
10. 35 
13.21 



3.62 
97.84 

5.4 
14.95 
16.41 
13.81 

5.85 
26.89 
40.49 
11.28 
19.33 

9.99 

10.1 
27.27 
10.72 

I. 41 
22.74 

778. 32 

6.69 
16.75 

21.6 
24. 48 
56.58 

6.51 

6.66 
106.9 
91.21 
16.25 

9.86 
58. 66 

21. 1 
12.54 
10. 94 
32. 77 

8.04 

II. 11 



167.29 130.21 
54.35 76.53 



49. 46 
113. 45 
33.46 
5. 33 



32.53 
69.34 
37.19 
3. 94 



67.39 142.78 



1225 
8. 24 
11.94 
20.05 
15. 57 



1102 
11.39 

6. 94 
13.84 

8.01 



265.36 258. 38 
15.8 12.04 



13.66 
6.56 
11.98 
15.51 
6.93 
40.85 
7.76 
5.89 
8.48 
53.23 
14.09 
76.21 
29.69 
4.17 



12. 64 
7.04 
11.79 
18.46 
5. 28 
21.04 
7.25 
3.57 
7. 22 
47. 33 
13.17 
99.47 
18.4 
2.23 



6.16 
90.95 

6.21 
16.22 

26.84- 
14. 73 

6.44 
34.51 
41.45 

9.81 
18. 59 

9.11 

9. 06 
22.17 
11.93 

2.93 
37. 59 
567. 93 

9. 96 

14. & 
19.1 

15. 86 
S2.19 
10.88 
7.93 

117. 87 
62. 32 
14. 99 
16.46 
37.42 
20.83 
10.41 
15. 42 
37.11 
15.25 
14.39 

156.91 
61.68 
50.05 
64.62 
43.9 
7.12 
83.33 

498. 16 

15. 58 
9. 48 

17.88 
9.58 
345.6 
15.08 
9. 33 
8.08 
10.9 
14.58 
6.92 
26.11 
11.87 
4.65 
6.23 
47.13 
13.65 
69.64 
18.04 
3.23 



2.83 4.49 
70.69 108.02 



4.2 5.9 

8.14 9.02 

14.68 31.06 

8.69 14.72 

4.5 2.73 

17.56 11.83 

39.87 44. 56 

8.01 8.55 

11.82 17.37 

5. 33 6. 98 
5.77 8.29 

17.04 22 

6. 28 4. 52 
0.78 1.08 

12.11 19.59 
750.86 875.67 821.68 

3. 58 5. 35 3.25 

9.28 7. 65 

12.29 16.25 

10.91 18.16 

37. 44 49. 06 

6.04 6.05 
7.97 5. 94 



3.23 
70. 38 
3.1 
8.13 
13.67 
7.61 
1.98 
10.76 
37.42 
6.68 
13.61 
5.01 
4. 56 
11.97 
4. 93 
0. 95 
16. 03 



95.52 130.54 
82.32 49.63 



5.06 8.59 

6.28 9. 55 
34.61 47 

11.85 16.14 

5.85 6.84 

6.73 12.23 

21. 13 22.85 

2.11 4.6 

7.26 8.9 

193.04 186.39 149.35 

36.08 41.21 29.16 

16.65 20.72 



6. 34 
12.12 
6.72 
33.54 
6.44 
4.4 
91 
76, 26 
7.83 
3. 45 
15.44 
12.02 
6.65 
8.22 
16.91 
4.84 
5.9 



65.01 102.96 

21.85 20.1 

3.04 1.49 

77.38 149.87 



17 
72.96 
22.68 
2.47 
86.41 

721.59 1162.7 771.32 
4.01 6.13 3.99 
4.49 4.53 3. 15 
7.41 8.36 
4.16 3.65 



296.44 355.85 
6.67 9,17 



5.35 
3.07 
4.11 
9.3 
6.7 

14.22 
4. 36 
1.56 
4.06 

32.96 
5. 87 

24. 87 
8. 22 
5.04 



6.21 
2. 77 
5. 96 

11.82 
3.27 
18.4 
3.94 
2.79 
4.42 

42.65 
6.08 

40.12 

10. 65 
1.05 



6.24 
3.41 
246 
6.14 
4.47 
1.96 
4. 92 
8.45 
4. 36 
17. 66 
3 

2.27 
2 

28.86 
5.05 

25.67 
9.82 
2.68 



3.33 
56.01 
3.91 
5.96 
17.04 
10.02 
4.84 
12.11 
30.19 
5.41 
12.56 
6.65 
4.63 
13.95 
6.56 
1.46 
9.16 



2.97 
50.79 
2.49 
8.67 
13.04 
6.35 
2.96 
14.87 
22.76 
8.86 
15.77 
6.63 
5.75 
21.02 
4.65 
1.22 
15 



2.01 
40.18 
2.28 
5.96 
14.7 
8.81 
2.69 
11.59 
22.12 
5.83 
9.7 
5. 92 
4.91 
18.07 
4.51 
1.08 
14.61 



479. 34 605.65 529.63 



2. 93 
6.48 

14.45 
4. 54 

58. 52 
4. 27 
3.29 

83.12 

20.14 
3.08 
4.66 

17.13 
7.95 
8.76 
1.29 

21.09 
5.16 
6.9 
127.37 

24. 43 

35.11 

82.29 
15.4 
3.1 

153.3 



3.09 
6.75 
14.01 
5.11 
51.29 
11.51 
2.7 
67.08 
2.41 
3.73 
4.84 
16.13 
15.74 
11.21 
15.64 
21.59 
2.67 
7.16 



1.48 
5. 36 

14.79 
5.37 

51.59 
4.91 
3.99 

69.04 
10.4 
3.02 
4.51 
8. 67 

18.89 
9. 52 
2.06 

19. 22 
4.2 
7.33 



93.56 137.15 
9.99 5.28 



28.1 35.48 

90.04 44.91 

10.55 10.37 

3.24 2.29 

88.92 78.17 

764.45 491.49 312.45 

13 9.01 11.16 

4.48 1.37 1.78 

10.42 8.8 8.13 

3.6 4.3 3.59 

347.62 322.78 317.34 

12.29 9.32 9.91 

3.01 2.8 2.57 

3.3 4.71 1 

4.54 2.99 2.4 

4.13 9.04 5.86 

3.66 3.01 3.29 

12.21 8.56 11.75 

3.76 3.8 4.37 

3.32 1.61 2.75 

3.44 3.86 2. 67 

30.69 36. 28 25.23 

5.82 4.1 4.34 

26.7 15. 32 11.38 

13.41 13.22 16.71 

3.28 2.4 2.69 
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10 



15 



20 



25 



30 



35 



40 



45 



Y79AA1 002206 
Y79AA1 002208 
Y79AA1002209 
Y79AA1002210 
Y79AA1002211 
Y79AA1002213 
Y79AA1002215 
Y79AA1002220 
Y79AA1002226 
Y79AA1002229 
Y79AA1002234 
Y79AA1002235 
Y79AA1002246 
Y79AA1002258 
Y79AA1002279 
Y79AA1 002292 
Y79AA1 002298 
Y79AA1 002307 
Y79AA1 002309 
Y79AA1002311 
Y79AA1 002334 
Y79AA1002351 
Y79AA1002355 
Y79AA1002361 
Y79AA1 002365 
Y79AA1 002373 
Y79AA1 002376 
Y79AA10O2378 
Y79AA1002381 
Y79M1002388 
Y79AA1002399 
Y79AA1002407 
Y79AA1002413 
Y79AA1002416 
Y79AA1002429 
Y79AA1002431 
Y79AA1002433 
Y79AA1 002445 
Y79AA1002461 
Y79AA1 002466 
Y79AA1002471 
Y79AA1 002472 
Y79AA1 002474 
Y79AA1002482 
Y79AA1002487 
Y79AA10O249O 
Y79AA1002493 
ZRV6C1006278 



7.86 
21.91 
14. 82 
13.64 
11.76 
40.78 
54.92 
17.03 
48. 55 
7. 88 
20. 83 
28.03 
9. 72 
12.35 
51.52 
13.64 
9.43 
9.31 
8.88 
16.51 
13.05 
13.61 
31.74 
23.42 
12.42 
8.95 
1550.5 
20.24 
116.11 
33.4 
11.13 
12.66 
16.98 
7.52 
17.73 
3.38 
9.94 
33.47 
7.94 
778.44 
11.38 
31.22 
10.68 
30.09 
8.33 



6. 79 
17.64 
11.28 

7. 39 
19. 59 
31.99 
41.59 

11.5 
31.27 
6.84 
13. 27 
23. 84 
14.9 
12.02 
49.19 
7.58 
8.29 
8.07 
7.96 
9.27 
8.36 
12.49 
30.6 
15.4 
6. 37 
6.89 
2569.2 
17.32 
128.86 
33.3 
8.22 
14.43 
12.77 
8.19 
18.61 
3.05 
11.67 
25.62 
6.22 
339.4 
8.13 
33.06 
12.29 
33.68 
8.29 



143. 18 106.89 
44.75 41.56 
5.25 7 



4.66 
15.14 
11.86 
7.59 
13.47 
22.96 
39.55 
20.58 
31.34 
5. 37 
12.39 
21.24 
10.35 
7.88 
41.11 
4.14 
4. 77 
6. 62 
8. 79 
11.76 
7 

9. 42 
21.85 
18.02 
7.19 
5. 46 
1680.8 
13.54 
74. 48 
27.31 
7.72 
18.13 
14.95 
8.76 
8.81 
6 

9.29 
23.49 

7.84 
681.02 
15.35 
31 
10.71 
36.63 

7.43 
117.63 
40.36 

5.52 



2.41 
5.6 
6.23 
9.08 
10.43 
18.41 
24.88 
7.13 
7.35 
6.02 
9.34 
15.07 
5. 25 
7.82 
5.28 
5. 73 
3.29 
3.9 
3.32 
6.9 
5.13 
7.1 
12.21 
12. 53 
3.15 
5.13 
462. 62 
5.14 
110. 66 
13.85 



.28 
.72 
.14 
.47 
.82 
.01 



4. 
7. 
6, 
5 
5 
3 

5.11 
15.99 

3.36 
542.56 
12.81 
18.15 

6.77 
19.02 

7.28 
56.22 
20.64 

3.16 



3.6 
4. 07 

4.7 
4.62 
6.65 
26. 57 
24.36 
5.68 
12.72 
4.67 
6.36 
14.87 
6.99 
11.57 
2.78 
4.43 
5.48 

4.4 
4.26 

6.2 
4.89 
4.15 
15.81 
10.73 
4.11 

4.81 
827.86 

9.41 
141.78 
26.75 

5. 54 
14.18 

9.13 
10.72 
10. 24 

5. 89 

5. 57 
10.67 

7.35 
499.15 

13.4 
21.85 
7.3 
23.45 

8. 45 
71.49 
28. 52 

2. 97 



5.74 
5. 57 



14.98 
11.26 
5.31 
13.65 
2.85 
3.6 
9. 39 
4.12 
8.55 
2.07 
2.94 
4 

2.44 
2.83 
3.45 
3.36 
6.19 
9.74 
6.85 
3.03 
3 

616.71 
4.23 
92.68 
11.62 
4. 87 
6.84 
4.62 
5.8 
4. 73 
1 

3.18 
7.02 
4 
369 
11.43 
9. 34 
7.75 
17. 38 
6.44 
57. 31 
19.33 
2. 19 



5.49 
6.81 
4.71 
20.5 
12.32 
45.88 
37.49 
4.57 
9.19 
3.67 
6.9 
10.75 
8.31 
9.77 
15. 99 
6.45 
4. 42 
5.17 
4.23 
7.45 
5.91 
7. 95 
20.54 
25. 86 
4.29 
9.6 
1477.6 
19.28 
155.95 
21.29 
7. 56 
5.83 
8.44 
8.2 
3.65 
2.81 
3.49 
18.92 
3.49 
592.67 
4.94 
16.29 
3.17 
21.9 
5.34 
59.76 
38.02 
2.99 



1.51 
5.17 

I. 33 
2.05 
8.42 
32.4 
23.6 

4.8 
6.65 
2. 52 
3.36 
8.42 
3.82 

4.5 
20. 03 
6.01 
4.85 
1.76 
2.88 
3.09 
4. 32 
4.93 
18. 29 
17.1 
4.74 
4. 57 
1040.3 

II. 07 
123.08 

16.32 
5.9 
9.78 
10.73 
6.05 
6.89 
2.79 
4.6 
25.26 
2.25 
971 
6.06 
20.14 
7.37 
25.81 
3.78 
51.39 
46.19 
2.6 



2.8 
2.55 
3.18 
6.37 
11.25 
41.97 
35.98 
6.51 
11.13 
3.73 
5.84 
13. 64 
6.69 
4.81 
22.13 
8.35 
3.79 
2.58 
3.97 
6.4 
5.92 
5.8 
18.48 
25. 
4.01 
7.84 
1062.1 
16.88 
170.94 
21.24 
6. 25 
4. 59 
7.99 
6. 59 
5. 66 
1.69 
3. 87 
13. 87 
3.85 
768.71 
4.47 
20.03 
4.86 
23.08 
3.86 
52. 37 
46 
2.72 
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EXAMPLE 16 

Selection of novel cDNA clones from cDNA libraries prepared by oligo-capping method 



[0246] The following 54 clones were newly selected from cDNA libraries prepared by oligo-capping method, based 
on the criterion that the 5'-end sequence of a cDNA clone contained a coding region which was initiated with ATG 
55 codon and which encoded 50 amino acids or more: 

HEMBA1 000497, HEMBA1001750, HEMBA1 003854, HEMBA1004193, HEMBA1 004860, HEMBA1005572, 
HEMBA1 006038, HEMBA1 006092, HEMBA1006406, H EM BA1 006650, HEMBA1006812, HEMBB1000672, 
HEMBB1001197, HEMBB1001871, MAMMA1001252, MAMMA1002094, NT2RM4000634, NT2RM4000657, 
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NT2RM4000783, NT2RM4000857, NT2RM4001178, NT2RM4002420, NT2RP2000198, NT2RP2000551 , 
NT2RP2000660, 

NT2RP2001214, NT2RP2001460, NT2RP2001756, NT2RP2002056, NT2RP2002677, NT2RP2002755, 
NT2RP2002843, NT2RP2003101, NT2RP2003799, NT2RP2004095, NT2RP2004732, NT2RP2004920, 
5 NT2RP2005454, NT2RP2005776, NT2RP2005806, NT2RP2005882, NT2RP3001282, NT2RP3001723, 
NT2RP3002099, NT2RP3003155, NT2RP3004028, OVARC1000008, OVARC1000724, OVARC1000751, 
OVARC1001029, PLACE1000814, PLACE1003030, PLACE 1005549, PLACE 10072 18. 

Among them, the following 23 clones was predicted to contain a coding region encoding 100 amino acids or more: 
HEMBA1000497, HEMBA1003854, HEMBA1004193, HEMBA1006812, HEMBB1001871, NT2RM4000657, 
10 NT2RM4001178, NT2RP2001756, NT2RP2002677, NT2RP2002755, NT2RP2002843, NT2RP2004095, 
NT2RP2004920, NT2RP2005806, NT2RP3001282, NT2RP3002099, NT2RP3003155, OVARC1 000724, 
OVARC1001029, PLACE1000814, PLACE1003030, PLACE1005549, PLACE1007218. This indicates that the clones 
encode proteins. 

[0247] Table 510 shows maximal ATGprl value determined for each clone. Since the respective maximal ATGprl 
15 values for HEM BA1 00681 2, HEMBB1001871 and NT2RRP3001282 are higher than 0.3, the clones would be full- 
length. Other clones indicated below have maximal ATGprl values of 0.3 or less, and this means that the fullness ratios 
of the clones are low. 

However, the sequences can still be full-length:HEMBA1 000497, HEMBA1001750, HEMBA1 003854, 
HEMBA1004193, HEMBA1 004860, HEMBA1 005572, HEMBA1 006038, HEMBA1006092, H EM BA1 006406, 

20 HEMBA1006650, HEMBB1000672, HEMBB1001197, MAMMA1001252, MAMMA1002094, NT2RM4000634, 
NT2RM4000657, NT2RM4000783, NT2RM4000857, NT2RM4001178, NT2RM4002420, NT2RP2000198, 
NT2RP2000551, NT2RP2000660, NT2RP2001214, NT2RP2001460, NT2RP2001756, NT2RP2002056, 
NT2RP2002677, NT2RP2002755, NT2RP2002843, NT2RP2003101, NT2RP2003799, NT2RP2004095, 
NT2RP2004732, NT2RP2004920, NT2RP2005454, NT2RP2005776, NT2RP2005806, NT2RP2005882, 

25 NT2RP3001723, NT2RP3002099, NT2RP3003155, NT2RP3004028, OVARC1 000008, OVARC1 000724, 
OVARC1000751, OVARC1001029, PLACE1000814, PLACE1003030, PLACE1005549, PLACE1007218 
[0248] Table 511 (same as Table 2) shows SEQ ID NOs of the nucleotide sequences located at the 5-end and 3- 
end of each of the 54 clones and the corresponding plasmid clone, which was obtained herein, containing a polynu- 
cleotide as an insert. SEQ ID NO for a 5'-end sequence is indicated on the right side of the corresponding Sequence 

30 name of 5-end sequence, and SEQ ID NO for a 3'-end sequence is indicated on the right side of the corresponding 
Sequence name of 3-end sequence. 

[0249] Swiss-Prot was searched for data homologous to the 5' -end sequences of the selected 54 clones, and Gen- 
Bank and UniGene were searched for data homologous to the 5' -end and 3-end sequences of the same clones. The 
search results are indicated as Homology search results 1-7 in the last part of this SPECIFICATION. 

35 [0250] Based on the matching data obtained by the search, 7 clones presumably encode proteins belonging to any 
of the categories of secretory or membrane proteins, glycoproteins, signal transduction-associated proteins, transcrip- 
tion-associated proteins, disease-associated proteins, and protein synthesis- and/or protein transport-associated pro- 
teins. These were clones exhibiting relatively low homology to any of known proteins belonging to said categories. 
Here, the term "relatively low homology" means that a nucleotide sequence does not satisfy the conditions under which 

40 the nucleotide sequence exhibits "relatively high homology" (which means that, when the nucleotide sequence is com- 
pared with the known sequences in Swiss-Prot database, the sequence identity is 60% or higher and the P value is 
10' 10 or less) and that, when the nucleotide sequence is compared with the known sequences in Swiss-Prot database, 
the sequence to be compared contains 55 nucleotides or more, the sequence identity is 25% or higher, and the P value 
is 10 -6 or less. 

45 [0251] Among the 7 clones, clones presumably encoding proteins belonging to the category of secretory or mem- 
brane proteins are the two clones, HEMBB1 001871 and NT2RM4000857 (which also belong to other categories); 
clones presumably encoding proteins belonging to the category of glycoproteins are the two clones, HEMBB 1001 871 
and NT2RM4000857 (which also belong to other categories);- a clone presumably encoding a protein belonging to the 
category of signal transduction-associated proteins is PLACE 1005549; clones presumably encoding proteins belonging 

50 to the category of transcription-associated proteins are the three clones, HEMBA1 005572, NT2RP2001756, and 
NT2RP2005776; a clone presumably encoding a protein belonging to the category of disease-associated proteins is 
NT2RM4000857 (which also belong to other categories); a clone presumably encoding a protein belonging to the 
category of protein synthesis- and/or protein transport-associated proteins is HEMBA1001750 (see Examples 12). 
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Table 510 

The maximal ATGprl value of each clone selected in Example 16 



clone name name of maximal 
sequence ATGprl 
score 



HEMBA1 000497 


F-HEMBA1 000497 


0. 25 


HEMBA1001750 


F-HEMBA1001750 


0. 08 


HEMBA1 003854 


F-HEMBA1 003854 


0. 23 


HEMBA1004193 


F-HEMBA1004193 


0. 22 


HEMBA1 004860 


F-HEMBA1 004860 


0. 29 


HEMBA1 005572 


F-HEMBA1 005572 


0. 24 


HEMBA1 006038 


F-HEMBA1 006038 


0. 29 


HEMBA1 006092 


F-HEMBA1 006092 


0. 28 


HEMBA1 006406 


F-HEMBA1 006406 


0. 26 


HEMBA1 006650 


F-HEMBA1 006650 


0. 22 


HEMBA1006812 


F-HEMBA1006812 


0.71 


HEMBB1 000672 


F-HEHBB1 000672 


0. 24 


HEMBB1001197 


F-HEMBB1001197 


0. 22 


HEMBB1001871 


F-HEMBB1001871 


0. 94 


MAMMA1001252 


F-MAHMA1001252 


0. 29 


MAMMA1 002094 


F-MAMMA1 002094 


0. 28 


NT2RM4000634 


F-NT2RM4000634 


0. 07 


NT2RM4000657 


F-NT2RM4000657 


0. 24 


NT2RM4000783 


F-NT2RM4000783 


0. 22 


NT2RM4O00857 


F-NT2RM4000857 


0. 12 


NT2RM4001178 


F-NT2RM4001178 


0. 27 


NT2RM4002420 


F-NT2RM4002420 


0.06 


NT2RP2000198 


F-NT2RP2000198 


0.15 


NT2RP2000551 


F-NT2RP2000551 


0. 07 


NT2RP2000660 


F-NT2RP2000660 


0. 22 


NT2RP2001214 


F-NT2RP2001214 


0. 26 


NT2RP2001460 


F-NT2RP2001460 


0.07 


NT2RP2001756 


F-NT2RP2001756 


0.17 
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NT2RP2002056 


F-NT2RP2002056 


A lO 

0. 12 


NT2RP2002677 


F-NT2RP2002677 


0. 14 


NT2RP2002755 


F-NT2RP2002755 


A 10 

0. 12 


NT2RP2002843 


r* MTAnnAAAAA J4 

F-NT2RP2002843 


0. 11 


NT2RP2003101 


IITAAAAAAK A4 

F-NT2RP2003101 


0. 13 


NT2RP2003799 


I"* IITAnnAAAA*IAA 

F-NT2RP2003799 


0. 24 


NT2RP2004095 


F-NT2RP2004095 


0. 16 


NT2RP2004732 


F-MT2RP2004732 


0. 18 


NT2RP2004920 


F-NT2RP2004920 


0. 15 


NT2RP2005454 


F-NT2RP2005454 


0. 09 


NT2RP2005776 


F-NT2RP2005776 


0. 19 


NT2RP2005806 


F-NT2RP2005806 


0. 27 


NT2RP2005882 


F-NT2RP2005882 


0.11 


NT2RP3001282 


F-NT2RP3001282 


0. 39 


NT2RP3001723 


F-NT2RP3001723 


0. 22 


NT2RP3002099 


F-NT2RP3002099 


0. 20 


NT2RP3003155 


F-NT2RP3003155 


0. 29 


NT2RP3004028 


F-NT2RP3004028 


0.13 


OVARC1 000008 


F-0VARC1 000008 


0. 23 


0VARC1 000724 


F-0VARC1 000724 


0. 27 


0VARC1 000751 


F-OVARC 1000751 


0. 28 


0VARC1001029 


F-0VARC1001029 


0. 25 


PLACE1000814 


F-PLACE1000814 


0.21 


PLACE1 003030 


F-PLACE1 003030 


0. 26 


PLACE1 005549 


F-PLACE1 005549 


0.16 


PLACE1007218 


F-PLACE1007218 


0. 30 
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Table 511 



clone name name of 


SEQ ID NO 


name of 


SEQ ID NO 


the 5* -end 


of the 


the 3' -end 


of the 


sequence 


5' -end 


sequence 


3' -end 




sequence 




sequence 



HEMBA1 000497 
HEMBA1001750 
HEMBA 1003854 
HEMBA1004193 
HEMBA1 004860 
HEMBA1 005572 
HEMBA1 006038 
HEMBA1 006092 
HEMBA1 006406 
HEMBA1 006650 
HEMBA1006812 



F-HEMBA1 000497 16111 

F-HEMBA1001750 16112 

F-HEMBA 1003854 16113 

F-HEMBA1004193 16114 

F-HEMBA1 004860 16115 

F-HEMBA1 005572 16116 

F-HEMBA1 006038 16117 

F-HEMBA1 006092 16118 

F-HEMBA1 006406 16119 

F-HEMBA1 006650 16120 

F-HEMBA1006812 16121 



R-HEMBA1 000497 16165 

R-HEMBA1001750 16166 

R-HEMBA1 003854 16167 

R-HEMBA1004193 16168 

R-HEMBA 1004860 16169 

R-HEMBA1 005572 16170 

R-HEHBA1 006038 16171 

R-HEMBA1 006092 16172 

R-HEMBA1 006406 16173 

R-HEMBA1 006650 16174 

R-HEMBA1006812 16175 
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HEMBB1000672 F-HEMBB 1000672 16122 R-HEMBB1 000672 16176 

HEMBB1001197 F-HEMBB1001 197 16123 R-HEMBB1001197 16177 

HEMBB1001871 F-HEMBB1001871 16124 R-HEMBB1001871 16178 

MAWWA1001252 F-MAMMA1 001 252 16125 R-MAMMA1 001 252 16179 

MAMMA1002O94 F-MAMMA1 002094 16126 R-MAMMA1 002094 16180 

NT2RM4000634 F-NT2RM4000634 16127 R-NT2RM4000634 16181 

NT2RM4000657 F-NT2RM4000657 16128 R-NT2RM4000657 16182 

NT2RM4000783 F-NT2RM4000783 16129 R-NT2RM4000783 16183 

NT2RM4000857 F-NT2RM40O0857 16130 R-NT2RM4000857 16184 

NT2RM4001178 F-NT2RM40O1 1 78 16131 R-NT2RM4001 1 78 16185 

NT2RM4002420 F-NT2RM4002420 16132 R-NT2RM4002420 16186 

NT2RP2000198 F-NT2RP2000198 16133 R-NT2RP20001 98 16187 

NT2RP2000551 F-NT2RP2000551 16134 R-NT2RP2000551 16188 

NT2RP2000660 F-NT2RP2000660, 16135 R-MT2RP2000660 16189 

NT2RP2001214 F-NT2RP2001214' 16136 R-NT2RP20012U 16190 

NT2RP2001460 F-NT2RP2001 460 16137 R-NT2RP2001 460 16191 

NT2RP2001756 F-NT2RP2001756 16138 R-NT2RP2001 756 16192 

NT2RP2002056 F-NT2RP2002056 16139 R-NT2RP2002056 16193 

NT2RP2002677 F-NT2RP2002677 16140 R-NT2RP2002677 16194 

NT2RP2002755 F-NT2RP2002755 16141 R-NT2RP2002755 16195 

MT2RP2002843 F-NT2RP2002843 16142 R-NT2RP2002843 16196 

NT2RP2003101 F-NT2RP2003101 16143 R-NT2RP2003101 16197 

NT2RP2003799 F-NT2RP2003799 16144 R-NT2RP2003799 16198 

NT2RP2004O95 F-NT2RP2004095 16145 R-MT2RP2004095 16199 

MT2RP2004732 F-NT2RP2004732 16146 R-NT2RP2004732 16200 

NT2RP2004920 F-NT2RP2004920 16147 R-NT2RP2004920 16201 

NT2RP2005454 F-NT2RP2005454 16148 R-NT2RP2005454 16202 

NT2RP2005776 F-NT2RP2005776 16149 R-NT2RP2005776 16203 

MT2RP2005806 F-NT2RP2005806 16150 R-MT2RP2005806 16204 

HT2RP2005882 F-NT2RP2005882 16151 R-NT2RP2005882 16205 

MT2RP3001282 F-NT2RP3001282 16152 R-NT2RP3001 282 16206 

MT2RP3001723 F-NT2RP3001723 16153 R-NT2RP3001 723 16207 

NT2RP3002099 F-NT2RP3002099 16154 R-NT2RP3002099 16208 

NT2RP3003155 F-NT2RP30031 55 16155 R-NT2RP30031 55 16209 

NT2RP3004028 F-NT2RP3004028 16156 R-NT2RP3004028 16210 

0VARC1 000008 F-OVARC1 000008 16157 R-0VARC1 000008 16211 

OVARC1 000724 F-OVARC1 000724 16158 R-0VARC1 000724 16212 

0VARC1 000751 F-OVARC1 000751 16159 R-0VARC1 000751 16213 

0VARC1001029 F-OVARC1001029 16160 R-0VARC1 001 029 16214 

PLACE1000814 F-PLACE1000814 16161 R-PUCE1000814 16215 

PLACE1 003030 F-PLACE 1003030 16162 R-PLACE1 003030 16216 

PLACE1 005549 F-PLACE 1005549 16163 R-PLACE1 005549 16217 

PLACE1007218 F-PLACE1007218 16164 R-PLACE1 007218 16218 
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EXAMPLE 17 

Search for a signal sequence, transmembrane region and functional domain in deduced amino acid sequences 



[0252] The deduced amino acid sequences from the full-length nucleotide sequences were examined to predict the 
presence of a signal sequence in their amino-termini as well as the presence of a transmembrane region. The amino 
acid sequences were also searched for a protein functional domain (motif). The examinations for a signal sequence 
in the amino-terminus, for a transmembrane region and for a functional domain were performed by using PSORT [K. 
Nakai & M. Kanehisa, Genomics, 14:897-911 (1992)], SOSUI [T. Hirokawa etal., Bioinformatics, 14:378-379 (1998)] 
(Mitsui Knowledge Industry Co., Ltd.) and Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml), respectively. 
When the presence of a signal sequence or a transmembrane region in the amino-terminus was predicted in the amino 
acid sequence by PSORT or SOSUI, the protein was predicted to be a secretory protein or a membrane protein. When 
the amino acid sequence matched a functional domain in the Pfam search for a functional domain, the function of the 
protein is predictable based on the matching data, for example, by referring to the functional categories in PROSITE 
(http://www.expasy.ch/cgi-bin/prosite-list.pl). The functional domain search can be performed by using PROSITE in- 
stead of Pfam. 

[0253] Search results obtained by using the respective software programs are indicated below. 

[0254] Clones whose deduced amino acid sequences were predicted to have signal sequences by PSORT search 

are as follows: 



HEMBA1001052, 

HEMBA1 003086, 

HEMBA1006198, 

MAMMA1 000798, 

NT2RM1000811, 

NT2RM4000634, 

NT2RP1 001247, 

NT2RP2005752, 

NT2RP3003145, 

NT2RP4000151, 

NT2RP4001117, 

PLACE1 000611, 

PLACE1 005086, 

PLACE1 008533, 

PLACE2000379, 

THYRO1001134, 

HEMBB1001925, 

NT2RP3003059, 



HEMBA1001407, 
HEMBA1003711, 
HEMBA1 006789, 
MAMMA1 002427, 
NT2RM1 000905, 
NT2RM4000778, 
NT2RP1001546, 
NT2RP2005812, 
NT2RP3003242, 
NT2RP4000243, 
NT2RP4001730, 
PLACE1 003030, 
PLACE1 006239, 
PLACE1 008693, 
PLACE2000427, 
THYRO1001287, 
MAMMA1 000778, 
OVARC1 000689, 



HEMBA1002486, 
HEMBA1004752, 
HEMBA1006921, 
MAMMA1 002881, 
NT2RM1001008, 
NT2RM4002339, 
NT2RP1001569, 
NT2RP3001084, 
NT2RP3003621, 
NT2RP4000259, 
NT2RP4001739, 
PLACE1 003044, 
PLACE1006754, 
PLACE1010622, 
PLACE2000477, 
Y79AA1 000258, 
MAMMA1 000897, 
OVARC1 000890, 



HEMBA1002661, 
HEMBA1005991, 
HEMBB1000054, 
MAMMA1 003035, 
NT2RM2000287, 
NT2RM4002460, 
NT2RP2001597, 
NT2RP3001589, 
NT2RP3004282, 
NT2RP4000323, 
NT2RP4002075, 
PLACE1 003369, 
PLACE1 006829, 
PLACE1010942, 
PU\CE4000431, 
Y79AA1001874, 
MAMMA1001080, 
PLACE1005162, 



HEMBA1002818, 
HEMBA1 006067, 
HEMBB1000175, 
NT2RM1 000035, 
NT2RM2000609, 
NT2RP1000782 S 
NT2RP2002537, 
NT2RP3002163, 
NT2RP3004503, 
NT2RP4000417, 
NT2RP5003500, 
PLACE1003596, 
PLACE1 007954, 
PLACE2000176, 
PLACE4000593, 
Y79AA1 002399 
NT2RP2004300, 
PLACE3000399, 



HEMBA1 002876, 
HEMBA1006173, 
HEMBB1 002692, 
NT2RM1 000742, 
NT2RM2001613, 
NT2RP1 000856, 
NT2RP2004142, 
NT2RP3002650, 
NT2RP4000051, 
NT2RP4001064, 
OVARC1001154, 
PLACE1 004258, 
PLACE1 008424, 
PLACE2000341, 
THYRO1000156, 
HEMBB1001871, 
NT2RP3002985, 
PLACE3000455, 



PLACE4000247, PLACE4000259, PLACE4000494 

[0255] Clones whose deduced amino acid sequences were predicted to have transmembrane regions by SOSUI 
search are as follows: 



HEMBA1 000005, 
HEMBA1000817, 
HEMBA1001286, 
HEMBA1001557, 
HEMBA1 002462, 
HEMBA1 002780, 
HEMBA1 003086, 
HEMBA1 003803, 
HEMBA1 004637, 
HEMBA1 004930, 
HEMBA1 005616, 
HEMBA1 006502, 
HEMBA1 007203, 
HEMBB1 000763, 
HEMBB1001302, 
HEMBB1002387, 
MAMMA1 000277, 
MAMMA1 000731, 



HEMBA1 000356, 
HEMBA1 000822, 
HEMBA1001351, 
HEMBA1001746, 
HEMBA1 002477, 
HEMBA1002818, 
HEMBA1 003096, 
HEMBA1 004143, 
HEMBA1 004752, 
HEMBA1 005029, 
HEMBA1 005991, 
HEMBA1 006659, 
HEMBB1 000050, 
HEMBB1 000827, 
HEMBB1001348, 
HEMBB1 002550, 
MAMMA1 000278, 
MAM MA1 000734, 



HEMBA1000518, 
HEMBA1 000870, 
HEMBA1001407, 
HEMBA1002092, 
HEMBA1002486, 
HEMBA1 002876, 
HEMBA1003281, 
HEMBA1004146, 
HEMBA1 004756, 
HEMBA1 005035, 
HEMBA1 006036, 
HEMBA1 006758, 
HEMBB1000054, 
HEMBB1000915, 
HEMBB1001962, 
HEMBB1002600, 
MAMMA1 000410, 
MAMMA1 000798, 



HEMBA1000531, 
HEMBA1000991, 
HEMBA1001446, 
HEMBA1002125, 
HEMBA1002609, 
HEMBA1002921, 
HEMBA1 003286, 
HEMBA1004341, 
HEMBA1004850, 
HEMBA1005050, 
HEMBA1 006067, 
HEMBA1 006789, 
HEMBB1000556, 
HEMBB1000975, 
HEMBB1002142, 
HEMBB1002692, 
MAMMA1000416, 
MAMMA1 000842, 



HEMBA1 000637, 
HEMBA1 001052, 
HEMBA1001510, 
HEMBA1002150, 
HEMBA1 002659, 
HEMBA1 003077, 
HEMBA1003711, 
HEMBA1 004461, 
HEMBA1 004889, 
HEMBA1 005552, 
HEMBA1 006293, 
HEMBA1 006921, 
HEMBB1000593, 
HEMBB1001112, 
HEMBB1002190, 
MAMMA1000129, 
MAMMA1 000472, 
MAMMA1 000956, 



HEMBA1000719, 
HEMBA1001085, 
HEMBA1001515, 
HEMBA1002166, 
HEMBA1 002661, 
HEMBA1 003079, 
HEMBA1 003742, 
HEMBA1 004577, 
HEMBA1 004923, 
HEMBA1 005588, 
HEMBA1 006492, 
HEMBA1 006926, 
HEMBB1 000631, 
HEMBB1001177, 
HEMBB1 002247, 
MAMMA1000133, 
MAMMA1 000714, 
MAMMA1001008, 
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MAMMA1001030, 
MAMMA1001751, 
MAMMA1 002769, 
NT2RM1 000062, 

5 NT2RM1 000742, 
NT2RM1001008, 
NT2RM2000407, 
NT2RM2001393, 
NT2RM2001718, 

w NT2RM2001998, 
NT2RM4000634, 
NT2RM4000857, 
NT2RM4001987, 
NT2RM4002339, 

15 NT2RM4002571, 
NT2RP1 000677, 
NT2RP1001286, 
NT2RP1001546, 
NT2RP2000114, 

20 NT2RP2000270, 
NT2RP2000892, 
NT2RP2001581, 
NT2RP2002385, 
NT2RP2002857, 

25 NT2RP2003629, 
NT2RP2004681, 
NT2RP2005227, 
NT2RP2005784, 
NT2RP2006571, 

30 NT2RP3000441, 
NT2RP3001176, 
NT2RP3001497, 
NT2RP3001943, 
NT2RP3002163, 

35 NT2RP3002687, 
IMT2RP3003101, 
NT2RP3003918, 
NT2RP4000243, 
NT2RP4000713, 

40 NT2RP4000928, 
NT2RP4001117, 
NT2RP4001372, 
NT2RP4001644, 
NT2RP4002075, 

45 OVARC1 000241, 
OVARC1 000924, 
OVARC1001381, 
OVARC1001702, 
OVARC1002158, 

50 PLACE1 000656, 
PU\CE1001377, 
PLACE1002213, 
PLACE1 002851, 
PLACE1 003493, 

55 PLACE1004197, 
PLACE1 004840, 
PLACE1 005595, 
PLACE1 006754, 



MAMMA1001139, 

MAMMA1001771, 

MAMMA1 002890, 

NT2RM1000131, 

NT2RM1000800, 

NT2RM1001115, 

NT2RM2000422, 

NT2RM2001499, 

NT2RM2001760, 

NT2RM2002049, 

NT2RM4000674, 

NT2RM4001032, 

NT2RM4002054, 

NT2RM4002438, 

NT2RP1000191, 

NT2RP1 000767, 

NT2RP1001310, 

NT2RP1001569, 

NT2RP2000120, 

NT2RP2000283, 

NT2RP2001081, 

NT2RP2001597, 

NT2RP2002479, 

NT2RP2003125, 

NT2RP2003777, 

NT2RP2004775, 

NT2RP2005270, 

NT2RP2005812, 

NT2RP3000092, 

NT2RP3000531, 

NT2RP3001260, 

NT2RP3001538, 

NT2RP3001944, 

NT2RP3002351, 

NT2RP3002701, 

NT2RP3003145, 

NT2RP3004207, 

NT2RP4000259, 

NT2RP4000724, 

NT2RP4000973, 

NT2RP4001138, 

NT2RP4001373, 

NT2RP4001677, 

NT2RP5003500, 

OVARC1 000335, 

OVARC1000936, 

OVARC1001391, 

OVARC1001703, 

OVARC1002165, 

PLACE1000712, 

PLACE1001517, 

PLACE1 002395, 

PLACE1 002908, 

PLACE1 003537, 

PLACE 1004258, 

PLACE1 004969, 

PLACE1 005623, 

PLACE1 006901, 



MAMMA1001154, 
MAMMA1 002461, 
MAMMA1 002938, 
NT2RM1 000257, 
NT2RM1 000811, 
NT2RM1001139, 
NT2RM2000566, 
NT2RM2001613, 
NT2RM2001785, 
NT2RM4000046, 
NT2RM4000700, 
NT2RM4001054, 
NT2RM4002073, 
NT2RM4002446, 
NT2RP1 000358, 
NT2RP1 000782, 
NT2RP1001311, 
NT2RP2000032, 
NT2RP2000173, 
NT2RP2000289, 
NT2RP2001268, 
NT2RP2001947, 
NT2RP2002537, 
NT2RP2003297, 
NT2RP2003781, 
NT2RP2004799, 
NT2RP2005344, 
NT2RP2006069, 
NT2RP3000134, 
NT2RP3000685, 
NT2RP3001355, 
NT2RP3001716, 
NT2RP3002002, 
NT2RP3002455, 
NT2RP3002869, 
NT2RP3003302, 
NT2RP3004454, 
NT2RP4000323, 
NT2RP4000833, 
NT2RP4000989, 
NT2RP4001150, 
NT2RP4001379, 
NT2RP4001803, 
NT2RP5003506, 
OVARC1000700, 
OVARC1000959, 
OVARC1001453, 
OVARC1001713, 
PLACE1000014, 
PLACE1 000909, 
PLACE1001610, 
PLACE1 002500, 
PLACE1003045, 
PLACE1003553, 
PLACE1 004270, 
PLACE1005086, 
PLACE1 005763, 
PLACE1 006935, 



MAMMA1001388, 
MAM MA1 002524, 
MAMMA1 003146, 
NT2RM1 000260, 
NT2RM1 000857, 
NT2RM2000259, 
NT2RM2000581, 
NT2RM2001648, 
NT2RM2001823, 
NT2RM4000233, 
NT2RM4000764, 
NT2RM4001455, 
NT2RM4002145, 
NT2RM4002452, 
NT2RP1000418, 
NT2RP1 000856, 
NT2RP1001313, 
NT2RP2000040, 
NT2RP2000175, 
NT2RP2000459, 
NT2RP2001295, 
NT2RP2001991, 
NT2RP2002643, 
NT2RP2003433, 
NT2RP2004041, 
NT2RP2004936, 
NT2RP2005509, 
NT2RP2006100, 
NT2RP3000333, 
NT2RP3000826, 
NT2RP3001383, 
NT2RP3001727, 
NT2RP3002014, 
NT2RP3002549, 
NT2RP3002969, 
NT2RP3003353, 
NT2RP3004503, 
NT2RP4000500, 
NT2RP4000878, 
NT2RP4001057, 
NT2RP4001174, 
NT2RP4001498, 
NT2RP4001822, 
NT2RP5003522, 
OVARC1 000722, 
OVARC1 000984, 
OVARC1001476, 
OVARC1001745, 
PLACE1 000401, 
PLACE 1000948, 
PLACE1001771, 
PLACE1002714, 
PLACE1 003238, 
PLACE1003768, 
PUVCE1004289, 
PLACE1005206, 
PLACE1005884, 
PLACE1006956, 



MAMMA1001411 
MAMMA1 002598 
NT2RM1000035 
NT2RM 1000355, 
NT2RM1000867, 
NT2RM2000395, 
NT2RM2000609 
NT2RM2001659 
NT2RM2001930, 
NT2RM4000433, 
NT2RM4000795 
NT2RM4001813 
NT2RM4002146 
NT2RM4002460, 
NT2RP1 000547 
NT2RP1001113, 
NT2RP1001385 
NT2RP2000070 
NT2RP2000195, 
NT2RP2000516, 
NT2RP2001366 
NT2RP2002025, 
NT2RP2002701 
NT2RP2003446, 
NT2RP2004194 
NT2RP2005012 ! 
NT2RP2005752, 
NT2RP2006141 
NT2RP3000393 ; 
NT2RP3000852 
NT2RP3001426 
NT2RP3001739 
NT2RP3002054 
NT2RP3002628, 
NT2RP3003008, 
NT2RP3003409 
NT2RP4000051 
NT2RP4000560 
NT2RP4000907 
NT2RP4001064 
NT2RP4001274, 
NT2RP4001547 
NT2RP4001975 
NT2RP5003534, 
OVARC1 000751 
OVARC1 001034, 
OVARC1 001506, 
OVARC1 001767, 
PLACE1 000562 
PLACE1001241 
PLACE1001817 
PLACE1 002722 
PLACE1 003296 
PLACE1 003771 
PLACE1 004473 
PLACE1005313 
PLACE1 005934 
PLACE1007014 



MAMMA1 001487, 
MAMMA1 002684, 
NT2RM1 000037, 
NT2RM1 000648, 
NT2RM1 000882, 
NT2RM2000402, 
NT2RM2001370, 
NT2RM2001671, 
NT2RM2001950, 
NT2RM4000520, 
NT2RM4000820, 
NT2RM4001930, 
NT2RM4002194, 
NT2RM4002493, 
NT2RP1 000609, 
NT2RP1001247, 
NT2RP1001449, 
NT2RP2000091, 
NT2RP2000248, 
NT2RP2000842, 
NT2RP2001576, 
NT2RP2002312, 
NT2RP2002740, 
NT2RP2003466, 
NT2RP2004270, 
NT2RP2005159, 
NT2RP2005781, 
NT2RP2006261, 
NT2RP3000439, 
NT2RP3001126, 
NT2RP3001453, 
NT2RP3001799, 
NT2RP3002108, 
NT2RP3002650, 
NT2RP3003071, 
NT2RP3003716, 
NT2RP4000151, 
NT2RP4000588, 
NT2RP4000925, 
NT2RP4001079, 
NT2RP4001345, 
NT2RP4001571, 
NT2RP4002052, 
OVARC1000151, 
OVARC1 000850, 
OVARC1001129, 
OVARC1001610, 
OVARC1002127, 
PLACE1000611, 
PLACE1001257, 
PLACE1001983, 
PLACE1 002794, 
PLACE1 003369, 
PLACE1 003903, 
PLACE1 004743, 
PLACE1 005530, 
PLACE1 006225, 
PLACE1 007111, 
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PLACE1007243, PLACE1007274, PLACE1007282, PLACE1007317, PLACE1007375, PLACE1007386, 



PLACE1007645, PLACE1007852, 
PLACE 1 008532, PLACE1 008568, 



PLACE1007409, PLACE1007484, PLACE1007583, PLACE1007632, 

PLACE1007877, PLACE1008331, PLACE1008424, PLACE1008531, 

PLACE1008715, PLACE1009045, PLACE1009319, PLACE1009338, PLACE1009368, PLACE1009493, 

PLACE1009639, PLACE1009708, PLACE1009731, PLACE1010089, PLACE1010231, PLACE1010321, 



PLACE101 0622, PLACE 1 0 1 081 1 , PLACE 1 01 091 7, 
PLACE1011221, PLACE1011399, PLACE1011492, 



PLACE1010954, PLACE1011090, PLACE1011214, 
PLACE 1 01 1 646, PLACE 1011 749, PLACE2000034, 



PLACE2000111, PLACE2000176, PLACE2000187, PLACE2000341, PLACE2000379, PLACE2000425, 

PLACE2000458, PLACE3000020, PLACE3000218, PLACE3000226, PLACE3000244, PLACE3000413, 

10 PLACE4000052, PLACE4000129, PLACE4000300, PLACE4000387, PLACE4000581, PLACE4000593, 

PLACE4000650, THYR01 000394, THYR01 000395, THYR01 000570, THYR01 000748, THYR01 000756, 

THYRO1001134, THYRO1001271, THYRO1001401, THYRO1001534, THYRO1001541, THYRO1001809, 

Y79AA1 000258, Y79AA1 000420, Y79AA1 000469, Y79AA1 000734, Y79AA1 000800, Y79AA1 000976, 

Y79AA1001023, Y79AA1001177, Y79AA1001394, Y79AA1001603, Y79AA1001647, Y79AA1001846, 

15 Y79AA1001874, Y79AA1002139, Y79AA1002351, Y79AA1002399, Y79AA1002416 HEMBA1004055, 

HEMBB1001630, HEMBB1001872, HEMBB1002044, HEM BB 1002383, MAMMA1000778, MAMMA1000859, 

MAMMA1 000897, MAMMA1001073, MAMMA1 002009, MAMMA1 002844, MAMMA1 002947, MAMMA1 003089, 

NT2RM1000092, NT2RM 1000833, NT2RP2002105, NT2RP2003668, NT2RP2006184, NT2RP3001282, 

NT2RP3002810, NT2RP3002985, NT2RP3003059, NT2RP3003576, NT2RP3003665, NT2RP3003799, 

20 NT2RP3003828, NT2RP3003992, NT2RP3004051 , NT2RP3004155, OVARC1000890, OVARC1001117, 

OVARC1001329, PLACE1001761, PLACE1002437, PLACE1004793, PLACE1005611, PLACE1005898, 

PLACE1009935, PLACE1011896, PLACE2000132, PLACE2000335, PLACE3000373, PLACE3000406, 

PLACE4000250, PLACE4000487, PLACE4000494, THYRO1001320, THYRO1001537, THYRO1001828, 
Y79AA1001384 

25 [0256] Names of clones whose deduced amino acid sequences were predicted to have functional domains by Pfam 
search, and names of the matched functional domains are shown below. 

When multiple functional domains matched a clone, each domain name was indicated, separated by a double-slash 
mark, //. 



30 HEMBA1 000005//DnaJ, prokaryotic heat shock protein 

HEMBA1 000020//Tubulin 

HEMBA1000129//Helicases conserved C-terminal domain 
HEMBA1000156//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1000158//Fork head domain, eukaryotic transcription factors //Zinc finger, C2H2 type 
35 HEMBA1000303//Src homology domain 3 //Zinc finger, C3HC4 type (RING finger) 

HEMBA1000411//Ank repeat 

HEMBA1000491//Ras family (contains ATP/GTP binding P-loop) 

HEMBA1000531//Heat shock hsp70 proteins 

HEMBA1000561//Zinc finger, C2H2 type 
^0 HEMBA1 000608//Src homology domain 3 

HEMBA1 00091 9//WD domain, G-beta repeats 

HEMBA1001043//Ank repeat 

HEMBA1001088//LIM domain containing proteins 

HEMBA1001137//Zinc finger, C2H2 type 
45 HEMBA1 001 1 74//ADP-ribosylation factors (Art family) (contains ATP/GTP binding P-loop) 

HEMBA1001247//WW/rsp5/WWP domain containing proteins 

HEMBA1001286//Sushi domain 

HEMBA1001510//Basic region plus leucine zipper transcription factors 

HEMBA1001515//Reverse transcriptase (RNA-dependent DNA polymerase) 
so HEMBA1 001 661//Cadherin 

HEMBA1001723//WD domain, G-beta repeats 

HEMBA1001744//Eukaryotic protein kinase domain 

HEMBA1001804//Zinc finger, C2H2 type 

HEMBA1001819//Zinc finger, C2H2 type 
55 HEMBA1 001 847//Zinc finger, C2H2 type 

HEMBA1 0020357/Bromodomain 

HEMBA1002102//Ank repeat 

HEMBA1002161//Myosin head (motor domain) (contains ATP/GTP binding P-loop) 



1530 



EP1 074 617 A2 



HEMBA1002177//GATA family of transcription factors //Zinc finger, C2H2 type 
HEMBA1 00221 2//Eukaryotic protein kinase domain 
HEMBA1 00221 5//LIM domain containing proteins 

HEMBA1 00241 9//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
5 HEMBA1002547//Kazal-type serine protease inhibitor domain //Laminin EGF-like (Domains III and V) 

HEMBA1002768//Src homology domain 3 

HEMBA1002810//WW/rsp5/WWP domain containing proteins 

HEMBA1002818//EGF-like domain 

HEMBA1002935//Zinc finger, C2H2 type 
10 HEMBA1 002939//Ank repeat 

HEMBA1002973//3'5 , -cyclic nucleotide phosphodiesterases 

HEMBA1003077//Fibronectin type ill domain 

HEMBA1003250//Eukaryotic protein kinase domain 

HEMBA1003257//Zinc finger, C2H2 type 
15 HEMBA1003281//IG superfamily 

HEMBA1 003291 //Eukaryotic protein kinase domain 

HEMBA1003433//Forkhead-associated (FHA) domain 

HEMBA1003545//Homeobox domain //LIM domain containing proteins 

HEMBA1003591//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
20 HEMBA1003684//Zinc finger, C2H2 type 

HEMBA1003953//Zinc finger, C2H2 type 

HEMBA1004202//Ras family (contains ATP/GTP binding P-loop) 

HEMBA1004227//Protein phosphatase 2C 

HEMBA1 004321 //Zinc finger, C2H2 type 
25 HEMBA1004356//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

HEMBA1004408//Peptidyl-proly1 cis-trans isomerases 

HEMBA1004596//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

HEMBA1 004734//Ubiquitin-conjugating enzymes 

HEMBA1004973//Fibronectin type III domain 
30 HEMBA1005009//Actins 

HEMBA1005101//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

HEMBA1005581//EGF-like domain //Laminin G domain 

HEMBA1 005732//Polyprenyi synthetases 

HEMBA1005737//EF hand 
35 HEMBA1006248//Zinc finger, C2H2 type 

HEMBA1006284//Ubiquitin family 

HEMBA1006293//IG superfamily 

HEMBA1006344//Band 4.1 family 

HEMBA1006445//Ras family (contains ATP/GTP binding P-loop) 
40 HEMBA1 006492//Ank repeat 

HEMBA1006559//Zinc finger, C3HC4 type (RING finger) 

HEMBA1006708//WD domain, G-beta repeats 

HEMBA1006737//Ank repeat 

HEMBA1006758//Cadherin 
45 HEMBA1006941//Thioredoxins 

HEMBA1007243//Purine/pyrimidine phosphoribosyl transferases 

HEMBA1007300//3'5'-cyclic nucleotide phosphodiesterases 

HEMBB1000083//IG superfamily 

HEMBB1 00031 7//EGF-like domain //Thrombospondin type 1 domain 
50 HEMBB1000556//Actinin-type actin-binding domain containing proteins //LIM domain containing proteins 

HEMBB1000725//Ras family (contains ATP/GTP binding P-loop) 

HEMBB1000781//Eukaryotic protein kinase domain 

HEMBB1000915//Thrombospondin type 1 domain 

HEMBB1000927//EF hand 
55 HEMBB1000947//Double-stranded RNA binding motif 

HEMBB1001112//eubacterial secY protein 

HEMBB1001175//Ank repeat 

HEMBB1001234//WW/rsp5/WWP domain containing proteins 
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HEMBB1001282//Ank repeat 

HEMBB1001294//Ras family (contains ATP/GTP binding P-loop) 
HEMBB1001339//Forkhead-associated (FHA) domain 

HEMBB1001673//Forkhead-associated (FHA) domain //Zinc finger, C3HC4 type (RING finger) 
5 HEMBB1001802//lntermediate filament proteins 

HEMBB1 001 839//2inc finger, C2H2 type 
HEMBB1002217//Zinc finger, C2H2 type 
HEMBB1 002342/miioredoxins 

HEMBB1002600//4 transmembrane segments integral membrane proteins 
10 MAMMA1000173//Src homology domain 3 

MAMMA1000388//Zinc finger, C2H2 type 

MAMMA1000402//Reverse transcriptase (RNA-dependent DNA polymerase) 

MAM MA1 00061 2//WD domain, G-beta repeats 

MAMMA1000672//Serine carboxypeptidases 
15 MAM MA1 00073 1//SNF2 and others N-terminal domain 

MAMMA1 001008//Eukaryotic aspartyl proteases 

MAMMA1001041//Actinin-type actin-binding domain containing proteins 

MAMMA1001059//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

MAMMA1001105//Zinc finger, C2H2 type 
20 MAMMA1001260//Zinc finger, C3HC4 type (RING finger) 

MAMMA1001576//Tubulin 

MAMMA1001735//Tubulin 

MAMMA1001768//ATPases associated with various cellular activities (AAA) 

MAMMA1001837//Zinc finger, C2H2 type 
25 MAMMA1002170//Ribosomal protein S5 

MAMMA1002385//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

MAM MA1 00261 9//Ubiquitin carboxyl-terminal hydrolases family 2 

MAMMA1 002637//Kinesin light chain repeat 

MAMMA1 002650//Zinc finger, C2H2 type 
so MAMMA1002671//AMP-binding enzymes 

MAMMA1002869//LIM domain containing proteins 

MAMMA1002881//SCP-like extracellular Proteins 

MAMMA1002937//Zinc finger, C2H2 type 

MAMMA1 002938//Multicopper oxidases 
35 MAMMA1003011//Core histones H2A, H2B, H3 and H4 

MAMMA1003057//WD domain, G-beta repeats 

MAMMA1003127//Myosin head (motor domain) (contains ATP/GTP binding P-loop) 
NT2RM1000086//Zinc finger, C3HC4 type (RING finger) 
NT2RM1000199//CUB domain //Sushi domain 
40 NT2RM1000256//Glutamine amidotransferases class-ll 

NT2RM1000499//Ank repeat 

NT2RM1000555//'Cold-shock' DNA-binding domain containing proteins 

NT2RM1000666//'Cold-shock' DNA-binding domain containing proteins //Zinc finger, CCHC class 
NT2RM1000772//WD domain, G-beta repeats 
45 NT2RM1000826// , Cold-shock' DNA-binding domain containing proteins 

NT2RM1000850//Ank repeat //Eukaryotic protein kinase domain 

NT2RM1000852//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 
NT2RM1000882//Heme-binding domain in cytochrome b5 and oxidoreductases 
NT2RM1000885//Zinc finger, C3HC4 type (RING finger) 
50 NT2RM1001059//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RM1001072//C2 domain //Phosphatidyl inositol-specific phospholipase C, X domain //Phosphatidylinositol- 
specific phospholipase C, Y domain 

NT2RM2000092//Ubiquitin carboxyl-terminal hydrolases family 2 
NT2RM2000101//Zinc finger, C3HC4 type (RING finger) 
55 NT2RM20001 91//3'5'-cyclic nucleotide phosphodiesterases 

NT2RM2000422//Sodium:neurotransmitter symporter family 
NT2RM2000490//C2 domain 
NT2RM2000566//lntegrins alpha chain 
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NT2RM2000577//tRNA synthetases class I 
NT2RM2000594//C-5 cytosine-specific DNA methylases 
NT2RM2000691//Actins 
NT2RM2000735//Zinc finger, C2H2 type 
5 NT2RM2000740//Helicases conserved C-terminal domain 

NT2RM2000951//FGGY family of carbohydrate kinases 
NT2RM2001324//LIM domain containing proteins 
NT2RM2001499//Amino acid permeases 

NT2RM2001547//DnaJ, prokaryotic heat shock protein //Thioredoxins 
10 NT2RM2001613//eubacterial secY protein 

NT2RM2001670//Zinc finger, C2H2 type 

NT2RM2001700//Acyl-CoA dehydrogenases 

NT2RM2001730//Ubiquitin carboxyl-terminal hydrolases family 2 

NT2RM2001813//WD domain, G-beta repeats 
15 NT2RM2001823//Helicases conserved C-terminal domain //SNF2 and others N-terminal domain 

NT2RM2001896//Cytochrome C oxidase subunit II 

NT2RM2001989//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RM2001 997/n~hioredoxins 

NT2RM2002088//KH domain family of RNA binding proteins 
20 NT2RM2002100//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

NT2RM2002109//IG superfamily 

NT2RM4000046//Zinc finger, C3HC4 type (RING finger) 

NT2RM4000104//Zinc finger, C2H2 type 

NT2RM4000167//Kinesin motor domain 
25 NT2RM4Q0Q191//DEAD and DEAH box helicases //Helicases conserved C-termlnal domain 

NT2RM4000202//Zinc finger, C2H2 type 

NT2RM4000229//PH (pleckstrin homology) domain 

NT2RM4000344//ATPases associated with various cellular activities (AAA) 

NT2RM4000356//Ras family (contains ATP/GTP binding P-loop) 
30 NT2RM4000471 //Aminotransferases class-V 

NT2RM4000496//ATPases associated with various cellular activities (AAA) 

NT2RM4000611//WD domain, G-beta repeats 

NT2RM4000657//C2 domain //Phosphatidyl inositol-specific phospholipase C, Y domain 

NT2RM4000712//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 
35 NT2RM4000733//Forkhead-associated (FHA) domain 

NT2RM4000734//Zinc finger, C2H2 type 

NT2RM4000751//Zinc finger, C2H2 type 

NT2RM4000795//Carboxy!esterases 

NT2RM4000996//Zinc finger, C2H2 type 
40 NT2RM4001054//eubacteria1 secY protein 

NT2RM4001140//Homeobox domain 

NT2RM4001178//DEAD and DEAH box helicases 

NT2RM4001200//Zinc finger, C2H2 type 

NT2RM4001313//Phosphatidylinositol 3- and 4-kinases 
45 NT2RM4001316//Acyl-CoA dehydrogenases 

NT2RM4001320//Src homology domain 3 

NT2RM4001411//PH (pleckstrin homology) domain //Src homology domain 2 

NT2RM4001454//PH (pleckstrin homology) domain 

NT2RM4001483//Zinc finger, C2H2 type 
50 NT2RM4001 629//Src homology domain 3 

NT2RM4001758//Eukaryotic protein kinase domain 

NT2RM4001810//Zinc finger, C2H2 type 

NT2RM4001813//Lectin C-type domain short and long forms 

NT2RM4001823//Zinc finger, C2H2 type 
55 NT2RM4001 828//Zinc finger, C2H2 type 

NT2RM4001979//Zinc finger, C2H2 type 

NT2RM4001 987//IG superfamily 

NT2RM4002013//WD domain, G-beta repeats 
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NT2RM4002073//AMP-binding enzymes 

NT2RM4002093//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RM4002145//IG superfamily 
NT2RM4002287//Fibronectin type III domain 
5 NT2RM4002527//WD domain, G-beta repeats 

NT2RM4002623//tRNA synthetases class II 
NT2RP1000101//Zinc finger, C2H2 type 
NT2RP1000202//Ank repeat 

NT2RP1000272//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
10 NT2RP1 000363//PH (pleckstrin homology) domain 

NT2RP1000376//Ank repeat 
NT2RP1000470//DEAD and DEAH box helicases 
NT2RP1000478//Tubulin 

NT2RP1000522//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 
15 NT2RP1 000677//Kaza!-type serine protease inhibitor domain 

NT2RP1000701//WD domain, G-beta repeats 

NT2RP1000733//Elongation factor Tu family (contains ATP/GTP binding P-loop) 
NT2RP1000782//4 transmembrane segments integral membrane proteins 
NT2RP1000833//3'5'-cyclic nucleotide phosphodiesterases 
20 NT2RP1000856//4 transmembrane segments integral membrane proteins 

NT2RP1 000947//Ubiquitin-conjugating enzymes 
NT2RP1000959//60S Acidic ribosomal protein 

NT2RP1000966//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RP1001033//Tubulin 

25 NT2RP10010807/DEAD and DEAH box heiicases /VHeiicases conserved C-terminal domain 

NT2RP1001177//Core histones H2A, H2B, H3 and H4 

NT2RP1001247//Transforming growth factor beta like domain 

NT2RP1001294//WD domain, G-beta repeats 

NT2RP1001302//WD domain, G-beta repeats 
30 NT2RP1001313//Heme-binding domain in cytochrome b5 and oxidoreductases 

NT2RP1001457//WD domain, G-beta repeats 

NT2RP1001546//4 transmembrane segments integral membrane proteins 
NT2RP2000008//Zinc finger, C2H2 type 
NT2RP2000040//C2 domain 
35 NT2RP2000045//DnaJ, prokaryotic heat shock protein 

NT2RP2000054//Zinc finger, C3HC4 type (RING finger) 
NT2RP2000070//Cadherin 

NT2RP2000126//Helicases conserved C-terminal domain //SNF2 and others N-terminal domain 
NT2RP2000153//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
40 NT2RP2000224//PH (pleckstrin, homology) domain 

NT2RP2000257//Mitochondrial carrier proteins 
NT2RP2000329//Adenylate kinases 

NT2RP2000414//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP2000448//PH (pleckstrin homology) domain 
45 NT2RP2000660//ATPases associated with various cellular activities (AAA) 

NT2RP2000668//Eukaryotic protein kinase domain 

NT2RP20007107/tRNA synthetases class II 

NT2RP2000764//Aminotransferases class-V 

NT2RP2000842//7 transmembrane receptor (rhodopsin family) 
50 NT2RP2000880//Elongation factor Tu family (contains ATP/GTP binding P-loop) 

NT2RP2000931//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP2000932//Ank repeat 

NT2RP2001081//C2 domain 

NT2RP2001174//Zinc finger, C2H2 type 
55 NT2RP2001 397//Cyclins 

NT2RP20015207/Mitochondrial carrier proteins 

NT2RP2001597//Zinc finger, C3HC4 type (RING finger) 

NT2RP2001740//Ubiquitin carboxyl-terminal hydrolases family 2 
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NT2RP2001 748//Polyprenyl synthetases 
NT2RP2001756//Zinc finger, C2H2 type 
NT2RP2001839//Eukaryotic protein kinase domain 
NT2RP2001900//Actins 
5 NT2RP2001991//Sodium:neurotransmitter symporter family 

NT2RP2002058//WD domain, G-beta repeats 

NT2RP2002124//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 

NT2RP2002185//Ubiquitin family 

NT2RP2002208//Zinc finger, C3HC4 type (RING finger) 
10 NT2RP2002256//Cytochrome P450 

NT2RP2002479//ABC transporters 

NT2RP2002503//2inc finger, C2H2 type 

NT2RP2002520//Ank repeat 

NT2RP2002591//Zinc finger, C2H2 type 
15 . NT2RP2002741//Src homology domain 3 

NT2RP2002929//WD domain, G-beta repeats 

NT2RP2002939//Zinc finger, C2H2 type 

NT2RP2002959//Ubiquitin-conjugating enzymes 

NT2RP2002980//Ribosomal protein S10 
20 NT2RP20031 37//Ubiquitin family 

NT2RP2003164//Eukaryotic protein kinase domain 

NT2RP2003228//MCM2/3/5 family 

NT2RP2003243//Fibronectin type III domain 

NT2RP2003272//Ubiquitin family 
25 NT2RP2003307//Kinesin light chain repeat 

NT2RP2003401//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases, family 2 

NT2RP2003433//eubacterial secY protein 

NT2RP2003480//Zinc finger, C2H2 type 

NT2RP2003713//Ubiquitin carboxyl-terminal hydrolases family 2 
30 NT2RP2003737//Ubiquitin-conjugating enzymes 

NT2RP2003777//Zinc finger, C3HC4 type (RING finger) 
NT2RP2003840//Ubiquitin-conjugating enzymes 
NT2RP2003857//Ank repeat 

NT2RP2003981//Zinc finger, C3HC4 type (RING finger) 
35 NT2RP20041 70//WD domain, G-beta repeats 

NT2RP2004187//Zinc finger, C2H2 type 

NT2RP2004232//Phorbol esters / diacylglycerol binding domain //PH (pleckstrin homology) domain //Eukaryotic 

protein kinase domain 

NT2RP2004389//Ribosomal protein S9 
40 NT2RP2004538//PH (pleckstrin homology) domain 

NT2RP2004568//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

NT2RP2004710//WW/rsp5/WWP domain containing proteins 

NT2RP2004768//Eukaryotic protein kinase domain 

NT2RP2004933//Eukaryotic protein kinase domain 
45 NT2RP2004961//Zinc finger, C2H2 type 

NT2RP2005003//Zinc finger, C3HC4 type (RING finger) 

NT2RP2005012//DnaJ, prokaryotic heat shock protein 

NT2RP2005126//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

NT2RP2005139//Ank repeat 
50 NT2RP20051 40//PH (pleckstrin homology) domain 

NT2RP2005239//Aminotransferases class-V 

NT2RP2005288//Regulator of chromosome condensation (RCC1) 

NT2RP2005293//PH (pleckstrin homology) domain 

NT2RP2005325//Homeobox domain //LIM domain containing proteins 
55 NT2RP2005344//E1-E2 ATPases 

NT2RP2005465//Mitochondrial carrier proteins 

NT2RP2005525//Forkhead-associated (FHA) domain 

NT2RP2005531//Band 4.1 family 
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NT2RP2005557//Bacterial mutT protein 

NT2RP2005654//DnaJ, prokaryotic heat shock protein 

NT2RP2005701//Zinc finger, C3HC4 type (RING finger) 

NT2RP2005722//Zinc finger, C2H2 type 
5 NT2RP2005752/n"NFR/NGFR cysteine-rich region 

NT2RP2005763//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

NT2RP2005767//HMG (high mobility group) box 

NT2RP2006312//HMG (high mobility group) box 

NT2RP2006464//HMG (high mobility group) box 
10 NT2RP2006571//Cytochrome P450 

NT2RP3000050//Zinc finger, C2H2 type 

NT2RP3000068//PH (pleckstrin homology) domain 

NT2RP3000085//Biotin-requiring enzymes //Carbamoyl-phosphate synthase (CPSase) 

NT2RP3000299//Src homology domain 3 
15 NT2RP3000359//Adenylate kinases 

NT2RP3000366//Ras family (contains ATP/GTP binding P-loop) 

NT2RP3000403//WW/rsp5/WWP domain containing proteins 

NT2RP3000487//WW/rsp5A/WVP domain containing proteins 

NT2RP3000512//Homeobox domain 
20 NT2RP3000527//Zinc finger, C2H2 type 

NT2RP3000531//IG superfamily 

NT2RP3000590//Zinc finger, C3HC4 type (RING finger) 

NT2RP3000603//Helix-loop-helix DNA-binding domain 

NT2RP3000605//Zinc finger, C2H2 type 
25 NT2RP3000632//Zinc finger, C2H2 type 

NT2RP3000742//Phosphatidylinositol-specific phospholipase C, X domain //Phosphatidylinositol-specific phos- 

pholipase C, Y domain 

NT2RP3000759//ADP-ribosylation factors (Art family) (contains ATP/GTP binding P-loop) 

NT2RP3000825//EGF-like domain 
30 NT2RP3000869//ATPases associated with various cellular activities (AAA) 

NT2RP3000994//Double-stranded RNA binding motif 

NT2RP3001057//Zinc finger, C2H2 type 

NT2RP3001084//PH (pleckstrin homology) domain 

NT2RP3001120//Zinc finger, C2H2 type 
35 NT2RP3001140//Thrombospondin type 1 domain 

NT2RP3001150//Forkhead-associated (FHA) domain 

NT2RP3001155//HMG (high mobility group) box 

NT2RP3001214//Zinc finger, C2H2 type 

NT2RP3001268//Zinc finger, C2H2 type 
40 NT2RP3001 338//Zinc finger, C2H2 type 

NT2RP3001355//Mitochondrial carrier proteins 

NT2RP3001398//Zinc finger, C2H2 type 

NT2RP3001426//DnaJ, prokaryotic heat shock protein 

NT2RP3001453//ABC transporters 
45 NT2RP3001457//PH (pleckstrin homology) domain 

NT2RP3001472//HMG (high mobility group) box 

NT2RP3001495//Alcohol/other dehydrogenases, short chain type //WW/rsp5/WWP domain containing proteins 

NT2RP3001 497//Zinc finger, C3HC4 type (RING finger) 

NT2RP3001724//Helicases conserved C-terminal domain 
50 NT2RP3001792//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP3001943//Zinc finger, C3HC4 type (RING finger) 

NT2RP3001944//Zinc finger, C3HC4 type (RING finger) 

NT2RP3002007//ATPases associated with various cellular activities (AAA) 

NT2RP3002054//Low-density lipoprotein receptor domain class A 
55 NT2RP30021 51 //Elongation factor Tu family (contains ATP/GTP binding P-loop) 

NT2RP3002399//MCM2/3/5 family 

NT2RP3002501//Serine/threonine dehydratases 

NT2RP3002602//Thioredoxins 
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NT2RP3002628//DnaJ, prokaryotic heat shock protein //Thioredoxins 

NT2RP3002663//PH (pleckstrin homology) domain 

NT2RP3002909//Ank repeat 

NT2RP3002953//Cadherin 
5 NT2RP3002969//AMP-binding enzymes 

NT2RP3003061//Ank repeat 

NT2RP3003145//Zinc carboxypeptidases 

NT2RP3003230//WD domain, G-beta repeats 

NT2RP3003251//Zinc finger, C3HC4 type (RING finger) 
10 NT2RP3003278//Ank repeat //Zinc finger, C2H2 type 

NT2RP3003282//PH (pleckstrin homology) domain 

NT2RP3003311//PH (pleckstrin homology) domain 

NT2RP3003385//Ank repeat //Chaperonins dpA/B 

NT2RP3003589//Ras family (contains ATP/GTP binding P-Ioop) 
15 NT2RP3003621//CUB domain //Kringle domain 

NT2RP3003701//Thrombospondin type 1 domain 

NT2RP3003716//Fibronectin type III domain 

NT2RP3003809//ATPases associated with various cellular activities (AAA) 

NT2RP3004016//Zinc finger, C3HC4 type (RING finger) 
20 NT2RP3004207//CUB domain //Sushi domain 

NT2RP3004209//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 

NT2RP3004242//PH (pleckstrin homology) domain 

NT2RP3004262//DnaJ, prokaryotic heat shock protein 

NT2RP3004566//Zinc finger, C2H2 type 
25 NT2RP3004569//Ank repeat 

NT2RP3004594//HMG (high mobility group) box 

NT2RP3004617//Zinc finger, C3HC4 type (RING finger) 

NT2RP4000259//Glutathione peroxidases 

NT2RP4000370//Prokaryotic-type class I peptide chain release factors 
30 NT2RP4000376//WD domain, G-beta repeats 

NT2RP4000398//Zinc finger, C2H2 type 

NT2RP4000455//Forkhead-associated (FHA) domain //Zinc finger, C3HC4 type (RING finger) 
NT2RP4000457//Ubiquitin carboxyl-terminal hydrolases family 2 

NT2RP4000518//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 
35 NT2RP4000588//Actinin-type actin-binding domain containing proteins 

NT2RP4000614//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP4000648//Forkhead-associated (FHA) domain //Zinc finger, C3HC4 type (RING finger) 

NT2RP4000837//Zinc finger, C2H2 type 

NT2RP4000839//WD domain, G-beta repeats 
40 NT2RP4000865//Zinc finger, C2H2 type 

NT2RP4000907//Fibronectin type III domain //IG superfamily 

NT2RP4000925//Fibronectin type III domain 

NT2RP4000927//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 

NT2RP4000973//DnaJ, prokaryotic heat shock protein //Thioredoxins 
45 NT2RP4001079//E1 -E2 ATPases 

NT2RP4001080//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP4001117//eubacterial secY protein 

NT2RP40011507/Fibronectin type III domain 

NT2RP4001213//Zinc finger, C2H2 type 
50 NT2RP4001219//Thioredoxins 

NT2RP4001235//Zinc finger, CCHC class 

NT2RP4001433//Zinc finger, C2H2 type 

NT2RP4001498//Ank repeat 

NT2RP4001568//Ank repeat 
55 NT2RP4001644//Eukaryotic protein kinase domain 

NT2RP4001725//WD domain, G-beta repeats 

NT2RP4001753//Zinc finger, C2H2 type 

NT2RP40017907/Zinc finger, C2H2 type 
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NT2RP4001822//4 transmembrane segments integral membrane proteins 
NT2RP4001823//Fibrinogen beta and gamma chains, C-terminal globular domain 
NT2RP4001893//Ank repeat 
NT2RP4001896//WD domain, G-beta repeats 
5 NT2RP4001927//WD domain, G-beta repeats 

NT2RP4001938//Zinc finger, C2H2 type 

NT2RP4002047//Elongation factor Tu family (contains ATP/GTP binding P-loop) 
NT2RP4002078//Zinc finger, C2H2 type 
NT2RP4002408//Eukaryotic protein kinase domain 
10 NT2RP4002905//Cyclins 

NT2RP5003477//WD domain, G-beta repeats 
OVARC1000006//Core histones H2A, H2B, H3 and H4 
OVARC1000085//Proteasome A-type and B-type 

OVARC1000148//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
15 OVARC1000556//Eukaryotic protein kinase domain 

OVARC1000649//PH (pleckstrin homology) domain //Src homology domain 2 

OVARC1000746//Double-stranded RNA binding motif 

OVARC1000885//Alcohol/other dehydrogenases, short chain type 

OVARC1000937//Cyclins 
20 OVARC1 000999//Ank repeat 

OVARC 1 00 1 1 54//Gran ul ins 

OVARC1001180//Ubiquitin family 

OVARC1001306//Helix-loop-helix DNA-bindtng domain 

OVARC1001577//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
25 OVARC1001731//Tropomyosins 

OVARCi00i943//Zinc finger, C2H2 type 

OVARC1002050//Spectrin alpha chain, repeated domain 

OVARC1002112//Core histones H2A, H2B, H3 and H4 

OVARC1002138//ATPases associated with various cellular activities (AAA) 
30 OVARC1002182//WD domain, G-beta repeats 

PLACE1000014//2inc finger, C3HC4 type (RING finger) 

PLACE1000040//Ras family (contains ATP/GTP binding P-loop) 

PLACE1000050//2inc finger, C2H2 type 

PLACE1000081//PH (pleckstrin homology) domain 
35 PLACE1000142//Enoyl-CoA hydratase/isomerase 

PLACE1000401//IG superfamily 

PLACE1000406//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

PLACE1000420//Bacterial mutT protein 

PLACE1 000706//Bromodomain 
40 PLACE1000769//KH domain family of RNA binding proteins 

PLACE1000786//PH (pleckstrin homology) domain 

PLACE1000863//Ribosomal protein S4 

PLACE1000909//Ank repeat 

PLACE1000972//Src homology domain 3 
45 PLACE1 000979//Zinc finger, C2H2 type 

PLACE1001304//Zinc finger, C2H2 type 

PLACE1001387//Src homology domain 3 

PLACE1001632//2inc finger, C2H2 type 

PLACE1001672//Aminotransferases class-Ill pyridoxal-phosphate 
50 PLACE1 00171 6//2inc finger, CCHC class 

PLACE1001739//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

PI_ACE1001781//Phosphoglucomutase and phosphomannomutase phosphoserine 

PLACE1001869//FGGY family of carbohydrate kinases 

PLACE1002438//Zinc finger, C2H2 type 
55 PLACE1 002450//Zinc finger, C2H2 type 

PLACE1002474//EGF-like domain //von Willebrand factor type A domain 

PLACE1002499//Zinc finger, C3HC4 type (RING finger) 

PLACE1002532//Homeobox domain 
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PLACE1002571//Actins 

PLACE 1002685//Src homology domain 2 

PLACE1002722//7 transmembrane receptor (rhodopsin family) 

PLACE1 002775//Bromodomain 
5 PLACE 1 002834//Zinc finger, C2H2 type 

PLACE1003100//AJcohol/other dehydrogenases, short chain type 

PLACE1 0031 74//Ubiquitin-conjugating enzymes 

PLACE1003238//7 transmembrane receptor (rhodopsin family) 

PLACE1003302//Zinc finger, C2H2 type 
10 PLACE1003334//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

PLACE1003366//C2 domain 

PLACE1003394//Ras family (contains ATP/GTP binding P-loop) 
PLACE1003420//Mitochondria! carrier proteins 
PLACE1003493//C1q domain 
15 PLACE1 00351 9//KH domain family of RNA binding-proteins 

PLACE1003723//Src homology domain 2 
PLACE1003738//Zinc finger, C2H2 type 

PLACE1003888//C2 domain //Phosphatidyl inositol-specific phospholipase C, X domain //Phosphatidylinositol- 

specific phospholipase C, Y domain 
20 PLACE1 0041 28//WD domain, G-beta repeats 

PLACE1004358//PH (pleckstrin homology) domain 

PLACE1 004428//Acyl-CoA dehydrogenases 

PLACE1004437//lsocitrate and isopropylmalate dehydrogenases 

PLACE1004506//LIM domain containing proteins 
25 PLACE 1 004674/7EF hand 

PLACE 1 00491 8//L-!actate dehydrogenases 

PLACE1005243//Eukaryotic protein kinase domain 

PLACE1005305//Adenylate kinases 

PLACE1005327//Src homology domain 3 
30 PLACE1 005530//Zinc finger, C3HC4 type (RING finger) 

PLACE 1 005646//Helicases conserved C-terminal domain 

PLACE1 005656//Ribonucleotide reductases 

PLACE1005966//WD domain, G-beta repeats 

PLACE1 0061 57//Sushi domain 
35 PLACE1006196//DEAH and DEAR box helicases //Helicases conserved C-terminal domain 

PLACE1006438//Zinc finger, C2H2 type 

PLACE1006626//Double-stranded RNA binding motif 

PLACE1006754//IG superfamily 

PI_ACE1006829//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 
40 PLACE1 00691 7//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

PLACE1006956//ABC transporters 

PLACE1006958//Heat shock hsp70 proteins 

PLACE1007375//C2 domain 

PLACE1007488//PH (pleckstrin homology) domain 
45 PLACE1007511//lntermediate filament proteins 

PLACE1007537//Ank repeat 

PLACE1007544//Zinc finger, C2H2 type 

PLACE1007547//Zinc finger, C3HC4 type (RING finger) 

PLACE1007598//Zinc finger, C2H2 type 
50 PLACE1 007697//ABC transporters 

PLACE1007958//3 , 5 , -cyclic nucleotide phosphodiesterases 

PLACE1007969//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

PLACE1008201//Zinc finger, C2H2 type 

PLACE1008429//Ank repeat 
55 PLACE1 008465//Zinc finger, C2H2 type 

PLACE1008650//WD domain, G-beta repeats 

PLACE1 009020//Aminotransferases class-V 

PLACE1009094//von Willebrand factor type C domain 
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PLACE1009099//Zinc finger, C2H2 type 
PLACE 1 009246//LI M domain containing proteins 
PLACE 1009468//WD domain, G-beta repeats 

PLACE 1009476//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 
5 PLACE 1 009524//PH (pleckstrin homology) domain 

PLACE1009596//WD domain, G-beta repeats 

PLACE1009622//Double-stranded RNA binding motif 

PLACE1009861//Cysteine proteases 

PLACE1009925//Helicases conserved C-terminal domain 
10 PLACE1 009992//CUB domain //EGF-like domain //Sushi domain //Trypsin 

PLACE 1 01 0053//Double-stranded RNA binding motif 

PLACE1010089//Ubiquitin carboxyl-terminal hydrolases family 2 

PLACE1010702//Zinc finger, C2H2 type 

PLACE1010833//EF hand 
15 PLACE1010926//Src homology domain 3 

PLACE1010960//Actins 

PLACE1011041//Src homology domain 3 

PLACE1 011 046//C2 domain //Phosphatidyl inositol-specific phospholipase C, X domain //Phosphatidylinositol-spe- 

cific phospholipase C, Y domain 
20 PLACE1011114//Helicases conserved C-terminal domain 

PLACE1011160//Zinc finger, C3HC4 type (RING finger) 

PLACE1011263//Ank repeat 

PLACE1011433//Zinc finger, C2H2 type 

PLACE1011576//Zinc finger, C2H2 type 
25 PLACE1011923//Eukaryotic protein kinase domain 

PLACE2000034//Fibronectin type III domain //IG superfamily 

PLACE2000072//Zinc finger, C2H2 type 

PLACE2000111//IG superfamily 

PLACE2000164//WD domain, G-beta repeats 
30 PLACE2000216//PH (pleckstrin homology) domain 

PLACE2000341//Sodium:solute symporter family 

PLACE2000371//Src homology domain 2 

PLACE2000373//Thrombospondin type 1 domain 

PLACE2000398//IG superfamily 
35 PLACE2000427//Helicases conserved C-terminal domain 

PLACE2000458//Cadherin 

PLACE3000020//Guanylate cyclases 

PLACE3000169//Zinc finger, C2H2 type 

PLACE4000014//HeJicases conserved C-terminal domain 
40 PLACE4000052//ABC transporters 

PLACE4000192//Zinc finger, C2H2 type 

PLACE4000211//Bromodomain 

PLACE4000431//Helicases conserved C-terminal domain 

PLACE4000522//Ank repeat 
45 PLACE4000581 //EGF-like domain //Sushi domain 

PLACE4000654//Ubiquitin-conjugating enzymes 

THYRO1000072//IG superfamily 

THYRO1000242//Zinc finger, C2H2 type 

THYRO1000288//Zinc-binding metalloprotease domain 
50 THYR01 000488//Zinc finger, C3HC4 type (RING finger) 

THYRO1000501//Zinc finger, C3HC4 type (RING finger) 

THYRO1000666//Kinesin motor domain 

THYRO1000748//Src homology domain 3 

THYRO1000926//3' 5*-cyclic nucleotide phosphodiesterases 
55 THYRO1001661//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

THYRO1001671//Ubiquitin family 

Y79AA1000037//Zinc finger, C3HC4 type (RING finger) 

Y79AA1 00021 4//Core histones H2A, H2B, H3 and H4 
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Y79AA1000342//Zinc finger, C2H2 type 
Y79AA1000349//Double-stranded RNA binding motif 
Y79AA1000627//Zinc finger, C2H2 type 
Y79AA1000705//Helicases conserved C-terminal domain 
5 Y79AA1000752//KH domain family of RNA binding proteins 

Y79AA1000833//Tubulin 
Y79AA1001048//Acyl-CoA dehydrogenases 
Y79AA1001391//Homeobox domain 

Y79AA1001394//ATPases associated with various cellular activities (AAA) 
10 Y79AA1001493//Ubiquitin-conjugating enzymes 

Y79AA1001613//Zinc finger, C2H2 type 

Y79AA1001874/H"NFR/NGFR cysteine-rich region 

Y79AA1002027//Ubiquitin-conjugating enzymes 

Y79AA1002139//DnaJ, prokaryotic heat shock protein 
15 Y79AA1 002208//Ank repeat 

Y79AA1002246//C2 domain 

Y79AA1002307//Fibronectin type III domain 

Y79AA1002472//Zinc finger, C2H2 type 

HEMBA1003538//CUB domain HEMBA1003645//WD domain, G-beta repeats //Src homology domain 3 
20 HEMBA1 005206//Glutathione S-transferases. 

HEMBA1 006521 //Alcohol/other dehydrogenases, short chain type 

HEMBB1 001 482//Zinc finger, C2H2 type HEMBB 1001 91 5//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiq- 
uitin carboxyl-terminal hydrolases family 2 HEMBB1002044//Cadherin MAMMA1000183//Zinc finger, C2H2 type 
MAMMA1000897//von Willebrand factor type A domain MAMMA1001080//IG superfamily MAMMA1002498//IG 
25 superfamily MAMMA1 002573//KH domain family of RNA bind ing proteins MAMMA1 00261 7//Zinc finger, C2H2 type 

NT2RM1000833//eubacterial secY protein NT2RM2001797//Zinc finger, C2H2 type 
NT2RP1001013//Zinc finger, C2H2 type NT2RP2001233//Zinc finger, C2H2 type 

NT2RP2001440//1 4-3-3 proteins NT2RP2002105//7 transmembrane receptor (rhodopsin family) 
NT2RP3001723//Laminin G domain NT2RP3001938//Eukaryotic protein kinase domain NT2RP3002330//Elonga- 
30 tion factor Tu family (contains ATP/GTP binding P-loop) NT2RP30031 33//Zinc finger, C2H2 type 

NT2RP3003500//Eukaryotic protein kinase domain NT2RP3003799//C2 domain 

NT2RP3003800//Eukaryotic protein kinase domain NT2RP3004013//Double-stranded RNA binding motif 
NT2RP3004125//Zinc finger, C2H2 type 

OVARC1 001 244//Bromodomain OVARC1 001496//D-isomer specific 2-hydroxyacid dehydrogenases 
35 PLACE1000007//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 

PLACE1001118//Zinc finger, C2H2 type PLACE1010310//Zinc finger, C2H2 type PLACE 1 011 896//wnt family of 
developmental signaling proteins PLACE3000124//Src homology domain 2 
PLACE4000100//D-isomer specific 2-hydroxyacid dehydrogenases 

PLACE4000259//Heiicases conserved C-terminal domain PLACE4000261//Bromodomain SKNMC1000013//ABC 
40 transporters SKNMC 1000091 //Basic region plus leucine zipper transcription factors THYRO1000343//Src homol- 

ogy domain 3 THYRO1000569//Zinc finger, C2H2 type THYRO1001189//Zinc finger, C2H2 type Y79AA1002103// 
Zinc finger, C2H2 type PLACE3000350//Eukaryotic protein kinase domain 
PLACE4000156//Zinc finger, C2H2 type 



45 EXAMPLE 18 



Classification of cDNA clones into functional categories based on the full-length nucleotide sequences 



[0257] Prediction of functions of proteins encoded by the clones and the categorization thereof were performed based 
50 on the results of homology search (see Homology search results 6, 12, 1 3 and 14) of the databases, GenBank, Swiss- 
Prot and UniGene, for the full-length nucleotide sequences of 4997 clones and based on the results of domain search 
(see Example 17) of the deduced amino acid sequences encoded by the full-length nucleotide sequences. The target 
4997 clones are listed below: 

HEMBA1 000005, HEMBA1000012, H EM BA1 000020, HEMBA1000030, HEMBA1000042, HEMBA1000046, 
55 HEMBA1000050, HEMBA1000076, HEMBA1000129, HEMBA1000141, HEMBA1000150, HEMBA1000156, 
HEMBA1000158, HEMBA1000168, HEMBA1000185, HEMBA1000193, HEMBA1000201, HEMBA1000213, 
HEMBA1000216, HEMBA1000227, HEMBA1000231, HEMBA1000243, HEMBA1000244, HEMBA1000251, 
HEMBA1000264, HEMBA1000280, HEMBA1000282, HEMBA1000288, HEMBA1000290, HEMBA1000302, 
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HEMBA1 000303, 
HEMBA1 000351, 
HEMBA1 000392, 
HEMBA1 000459, 

5 HEMBA1 000501, 
HEMBA1 000520, 
HEMBA1 000555, 
HEMBA1 000588, 
HEMBA1 000622, 

w HEMBA1 000682, 
HEMBA1 000727, 
HEMBA1000817, 
HEMBA1 000869, 
HEMBA1000918, 

15 HEMBA1 000960, 
HEMBA1 000986, 
HEMBA1001022, 
HEMBA1001059, 
HEMBA1001088, 

20 HEMBA1001123, 
HEMBA1001208, 
HEMBA1001281, 
HEMBA1001319, 
HEMBA1001361, 

25 HEMBA1001391, 
HEMBA1001415, 
HEMBA1 001450, 
HEMBA1001522, 
HEMBA1001570, 

30 HEMBA1 001620, 
HEMBA1001655, 
HEMBA1001711, 
HEMBA1001744, 
HEMBA1 001791, 

35 HEMBA1001820, 
HEMBA1 001866, 
HEMBA1001913, 
HEMBA1 001942, 
HEMBA1 002022, 

40 HEMBA1002100, 
HEMBA1002150, 
HEMBA1002177, 
HEMBA1 002212, 
HEMBA1 002267, 

45 HEMBA1 002363, 
HEMBA1 002458, 
HEMBA1 002486, 
HEMBA1 002515, 
HEMBA1 002558, 

50 HEMBA1 002629, 
HEMBA1 002679, 
HEMBA1 002742, 
HEMBA1 002777, 
HEMBA1002816, 

55 HEMBA1 002876, 
HEMBA1 002944, 
HEMBA1 002973, 
HEMBA1 003035, 



HEMBA1 000304, 
HEMBA1 000356, 
HEMBA1 000396, 
HEMBA1 000460, 
HEMBA1 000504, 
HEMBA1 000523, 
HEMBA1 000557, 
HEMBA1 000591, 
HEMBA1 000636, 
HEMBA1 000686, 
HEMBA1 000749, 
HEMBA1 000822, 
HEMBA1 000870, 
HEMBA1000919, 
HEMBA1 000968, 
HEMBA1 000991, 
HEMBA1001024, 
HEMBA1001060, 
HEMBA1001094, 
HEMBA1001133, 
HEMBA1001213, 
HEMBA1001286, 
HEMBA1001323, 
HEMBA1001375, 
HEMBA1001398, 
HEMBA1001432, 
HEMBA1001455, 
HEMBA1001526, 
HEMBA1001579, 
HEMBA1001635, 
HEMBA1001658, 
HEMBA1001712, 
HEMBA1001745, 
HEMBA1001803, 
HEMBA1001822, 
HEMBA1001869, 
HEMBA1001915, 
HEMBA1001950, 
HEMBA1 002035, 
HEMBA1002102, 
HEMBA1002151, 
HEMBA1002185, 
HEMBA1002215, 
HEMBA1 002328, 
HEMBA1 002381, 
HEMBA1 002460, 
HEMBA1 002495, 
HEMBA1 002538, 
HEMBA1 002569, 
HEMBA1002645, 
HEMBA1002688, 
HEMBA1 002746, 
HEMBA1 002779, 
HEMBA1002818, 
HEMBA1 002921, 
HEMBA1 002951, 
HEMBA1 002997, 
HEMBA1 003037, 



HEMBA1 000307, 
HEMBA1000357, 
HEMBA1000411, 
HEMBA1000469, 
HEMBA1000505, 
HEMBA1000531, 
HEMBA1000561, 
HEMBA1000592, 
HEMBA1000637, 
HEMBA1 000702, 
HEMBA1 000752, 
HEMBA1 000843, 
HEMBA1000872, 
HEMBA1000934, 
HEMBA1000971, 
HEMBA1001008, 
HEMBA1001026, 
HEMBA1001071, 
HEMBA1001099, 
HEMBA1001137, 
HEMBA1001226, 
HEMBA1001299, 
HEMBA1001326, 
HEMBA10O1377, 
HEMBA1 001405, 
HEMBA1001433, 
HEMBA1001463, 
HEMBA1001533, 
HEMBA1001581, 
HEMBA1001636, 
HEMBA1001661, 
HEMBA1001714, 
HEMBA1001746, 
HEMBA1001804, 
HEMBA1001824, 
HEMBA1001888, 
HEMBA1001918, 
HEMBA1001964, 
HEMBA1002039, 
HEMBA1002113, 
HEMBA1002160, 
HEMBA1002189, 
HEMBA1002229, 
HEMBA1002337, 
HEMBA1002417, 
HEMBA1002462, 
HEMBA1002498, 
HEMBA1 002542, 
HEMBA1 002583, 
HEMBA1 002659, 
HEMBA1 002696, 
HEMBA1 002748, 
HEMBA1 002780, 
HEMBA1 002826, 
HEMBA1 002934, 
HEMBA1 002954, 
HEMBA1002999, 
HEMBA1 003041, 



HEMBA1 000327, 
HEMBA1 000369, 
HEMBA1 000428, 
HEMBA1 000488, 
HEMBA1 000508, 
HEMBA1 000534, 
HEMBA1 000568, 
HEMBA1 000594, 
HEMBA1 000655, 
HEMBA1000719, 
HEMBA1 000769, 
HEMBA1 000851, 
HEMBA1 000876, 
HEMBA1 000942, 
HEMBA1 000972, 
HEMBA1001009, 
HEMBA1001043, 
HEMBA1001077, 
HEMBA1001109, 
HEMBA1001140, 
HEMBA1001235, 
HEMBA1001302, 
HEMBA1001327, 
HEMBA1001383, 
HEMBA1 001407, 
HEMBA1001435, 
HEMBA1001497, 
HEMBA1001557, 
HEMBA1001589, 
HEMBA1001640, 
HEMBA1001672, 
HEMBA1001723, 
HEMBA1001750, 
HEMBA1001809, 
HEMBA1 001835, 
HEMBA1001896, 
HEMBA1001921, 
HEMBA1001967, 
HEMBA1 002049, 
HEMBA1002119, 
HEMBA1002161, 
HEMBA1002191, 
HEMBA1 002237, 
HEMBA1 002341, 
HEMBA1002419, 
HEMBA1 002469, 
HEMBA1 002503, 
HEMBA1002547, 
HEMBA1 002609, 
HEMBA1 002661, 
HEMBA1 002703, 
HEMBA1 002750, 
HEMBA1 002794, 
HEMBA1 002833, 
HEMBA1 002935, 
HEMBA1 002968, 
HEMBA1003021, 
HEMBA1003046, 



HEMBA1 000333, 
HEMBA1 000376, 
HEMBA1 000442, 
HEMBA1 000491, 
HEMBA1000518, 
HEMBA1 000542, 
HEMBA1 000569, 
HEMBA1 000604, 
HEMBA1 000657, 
HEMBA1 000722, 
HEMBA1 000773, 
HEMBA1 000852, 
HEMBA1 000908, 
HEMBA1 000943, 
HEMBA1 000975, 
HEMBA1001019, 
HEMBA1001051, 
HEMBA1001080, 
HEMBA1001121, 
HEMBA1001174, 
HEMBA1001247, 
HEMBA1001303, 
HEMBA1001330, 
HEMBA1001387, 
HEMBA1001411, 
HEMBA1001442, 
HEMBA1001510, 
HEMBA1001566, 
HEMBA1001595, 
HEMBA1001647, 
HEMBA1001675, 
HEMBA1001731, 
HEMBA1001781, 
HEMBA1001815, 
HEMBA1001847, 
HEMBA1001910, 
HEMBA1001939, 
HEMBA1001987, 
HEMBA1002084, 
HEMBA1002125, 
HEMBA1002162, 
HEMBA1002199, 
HEMBA1 002241, 
HEMBA1 002348, 
HEMBA1 002430, 
HEMBA1 002475, 
HEMBA1 002508, 
HEMBA1 002552, 
HEMBA1 002621, 
HEMBA1 002666, 
HEMBA1002712, 
HEMBA1 002768, 
HEMBA1 002801, 
HEMBA1 002850, 
HEMBA1 002937, 
HEMBA1 002970, 
HEMBA1 003033, 
HEMBA1 003067, 



HEMBA1 000338, 
HEMBA1 000387, 
HEMBA1 000456, 
HEMBA1 000497, 
HEMBA1000519, 
HEMBA1 000545, 
HEMBA1 000575, 
HEMBA1 000608, 
HEMBA1 000673, 
HEMBA1 000726, 
HEMBA1 000774, 
HEMBA1 000867, 
HEMBA1 000910, 
HEMBA1 000946, 
HEMBA1 000985, 
HEMBA1001020, 
HEMBA1001052, 
HEMBA1001085, 
HEMBA1001122, 
HEMBA1001197, 
HEMBA1001257, 
HEMBA1001310, 
HEMBA1001351, 
HEMBA1001388, 
HEMBA1001413, 
HEMBA1 001446, 
HEMBA1001515, 
HEMBA1001569, 
HEMBA1001608, 
HEMBA1 001651, 
HEMBA1001702, 
HEMBA1001734, 
HEMBA1001784, 
HEMBA1001819, 
HEMBA1001864, 
HEMBA1001912, 
HEMBA1001940, 
HEMBA1002018, 
HEMBA1 002092, 
HEMBA1002139, 
HEMBA1002166, 
HEMBA1 002204, 
HEMBA1 002265, 
HEMBA1 002349, 
HEMBA1 002439, 
HEMBA1 002477, 
HEMBA1002513, 
HEMBA1 002555, 
HEMBA1 002624, 
HEMBA1 002678, 
HEMBA1002716, 
HEMBA1 002770, 
HEMBA1 002810, 
HEMBA1 002863, 
HEMBA1 002939, 
HEMBA1 002971, 
HEMBA1 003034, 
HEMBA1 003071, 
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HEMBA1 003077, 
HEMBA1 003098, 
HEMBA1003148, 
HEMBA1 003202, 

5 HEMBA1003257, 
HEMBA1003291, 
HEMBA1 003369, 
HEMBA1003395, 
HEMBA1 003447, 

10 HEMBA1003538, 
HEMBA1 003568, 
HEMBA1 003597, 
HEMBA1 003646, 
HEMBA1 003684, 

15 HEMBA1 003729, 
HEMBA1 003783, 
HEMBA1 003827, 
HEMBA1 003866, 
HEMBA1 003937, 

20 HEMBA1 003976, 
HEMBA1004012, 
HEMBA1 004055, 
HEMBA1004131, 
HEMBA1004193, 

25 HEMBA1 004225, 
HEMBA1 004267, 
HEMBA1 004289, 
HEMBA1 004330, 
HEMBA1 004366, 

30 HEMBA1 004408, 
HEMBA1 004499, 
HEMBA1 004542, 
HEMBA1004604, 
HEMBA1004637, 

35 HEMBA1004697, 
HEMBA1 004733, 
HEMBA1 004753, 
HEMBA1 004776, 
HEMBA1 004820, 

40 HEMBA1 004880, 
HEMBA1 004930, 
HEMBA1 004972, 
HEMBA1 004995, 
HEMBA1 005047, 

45 HEMBA1 005083, 
HEMBA1005152, 
HEMBA1 005223, 
HEMBA1 005296, 
HEMBA1 005367, 

50 HEMBA1 005423, 
HEMBA1005472, 
HEMBA1 005508, 
HEMBA1005530, 
HEMBA1005576, 

55 HEMBA1005595, 
HEMBA1 005666, 
HEMBA1 005705, 
HEMBA1005813, 



HEMBA1 003078, 
HEMBA1003117, 
HEMBA1003166, 
HEMBA1 003220, 
HEMBA1 003273, 
HEMBA1 003304, 
HEMBA1 003370, 
HEMBA1 003402, 
HEMBA1003461, 
HEMBA1 003545, 
HEMBA1 003569, 
HEMBA1 003598, 
HEMBA1 003656, 
HEMBA1 003690, 
HEMBA1 003733, 
HEMBA1 003799, 
HEMBA1 003836, 
HEMBA1 003879, 
HEMBA1 003939, 
HEMBA1 003978, 
HEMBA1004015, 
HEMBA1 004056, 
HEMBA1004138, 
HEMBA1004199, 
HEMBA1 004227, 
HEMBA1 004272, 
HEMBA1 004295, 
HEMBA1 004335, 
HEMBA1 004372, 
HEMBA1 004429, 
HEMBA1 004502, 
HEMBA1 004554, 
HEMBA1 004610, 
HEMBA1 004638, 
HEMBA1 004705, 
HEMBA1 004734, 
HEMBA1 004756, 
HEMBA1 004778, 
HEMBA1 004847, 
HEMBA1 004889, 
HEMBA1 004933, 
HEMBA1 004973, 
HEMBA1 005009, 
HEMBA1 005050, 
HEMBA1005101, 
HEMBA1005185, 
HEMBA1 005232, 
HEMBA1 005311, 
HEMBA1 005374, 
HEMBA1 005426, 
HEMBA1 005474, 
HEMBA1005513, 
HEMBA1 005548, 
HEMBA1 005581, 
HEMBA1 005606, 
HEMBA1 005670, 
HEMBA1 005732, 
HEMBA1005815, 



HEMBA1003079, 
HEMBA1003129, 
HEMBA1003175, 
HEMBA1003222, 
HEMBA1 003276, 
HEMBA1 003309, 
HEMBA1 003373, 
HEMBA1 003408, 
HEMBA1 003463, 
HEMBA1 003548, 
HEMBA1003571, 
HEMBA1003615, 
HEMBA1003662, 
HEMBA1 003692, 
HEMBA1 003742, 
HEMBA1003803, 
HEMBA1 003838, 
HEMBA1003880, 
HEMBA1 003942, 
HEMBA1 003985, 
HEMBA1 004024, 
HEMBA1 004074, 
HEMBA1004143, 
HEMBA1 004200, 
HEMBA1 004238, 
HEMBA1 004274, 
HEMBA1004312, 
HEMBA1 004341, 
HEMBA1 004389, 
HEMBA1004433, 
HEMBA1 004507, 
HEMBA1 004560, 
HEMBA1004617, 
HEMBA1 004669, 
HEMBA1 004709, 
HEMBA1 004736, 
HEMBA1 004758, 
HEMBA1 004795, 
HEMBA1 004850, 
HEMBA1 004900, 
HEMBA1 004934, 
HEMBA1 004977, 
HEMBA1005019, 
HEMBA1 005062, 
HEMBA1005113, 
HEMBA1005201, 
HEMBA1005241, 
HEMBA1005314, 
HEMBA1 005382, 
HEMBA1 005443, 
HEMBA1 005475, 
HEMBA1005517, 
HEMBA1 005552, 
HEMBA1 005582, 
HEMBA1 005609, 
HEMBA1 005679, 
HEMBA1 005737, 
HEMBA1 005822, 



HEMBA1 003083, 
HEMBA1003133, 
HEMBA1003179, 
HEMBA1 003229, 
HEMBA1 003278, 
HEMBA1003322, 
HEMBA1 003376, 
HEMBA1003417, 
HEMBA1003480, 
HEMBA1003555, 
HEMBA1 003579, 
HEMBA1003617, 
HEMBA1003667, 
HEMBA1 003711, 
HEMBA1003758, 
HEMBA1003804, 
HEMBA1003854, 
HEMBA1003893, 
HEMBA1003953, 
HEMBA1 003987, 
HEMBA1 004038, 
HEMBA1 004086, 
HEMBA1004146, 
HEMBA1 004202, 
HEMBA1 004241, 
HEMBA1 004275, 
HEMBA1 004321, 
HEMBA1 004353, 
HEMBA1 004394, 
HEMBA1 004460, 
HEMBA1 004509, 
HEMBA1 004573, 
HEMBA1 004629, 
HEMBA1004670, 
HEMBA1 004711, 
HEMBA1004748, 
HEMBA1004763, 
HEMBA1004803, 
HEMBA1004860, 
HEMBA1004909, 
HEMBA1004944, 
HEMBA1004978, 
HEMBA1 005029, 
HEMBA1005066, 
HEMBA1005123, 
HEMBA1005202, 
HEMBA1005252, 
HEMBA1 005331, 
HEMBA1 005394, 
HEMBA1 005447, 
HEMBA1 005497, 
HEMBA1005518, 
HEMBA1005558, 
HEMBA1005583, 
HEMBA1005616, 
HEMBA1005680, 
HEMBA1005746, 
HEMBA1005834, 



HEMBA1 003086, 
HEMBA1003136, 
HEMBA1003197, 
HEMBA1 003235, 
HEMBA1 003281, 
HEMBA1 003327, 
HEMBA1 003380, 
HEMBA1003418, 
HEMBA1 003528, 
HEMBA1 003556, 
HEMBA1 003581, 
HEMBA1 003621, 
HEMBA1 003679, 
HEMBA1 003720, 
HEMBA1 003760, 
HEMBA1 003805, 
HEMBA1 003856, 
HEMBA1 003908, 
HEMBA1 003958, 
HEMBA1 003989, 
HEMBA1 004045, 
HEMBA1 004097, 
HEMBA1004150, 
HEMBA1 004203, 
HEMBA1 004246, 
HEMBA1 004276, 
HEMBA1 004323, 
HEMBA1 004354, 
HEMBA1 004396, 
HEMBA1 004461, 
HEMBA1 004534, 
HEMBA1 004577, 
HEMBA1 004631, 
HEMBA1 004672, 
HEMBA1 004725, 
HEMBA1 004751, 
HEMBA1 004768, 
HEMBA1 004806, 
HEMBA1 004863, 
HEMBA1 004923, 
HEMBA1 004954, 
HEMBA1 004980, 
HEMBA1 005035, 
HEMBA1 005075, 
HEMBA1005133, 
HEMBA1 005206, 
HEMBA1 005275, 
HEMBA1 005338, 
HEMBA1 005403, 
HEMBA1 005468, 
HEMBA1 005500, 
HEMBA1 005526, 
HEMBA1 005568, 
HEMBA1 005588, 
HEMBA1 005621, 
HEMBA1 005685, 
HEMBA1 005755, 
HEMBA1005852, 



HEMBA1 003096, 
HEMBA1003142, 
HEMBA1003199, 
HEMBA1 003250, 
HEMBA1 003286, 
HEMBA1 003328, 
HEMBA1 003384, 
HEMBA1 003433, 
HEMBA1 003531, 
HEMBA1 003560, 
HEMBA1 003591, 
HEMBA1 003645, 
HEMBA1 003680, 
HEMBA1 003725, 
HEMBA1 003773, 
HEMBA1 003807, 
HEMBA1 003864, 
HEMBA1 003926, 
HEMBA1 003959, 
HEMBA1004011, 
HEMBA1 004048, 
HEMBA1004111, 
HEMBA1004168, 
HEMBA1 004207, 
HEMBA1 004248, 
HEMBA1 004286, 
HEMBA1 004327, 
HEMBA1 004356, 
HEMBA1 004405, 
HEMBA1 004479, 
HEMBA1 004538, 
HEMBA1 004596, 
HEMBA1 004632, 
HEMBA1 004693, 
HEMBA1 004730, 
HEMBA1 004752, 
HEMBA1 004771, 
HEMBA1 004807, 
HEMBA1 004865, 
HEMBA1 004929, 
HEMBA1 004960, 
HEMBA1 004983, 
HEMBA1 005039, 
HEMBA1 005079, 
HEMBA1 005149, 
HEMBA1005219, 
HEMBA1 005293, 
HEMBA1 005359, 
HEMBA1 005411, 
HEMBA1 005469, 
HEMBA1 005506, 
HEMBA1 005528, 
HEMBA1 005572, 
HEMBA1 005593, 
HEMBA1 005627, 
HEMBA1 005699, 
HEMBA1 005780, 
HEMBA1 005884, 
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HEMBA1 005891, 
HEMBA1 005963, 
HEMBA1 006036, 
HEMBA1 006092, 

5 HEMBA1006138, 
HEMBA1 006235, 
HEMBA1 006272, 
HEMBA1 006309, 
HEMBA1 006364, 

10 HEMBA1006416, 
HEMBA1 006461, 
HEMBA1 006492, 
HEMBA1 006530, 
HEMBA1 006579, 

15 HEMBA1 006624, 
HEMBA1 006659, 
HEMBA1 006708, 
HEMBA1 006758, 
HEMBA1 006796, 

20 HEMBA1 006877, 
HEMBA1 006936, 
HEMBA1 007002, 
HEMBA1 007073, 
HEMBA1007113, 

25 HEMBA1007178, 
HEMBA1 007251, 
HEMBA1 007301, 
HEMBA1 007342, 
HEMBB1 000025, 

30 HEMBB1 000054, 
HEMBB1000113, 
HEMBB1000175, 
HEMBB1 000240, 
HEMBB1 000312, 

35 HEMBB1 000338, 
HEMBB1 000391, 
HEMBB1 000449, 
HEMBB1 000550, 
HEMBB1 000591, 

40 HEMBB1 000632, 
HEMBB1 000673, 
HEMBB1 000725, 
HEMBB1 000781, 
HEMBB1 000826, 

45 HEMBB1 000870, 
HEMBB1 000908, 
HEMBB1 000973, 
HEMBB1 001008, 
HEMBB1001051, 

50 HEMBB1001105, 
HEMBB1001133, 
HEMBB1001175, 
HEMBB1 001209, 
HEMBB1 001253, 

55 HEMBB1 001294, 
HEMBB1 001331, 
HEMBB1001356, 
HEMBB1 001387, 



HEMBA1 005894, 
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MAMMA1001663, 
MAMMA1001692, 
MAMMA1001744, 
MAMMA1001764, 
MAMMA1001788, 
MAMMA1001818, 
MAMMA1 001854, 
MAMMA1 001890, 
MAMMA1001970, 
MAMMA1 002042, 
MAMMA1 002082, 
MAMMA1002132, 
MAMMA1002156, 
MAMMA1002219, 
MAMMA1 002269, 
MAMMA1 002298, 
MAMMA1 002317, 
MAMMA1 002351, 
MAMMA1 002360, 
MAMMA1 002411, 
MAMMA1 002446, 
MAMMA1 002494, 
MAMMA1 002556, 
MAMMA1 002597, 
MAMMA1 002622, 
MAMMA1 002665, 
MAMMA1 002711, 
MAMMA1 002758, 
MAMMA1 002782, 
MAMMA1 002838, 
MAMMA1 002869, 
MAMMA1 002895, 
MAMMA1 002964, 
MAMMA1 003011, 
MAMMA1 003035, 
MAMMA1 003057, 
MAMMA1003127, 

NT2RM1000018, 
NT2RM1000059, 

NT2RM1000119, 
NT2RM 10001 87, 
NT2RM 1000257, 
NT2RM 100031 4, 
NT2RM 1000388, 
NT2RM 1000553, 
NT2RM1000666, 

NT2RM1000746, 
NT2RM1000802, 
NT2RM 1000852, 
NT2RM 1000885, 
NT2RM 1000962, 
NT2RM 1001 059, 
NT2RM1001092, 
NT2RM2000006, 
NT2RM2000093, 
NT2RM2000259, 
NT2RM2000368, 



MAMMA1001670, 
MAMMA1001711, 
MAMMA1001745, 
MAMMA1001768, 
MAMMA1001790, 
MAMMA1001820, 
MAMMA1001858, 
MAMMA1001907, 
MAMMA1 002009, 
MAMMA1 002047, 
MAMMA1 002084, 
MAMMA1 002140, 
MAMMA1002170, 
MAMMA1 002230, 
MAMMA1 002282, 
MAMMA1 002299, 
MAMMA1002319, 
MAMMA1 002352, 
MAMMA1 002362, 
MAMMA1002413, 
MAMMA1 002454, 
MAMMA1 002498, 
MAMMA1 002566, 
MAMMA1 002598, 
MAMMA1 002636, 
MAMMA1 002671, 
MAMMA1 002721, 
MAMMA1 002764, 
MAMMA1 002796, 
MAMMA1 002842, 
MAMMA1 002880, 
MAMMA1 002909, 
MAMMA1 002972, 
MAMMA1003013, 
MAMMA1 003039, 
MAMMA1 003066, 
MAMMA1 003135, 
NT2RM1 000032, 
NT2RM1 000062, 
NT2RM1000127, 
NT2RM1000199, 
NT2RM1 000260, 
NT2RM1 000341, 
NT2RM1000399, 
NT2RM 1000555, 
NT2RM1 000669, 

NT2RM1 000770, 
NT2RM1000811, 
NT2RM1 000857, 
NT2RM1 000894, 
NT2RM1 000978, 
NT2RM1001066, 
NT2RM1001102, 
NT2RM2000013, 
NT2RM2000101, 
NT2RM2000260, 
NT2RM2000371, 
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NT2RM2000374, 
NT2RM2000452, 
NT2RM2000540, 
NT2RM2000588, 

5 NT2RM2000635, 
NT2RM2000714, 
NT2RM2000837, 
NT2RM2001065, 
NT2RM2001177, 

10 NT2RM2001243, 
NT2RM2001319, 
NT2RM2001420, 
NT2RM2001547, 
NT2RM2001613, 

15 NT2RM2001652, 
NT2RM2001675, 
NT2RM2001699, 
NT2RM2001727, 
NT2RM2001771, 

20 NT2RM2001805, 
NT2RM2001867, 
NT2RM2001935, 
NT2RM2001997, 
NT2RM2002055, 

25 NT2RM2002142, 
NT2RM4000046, 
NT2RM4000156, 
NT2RM4000200, 
NT2RM4000244, 

30 NT2RM4000344, 
NT2RM4000414, 
NT2RM4000486, 
NT2RM4000531, 
NT2RM4000603, 

35 NT2RM4000689, 
NT2RM4000734, 
NT2RM4000787, 
NT2RM4000820, 
NT2RM4000887, 

40 NT2RM4001002, 
NT2RM4001116, 
NT2RM4001187, 
NT2RM4001256, 
NT2RM4001340, 

45 NT2RM4001410, 
NT2RM4001454, 
NT2RM4001565, 
NT2RM4001597, 
NT2RM4001682, 

50 NT2RM4001754, 
NT2RM4001823, 
NT2RM4001858, 
NT2RM4001930, 
NT2RM4001979, 

55 NT2RM4002044, 
NT2RM4002075, 
NT2RM4002146, 
NT2RM4002213, 



NT2RM2000395, 
NT2RM2000469, 
NT2RM2000566, 
NT2RM2000594, 
NT2RM2000636, 
NT2RM2000718, 
NT2RM2000951, 
NT2RM2001100, 
NT2RM2001194, 
NT2RM2001247, 
NT2RM2001324, 
NT2RM2001424, 
NT2RM2001575, 
NT2RM2001632, 
NT2RM2001659, 
NT2RM2001681, 
NT2RM2001700, 
NT2RM2001730, 
NT2RM2001782, 
NT2RM2001813, 
NT2RM2001879, 
NT2RM2001936, 
NT2RM2001998, 
NT2RM2002088, 
NT2RM2002145, 
NT2RM4000061, 
NT2RM4000167, 
NT2RM4000202, 
NT2RM4000251, 
NT2RM4000349, 
NT2RM4000421, 
NT2RM4000496, 
NT2RM4000532, 
NT2RM4000611, 
NT2RM4000698, 
NT2RM4000741, 
NT2RM4000790, 
NT2RM4000833, 
NT2RM4000895, 
NT2RM4001032, 
NT2RM4001140, 
NT2RM4001191, 
NT2RM4001258, 
NT2RM4001344, 
NT2RM4001411, 
NT2RM4001455, 
NT2RM4001566, 
NT2RM4001611, 
NT2RM4001710, 
NT2RM4001758, 
NT2RM4001828, 
NT2RM4001865, 
NT2RM4001938, 
NT2RM4001984, 
NT2RM4002054, 
NT2RM4002093, 
NT2RM4002161, 
NT2RM4002226, 



NT2RM2000402, 
NT2RM2000490, 
NT2RM2000567, 
NT2RM2000599, 
NT2RM2000639, 
NT2RM2000735, 
NT2RM2000952, 
NT2RM2001105, 
NT2RM2001196, 
NT2RM2001256, 
NT2RM2001345, 
NT2RM2001499, 
NT2RM2001582, 
NT2RM2001635, 
NT2RM2001664, 
NT2RM2001688, 
NT2RM2001706, 
NT2RM2001743, 
NT2RM2001784, 
NT2RM2001823, 
NT2RM2001886, 
NT2RM2001950, 
NT2RM2002004, 
NT2RM2002091, 
NT2RM2002178, 
NT2RM4000086, 
NT2RM4000169, 
NT2RM4000210, 
NT2RM4000265, 
NT2RM4000354, 
NT2RM4000425, 
NT2RM4000511, 
NT2RM4000534, 
NT2RM4000616, 
NT2RM4000700, 
NT2RM4000751, 
NT2RM4000795, 
NT2RM4000848, 
NT2RM4000950, 
NT2RM4001047, 
NT2RM4001151, 
NT2RM4001200, 
NT2RM4001309, 
NT2RM4001347, 
NT2RM4001412, 
NT2RM4001483, 
NT2RM4001569, 
NT2RM4001629, 
NT2RM4001714, 
NT2RM4001783, 
NT2RM4001836, 
NT2RM4001876, 
NT2RM4001940, 
NT2RM4001987, 
NT2RM4002062, 
NT2RM4002109, 
NT2RM4002174, 
NT2RM4002251, 



NT2RM2000407, 
NT2RM2000502, 
NT2RM2000569, 
NT2RM2000609, 
NT2RM2000649, 
NT2RM2000740, 
NT2RM2000984, 
NT2RM2001131, 
NT2RM2001201, 
NT2RM2001291, 
NT2RM2001360, 
NT2RM2001504, 
NT2RM2001588, 
NT2RM2001637, 
NT2RM2001668, 
NT2RM2001695, 
NT2RM2001716, 
NT2RM2001753, 
NT2RM2001785, 
NT2RM2001839, 
NT2RM2001896, 
NT2RM2001982, 
NT2RM2002014, 
NT2RM2002100, 
NT2RM4000024, 
NT2RM4000104, 
NT2RM4000191, 
NT2RM4000215, 
NT2RM4000290, 
NT2RM4000356, 
NT2RM4000433, 
NT2RM4000514, 
NT2RM4000585, 
NT2RM4000634, 
NT2RM4000712, 
NT2RM4000764, 
NT2RM4000796, 
NT2RM4000852, 
NT2RM4000971, 
NT2RM4001054, 
NT2RM4001155, 
NT2RM4001203, 
NT2RM4001313, 
NT2RM4001371, 
NT2RM4001414, 
NT2RM4001489, 
NT2RM4001582, 
NT2RM4001650, 
NT2RM4001715, 
NT2RM4001810, 
NT2RM4001841, 
NT2RM4001880, 
NT2RM4001953, 
NT2RM4002013, 
NT2RM4002063, 
NT2RM4002128, 
NT2RM4002189, 
NT2RM4002256, 



NT2RM2000420, 
NT2RM2000504, 
NT2RM2000577, 
NT2RM2000612, 
NT2RM2000669, 
NT2RM2000795, 
NT2RM2001004, 
NT2RM2001141, 
NT2RM2001221, 
NT2RM2001306, 
NT2RM2001370, 
NT2RM2001524, 
NT2RM2001592, 
NT2RM2001641, 
NT2RM2001670, 
NT2RM2001696, 
NT2RM2001718, 
NT2RM2001760, 
NT2RM2001797, 
NT2RM2001840, 
NT2RM2001903, 
NT2RM2001983, 
NT2RM2002030, 
NT2RM2002109, 
NT2RM4000027, 
NT2RM4000139, 
NT2RM4000197, 
NT2RM4000229, 
NT2RM4000324, 
NT2RM4000386, 
NT2RM4000457, 
NT2RM4000515, 
NT2RM4000590, 
NT2RM4000657, 
NT2RM4000717, 
NT2RM4000778, 
NT2RM4000798, 
NT2RM4000855, 
NT2RM4000979, 
NT2RM4001084, 
NT2RM4001160, 
NT2RM4001204, 
NT2RM4001316, 
NT2RM4001382, 
NT2RM4001437, 
NT2RM4001522, 
NT2RM4001592, 
NT2RM4001662, 
NT2RM4001731, 
NT2RM4001813, 
NT2RM4001842, 
NT2RM4001905, 
NT2RM4001965, 
NT2RM4002018, 
NT2RM4002066, 
NT2RM4002140, 
NT2RM4002194, 
NT2RM4002266, 



NT2RM2000422, 
NT2RM2000522, 
NT2RM2000581, 
NT2RM2000624, 
NT2RM2000691, 
NT2RM2000821, 
NT2RM2001035, 
NT2RM2001152, 
NT2RM2001238, 
NT2RM2001312, 
NT2RM2001393, 
NT2RM2001544, 
NT2RM2001605, 
NT2RM2001648, 
NT2RM2001671, 
NT2RM2001698, 
NT2RM2001723, 
NT2RM2001768, 
NT2RM2001803, 
NT2RM2001855, 
NT2RM2001930, 
NT2RM2001989, 
NT2RM2002049, 
NT2RM2002128, 
NT2RM4000030, 
NT2RM4000155, 
NT2RM4000199, 
NT2RM4000233, 
NT2RM4000327, 
NT2RM4000395, 
NT2RM4000471, 
NT2RM4000520, 
NT2RM4000595, 
NT2RM4000674, 
NT2RM4000733, 
NT2RM4000783, 
NT2RM4000813, 
NT2RM4000857, 
NT2RM4000996, 
NT2RM4001092, 
NT2RM4001178, 
NT2RM4001217, 
NT2RM4001320, 
NT2RM4001384, 
NT2RM4001444, 
NT2RM4001557, 
NT2RM4001594, 
NT2RM4001666, 
NT2RM4001746, 
NT2RM4001819, 
NT2RM4001856, 
NT2RM4001922, 
NT2RM4001969, 
NT2RM4002034, 
NT2RM4002073, 
NT2RM4002145, 
NT2RM4002205, 
NT2RM4002281, 
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NT2RM4002287, 
NT2RM4002373, 
NT2RM4002420, 
NT2RM4002493, 

5 NT2RM4002565, 
NT2RP1000018, 
NT2RP1000111, 
NT2RP1000191, 
NT2RP1 000326, 

10 NT2RP1 000376, 
NT2RP1 000443, 
NT2RP1000513, 
NT2RP1 000630, 
NT2RP1 000730, 

15 NT2RP1 000796, 
NT2RP1 000851, 
NT2RP1 000943, 
NT2RP1 000966, 
NT2RP1001033, 

20 NT2RP1001177, 
NT2RP1001286, 
NT2RP1001361, 
NT2RP1 001449, 
NT2RP1001543, 

25 NT2RP2000006, 
NT2RP2000045, 
NT2RP2000079, 
NT2RP2000114, 
NT2RP2000157, 

30 NT2RP2000198, 
NT2RP2000239, 
NT2RP2000283, 
NT2RP2000327, 
NT2RP2000412, 

35 NT2RP2000459, 
NT2RP2000551, 
NT2RP2000658, 
NT2RP2000715, 
NT2RP2000816, 

40 NT2RP2000880, 
NT2RP2000965, 
NT2RP2001065, 
NT2RP2001137, 
NT2RP2001214, 

45 NT2RP2001290, 
NT2RP2001366, 
NT2RP2001420, 
NT2RP2001506, 
NT2RP2001581, 

so NT2RP2001660, 
NT2RP2001721, 
NT2RP2001861, 
NT2RP2001907, 
NT2RP2001976, 

55 NT2RP2002041, 
NT2RP2002070, 
NT2RP2002124, 
NT2RP2002219, 



NT2RM4002294, 
NT2RM4002374, 
NT2RM4002438, 
NT2RM4002504, 
NT2RM4002567, 
NT2RP1 000035, 
NT2RP1000112, 
NT2RP1 000202, 
NT2RP1 000333, 
NT2RP1 000409, 
NT2RP1 000460, 
NT2RP1 000522, 
NT2RP1 000677, 
NT2RP1 000733, 
NT2RP1 000825, 
NT2RP1 000856, 
NT2RP1 000944, 
NT2RP1 000980, 
NT2RP1001073, 
NT2RP1001185, 
NT2RP1001294, 
NT2RP1001385, 
NT2RP1001457, 
NT2RP1001546, 
NT2RP2000007, 
NT2RP2000054, 
NT2RP2000088, 
NT2RP2000120, 
NT2RP2000161, 
NT2RP2000205, 
NT2RP2000248, 
NT2RP2000288, 
NT2RP2000328, 
NT2RP2000414, 
NT2RP2000498, 
NT2RP2000603, 
NT2RP2000660, 
NT2RP2000758, 
NT2RP2000819, 
NT2RP2000892, 
NT2RP2000970, 
NT2RP2001070, 
NT2RP2001149, 
NT2RP2001218, 
NT2RP2001295, 
NT2RP2001378, 
NT2RP2001427, 
NT2RP2001511, 
NT2RP2001597, 
NT2RP2001663, 
NT2RP2001740, 
NT2RP2001869, 
NT2RP2001936, 
NT2RP2001985, 
NT2RP2002046, 
NT2RP2002076, 
NT2RP2002154, 
NT2RP2002231, 



NT2RM4002301, 
NT2RM4002383, 
NT2RM4002446, 
NT2RM4002527, 
NT2RM4002571, 
NT2RP1 000040, 
NT2RP1000124, 
NT2RP1 000243, 
NT2RP1 000348, 
NT2RP1000413, 
NT2RP1 000470, 
NT2RP1 000547, 
NT2RP1 000688, 
NT2RP1 000738, 
NT2RP1 000833, 
NT2RP1 000860, 
NT2RP1 000947, 
NT2RP1 000988, 
NT2RP1001079, 
NT2RP1001199, 
NT2RP1001302, 
NT2RP1001395, 
NT2RP1001466, 
NT2RP1001569, 
NT2RP2000008, 
NT2RP2000056, 
NT2RP2000091, 
NT2RP2000126, 
NT2RP2000173, 
NT2RP2000208, 
NT2RP2000257, 
NT2RP2000289, 
NT2RP2000329, 
NT2RP2000420, 
NT2RP2000503, 
NT2RP2000617, 
NT2RP2000668, 
NT2RP2000764, 
NT2RP2000841, 
NT2RP2000931, 
NT2RP2000985, 
NT2RP2001081, 
NT2RP2001168, 
NT2RP2001226, 
NT2RP2001312, 
NT2RP2001381, 
NT2RP2001440, 
NT2RP2001520, 
NT2RP2001601, 
NT2RP2001675, 
NT2RP2001748, 
NT2RP2001876, 
NT2RP2001943, 
NT2RP2001991, 
NT2RP2002047, 
NT2RP2002078, 
NT2RP2002172, 
NT2RP2002235, 



NT2RM4002323, 
NT2RM4002390, 
NT2RM4002452, 
NT2RM4002532, 
NT2RM4002593, 
NT2RP1 000063, 
NT2RP1000130, 
NT2RP1 000259, 
NT2RP1 000357, 
NT2RP1000416, 
NT2RP1 000478, 
NT2RP1 000574, 
NT2RP1 000695, 
NT2RP1 000746, 
NT2RP1 000834, 
NT2RP1 000902, 
NT2RP1 000954, 
NT2RP1001011, 
NT2RP1001080, 
NT2RP1001247, 
NT2RP1001310, 
NT2RP1001410, 
NT2RP1001475, 
NT2RP1001616, 
NT2RP2000027, 
NT2RP2000067, 
NT2RP2000097, 
NT2RP2000133, 
NT2RP2000175, 
NT2RP2000224, 
NT2RP2000258, 
NT2RP2000297, 
NT2RP2000337, 
NT2RP2000422, 
NT2RP2000510, 
NT2RP2000634, 
NT2RP2000678, 
NT2RP2000809, 
NT2RP2000842, 
NT2RP2000932, 
NT2RP2001036, 
NT2RP2001094, 
NT2RP2001173, 
NT2RP2001233, 
NT2RP2001327, 
NT2RP2001392, 
NT2RP2001450, 
NT2RP2001536, 
NT2RP2001613, 
NT2RP2001677, 
NT2RP2001756, 
NT2RP2001883, 
NT2RP2001946, 
NT2RP2002025, 
NT2RP2002056, 
NT2RP2002079, 
NT2RP2002185, 
NT2RP2002252, 



NT2RM4002339, 
NT2RM4002398, 
NT2RM4002457, 
NT2RM4002534, 
NT2RM4002594, 
NT2RP1 000086, 
NT2RP1000163, 
NT2RP1 000272, 
NT2RP1 000358, 
NT2RP1000418, 
NT2RP1 000481, 
NT2RP1 000581, 
NT2RP1 000701, 
NT2RP1 000767, 
NT2RP1 000836, 
NT2RP1000915, 
NT2RP1 000958, 
NT2RP1001013, 
NT2RP1 001113, 
NT2RP1001248, 
NT2RP1001311, 
NT2RP1001424, 
NT2RP1001482, 
NT2RP1001665, 
NT2RP2000032, 
NT2RP2000070, 
NT2RP2000098, 
NT2RP2000147, 
NT2RP2000183, 
NT2RP2000232, 
NT2RP2000270, 
NT2RP2000298, 
NT2RP2000346, 
NT2RP2000438, 
NT2RP2000516, 
NT2RP2000644, 
NT2RP2000704, 
NT2RP2000812, 
NT2RP2000845, 
NT2RP2000938, 
NT2RP2001044, 
NT2RP2001119, 
NT2RP2001174, 
NT2RP2001245, 
NT2RP2001328, 
NT2RP2001394, 
NT2RP2001460, 
NT2RP2001560, 
NT2RP2001628, 
NT2RP2001678, 
NT2RP2001813, 
NT2RP2001898, 
NT2RP2001947, 
NT2RP2002032, 
NT2RP2002058, 
NT2RP2002099, 
NT2RP2002193, 
NT2RP2002256, 



NT2RM4002344, 
NT2RM4002409, 
NT2RM4002460, 
NT2RM4002558, 
NT2RM4002623, 
NT2RP1000101, 
NT2RP1000170, 
NT2RP1 000324, 
NT2RP1 000363, 
NT2RP1 000439, 
NT2RP1 000493, 
NT2RP1 000609, 
NT2RP1 000721, 
NT2RP1 000782, 
NT2RP1 000846, 
NT2RP1000916, 
NT2RP1 000959, 
NT2RP1001014, 
NT2RP1001173, 
NT2RP1001253, 
NT2RP1001313, 
NT2RP1 001432, 
NT2RP1 001494, 
NT2RP2000001, 
NT2RP2000040, 
NT2RP2000076, 
NT2RP2000108, 
NT2RP2000153, 
NT2RP2000195, 
NT2RP2000233, 
NT2RP2000274, 
NT2RP2000310, 
NT2RP2000369, 
NT2RP2000448, 
NT2RP2000523, 
NT2RP2000656, 
NT2RP2000710, 
NT2RP2000814, 
NT2RP2000863, 
NT2RP2000943, 
NT2RP2001056, 
NT2RP2001127, 
NT2RP2001196, 
NT2RP2001268, 
NT2RP2001347, 
NT2RP2001397, 
NT2RP2001467, 
NT2RP2001576, 
NT2RP2001634, 
NT2RP2001720, 
NT2RP2001839, 
NT2RP2001900, 
NT2RP2001969, 
NT2RP2002033, 
NT2RP2002066, 
NT2RP2002105, 
NT2RP2002208, 
NT2RP2002270, 
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NT2RP2002292, 
NT2RP2002385, 
NT2RP2002475, 
NT2RP2002546, 

5 NT2RP2002618, 
NT2RP2002706, 
NT2RP2002752, 
NT2RP2002857, 
NT2RP2002939, 

10 NT2RP2002993, 
NT2RP2003108, 
NT2RP2003158, 
NT2RP2003206, 
NT2RP2003272, 

15 NT2RP2003297, 
NT2RP2003367, 
NT2RP2003445, 
NT2RP2003511, 
NT2RP2003559, 

20 NT2RP2003629, 
NT2RP2003704, 
NT2RP2003760, 
NT2RP2003799, 
NT2RP2003912, 

25 NT2RP2003988, 
NT2RP2004095, 
NT2RP2004170, 
NT2RP2004239, 
NT2RP2004321, 

30 NT2RP2004373, 
NT2RP2004412, 
NT2RP2004538, 
NT2RP2004600, 
NT2RP2004681, 

35 NT2RP2004767, 
NT2RP2004816, 
NT2RP2004936, 
NT2RP2004999, 
NT2RP2005020, 

40 NT2RP2005126, 
NT2RP2005162, 
NT2RP2005270, 
NT2RP2005325, 
NT2RP2005407, 

45 NT2RP2005464, 
NT2RP2005495, 
NT2RP2005525, 
NT2RP2005557, 
NT2RP2005637, 

50 NT2RP2005683, 
NT2RP2005722, 
NT2RP2005752, 
NT2RP2005776, 
NT2RP2005815, 

55 NT2RP2005882, 
NT2RP2005980, 
NT2RP2006071, 
NT2RP2006184, 



NT2RP2002312, 
NT2RP2002408, 
NT2RP2002479, 
NT2RP2002549, 
NT2RP2002621, 
NT2RP2002710, 
NT2RP2002753, 
NT2RP2002862, 
NT2RP2002954, 
NT2RP2003000, 
NT2RP2003117, 
NT2RP2003161, 
NT2RP2003228, 
NT2RP2003277, 
NT2RP2003307, 
NT2RP2003391, 
NT2RP2003446, 
NT2RP2003513, 
NT2RP2003564, 
NT2RP2003643, 
NT2RP2003713, 
NT2RP2003764, 
NT2RP2003825, 
NT2RP2003952, 
NT2RP2004013, 
NT2RP2004098, 
NT2RP2004187, 
NT2RP2004242, 
NT2RP2004339, 
NT2RP2004389, 
NT2RP2004425, 
NT2RP2004551, 
NT2RP2004602, 
NT2RP2004689, 
NT2RP2004768, 
NT2RP2004841, 
NT2RP2004959, 
NT2RP2005000, 
NT2RP2005022, 
NT2RP2005139, 
NT2RP2005168, 
NT2RP2005276, 
NT2RP2005336, 
NT2RP2005436, 
NT2RP2005465, 
NT2RP2005496, 
NT2RP2005531, 
NT2RP2005600, 
NT2RP2005640, 
NT2RP2005690, 
NT2RP2005723, 
NT2RP2005753, 
NT2RP2005781, 
NT2RP2005835, 
NT2RP2005886, 
NT2RP2006023, 
NT2RP2006100, 
NT2RP2006186, 



NT2RP2002316, 
NT2RP2002426, 
NT2RP2002498, 
NT2RP2002591, 
NT2RP2002643, 
NT2RP2002727, 
NT2RP2002755, 
NT2RP2002880, 
NT2RP2002959, 
NT2RP2003034, 
NT2RP2003121, 
NT2RP2003164, 
NT2RP2003230, 
NT2RP2003280, 
NT2RP2003308, 
NT2RP2003393, 
NT2RP2003456, 
NT2RP2003517, 
NT2RP2003567, 
NT2RP2003668, 
NT2RP2003714, 
NT2RP2003769, 
NT2RP2003840, 
NT2RP2003976, 
NT2RP2004041, 
NT2RP2004124, 
NT2RP2004194, 
NT2RP2004245, 
NT2RP2004347, 
NT2RP2004392, 
NT2RP2004463, 
NT2RP2004568, 
NT2RP2004614, 
NT2RP2004709, 
NT2RP2004775, 
NT2RP2004861, 
NT2RP2004961, 
NT2RP2005001, 
NT2RP2005031, 
NT2RP2005140, 
NT2RP2005204, 
NT2RP2005287, 
NT2RP2005344, 
NT2RP2005441, 
NT2RP2005472, 
NT2RP2005498, 
NT2RP2005539, 
NT2RP2005605, 
NT2RP2005645, 
NT2RP2005694, 
NT2RP2005726, 
NT2RP2005763, 
NT2RP2005784, 
NT2RP2005841, 
NT2RP2005890, 
NT2RP2006038, 
NT2RP2006103, 
NT2RP2006196, 



NT2RP2002325, 
NT2RP2002439, 
NT2RP2002503, 
NT2RP2002595, 
NT2RP2002672, 
NT2RP2002736, 
NT2RP2002769, 
NT2RP2002891, 
NT2RP2002979, 
NT2RP2003073, 
NT2RP2003125, 
NT2RP2003165, 
NT2RP2003237, 
NT2RP2003286, 
NT2RP2003329, 
NT2RP2003394, 
NT2RP2003466, 
NT2RP2003522, 
NT2RP2003581, 
NT2RP2003687, 
NT2RP2003727, 
NT2RP2003777, 
NT2RP2003857, 
NT2RP2003981, 
NT2RP2004042, 
NT2RP2004142, 
NT2RP2004207, 
NT2RP2004270, 
NT2RP2004364, 
NT2RP2004396, 
NT2RP2004476, 
NT2RP2004580, 
NT2RP2004655, 
NT2RP2004710, 
NT2RP2004791, 
NT2RP2004897, 
NT2RP2004962, 
NT2RP2005003, 
NT2RP2005037. 
NT2RP2005144, 
NT2RP2005227, 
NT2RP2005288, 
NT2RP2005358, 
NT2RP2005453, 
NT2RP2005476, 
NT2RP2005501, 
NT2RP2005540, 
NT2RP2005620, 
NT2RP2005654, 
NT2RP2005701, 
NT2RP2005732, 
NT2RP2005767, 
NT2RP2005804, 
NT2RP2005853, 
NT2RP2005901, 
NT2RP2006043, 
NT2RP2006106, 
NT2RP2006200, 



NT2RP2002333, 
NT2RP2002442, 
NT2RP2002520, 
NT2RP2002606, 
NT2RP2002677, 
NT2RP2002740, 
NT2RP2002800, 
NT2RP2002928, 
NT2RP2002980, 
NT2RP2003099, 
NT2RP2003137, 
NT2RP2003177, 
NT2RP2003243, 
NT2RP2003293, 
NT2RP2003339, 
NT2RP2003401, 
NT2RP2003480, 
NT2RP2003533, 
NT2RP2003596, 
NT2RP2003691, 
NT2RP2003737, 
NT2RP2003781, 
NT2RP2003871, 
NT2RP2003984, 
NT2RP2004066, 
NT2RP2004152, 
NT2RP2004226, 
NT2RP2004300, 
NT2RP2004365, 
NT2RP2004399, 
NT2RP2004490, 
NT2RP2004587, 
NT2RP2004664, 
NT2RP2004732, 
NT2RP2004799, 
NT2RP2004920, 
NT2RP2004978, 
NT2RP2005012, 
NT2RP2005038, 
NT2RP2005147, 
NT2RP2005239, 
NT2RP2005293, 
NT2RP2005360, 
NT2RP2005454, 
NT2RP2005490, 
NT2RP2005509, 
NT2RP2005549, 
NT2RP2005622, 
NT2RP2005669, 
NT2RP2005712, 
NT2RP2005741, 
NT2RP2005773, 
NT2RP2005806, 
NT2RP2005859, 
NT2RP2005933, 
NT2RP2006052, 
NT2RP2006141, 
NT2RP2006219, 



NT2RP2002373, 
NT2RP2002464, 
NT2RP2002537, 
NT2RP2002609, 
NT2RP2002701, 
NT2RP2002741, 
NT2RP2002843, 
NT2RP2002929, 
NT2RP2002986, 
NT2RP2003101, 
NT2RP2003157, 
NT2RP2003194, 
NT2RP2003265, 
NT2RP2003295, 
NT2RP2003347, 
NT2RP2003433, 
NT2RP2003506, 
NT2RP2003543, 
NT2RP2003604, 
NT2RP2003702, 
NT2RP2003751, 
NT2RP2003793, 
NT2RP2003885, 
NT2RP2003986, 
NT2RP2004081, 
NT2RP2004165, 
NT2RP2004232, 
NT2RP2004316, 
NT2RP2004366, 
NT2RP2004400, 
NT2RP2004523, 
NT2RP2004594, 
NT2RP2004675, 
NT2RP2004743, 
NT2RP2004802, 
NT2RP2004933, 
NT2RP2004982, 
NT2RP2005018, 
NT2RP2005116, 
NT2RP2005159, 
NT2RP2005254, 
NT2RP2005315, 
NT2RP2005393, 
NT2RP2005457, 
NT2RP2005491, 
NT2RP2005520, 
NT2RP2005555, 
NT2RP2005635, 
NT2RP2005675, 
NT2RP2005719, 
NT2RP2005748, 
NT2RP2005775, 
NT2RP2005812, 
NT2RP2005868, 
NT2RP2005942, 
NT2RP2006069, 
NT2RP2006166, 
NT2RP2006237, 
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NT2RP2006238, 
NT2RP2006333, 
NT2RP2006454, 
NT2RP2006554, 

5 NT2RP3000031, 
NT2RP3000072, 
NT2RP3000142, 
NT2RP3000235, 
NT2RP3000312, 

w NT2RP3000350, 
NT2RP3000403, 
NT2RP3000456, 
NT2RP3000531, 
NT2RP3000590, 

15 NT2RP3000622, 
NT2RP3000665, 
NT2RP3000753, 
NT2RP3000845, 
NT2RP3000869, 

20 NT2RP3000980, 
NT2RP3001081, 
NT2RP3001113, 
NT2RP3001133, 
NT2RP3001216, 

25 NT2RP3001253, 
NT2RP3001282, 
NT2RP3001355, 
NT2RP3001396, 
NT2RP3001427, 

30 NT2RP3001457, 
NT2RP3001529, 
NT2RP3001607, 
NT2RP3001671, 
NT2RP3001690, 

35 NT2RP3001724, 
NT2RP3001792, 
NT2RP3001857, 
NT2RP3001938, 
NT2RP3002007, 

40 NT2RP3002062, 
NT2RP3002108, 
NT2RP3002165, 
NT2RP3002255, 
NT2RP3002343, 

45 NT2RP3002501, 
NT2RP3002587, 
NT2RP3002650, 
NT2RP3002687, 
NT2RP3002785, 

50 NT2RP3002876, 
NT2RP3002955, 
NT2RP3003032, 
NT2RP3003121, 
NT2RP3003155, 

55 NT2RP3003204, 
NT2RP3003264, 
NT2RP3003311. 
NT2RP3003377, 



NT2RP2006258, 
NT2RP2006334, 
NT2RP2006456, 
NT2RP2006565, 
NT2RP3000046, 
NT2RP3000080, 
NT2RP3000149, 
NT2RP3000247, 
NT2RP3000320, 
NT2RP3000359, 
NT2RP3000418, 
NT2RP3000484, 
NT2RP3000542, 
NT2RP3000592, 
NT2RP3000624, 
NT2RP3000685, 
NT2RP3000759, 
NT2RP3000850, 
NT2RP3000875, 
NT2RP3000994, 
NT2RP3001084, 
NT2RP3001115, 
NT2RP3001140, 
NT2RP3001221, 
NT2RP3001260, 
NT2RP3001297, 
NT2RP3001356, 
NT2RP3001398, 
NT2RP3001428, 
NT2RP3001459, 
NT2RP3001538, 
NT2RP3001608, 
NT2RP3001672, 
NT2RP3001698, 
NT2RP3001727, 
NT2RP3001799, 
NT2RP3001896, 
NT2RP3001943, 
NT2RP3002014, 
NT2RP3002063, 
NT2RP3002142, 
NT2RP3002166, 
NT2RP3002273, 
NT2RP3002351, 
NT2RP3002512, 
NT2RP3002590, 
NT2RP3002659, 
NT2RP3002688, 
NT2RP3002799, 
NT2RP3002877, 
NT2RP3002969, 
NT2RP3003059, 
NT2RP3003133, 
NT2RP3003157, 
NT2RP3003210, 
NT2RP3003278, 
NT2RP3003313, 
NT2RP3003385, 



NT2RP2006261, 
NT2RP2006365, 
NT2RP2006464, 
NT2RP2006571, 
NT2RP3000047, 
NT2RP3000085, 
NT2RP3000197, 
NT2RP3000251, 
NT2RP3000324, 
NT2RP3000361, 
NT2RP3000439, 
NT2RP3000487, 
NT2RP3000561, 
NT2RP3000596, 
NT2RP3000628, 
NT2RP3000690, 
NT2RP3000825, 
NT2RP3000852, 
NT2RP3000901, 
NT2RP3001004, 
NT2RP3001096, 
NT2RP3001116, 
NT2RP3001150, 
NT2RP3001232, 
NT2RP3001268, 
NT2RP3001307, 
NT2RP3001374, 
NT2RP3001399, 
NT2RP3001432, 
NT2RP3001472, 
NT2RP3001554, 
NT2RP3001621, 
NT2RP3001676, 
NT2RP3001708, 
NT2RP3001730, 
NT2RP3001819, 
NT2RP3001898, 
NT2RP3001944, 
NT2RP3002033, 
NT2RP3002081, 
NT2RP3002146, 
NT2RP3002173, 
NT2RP3002276, 
NT2RP3002399, 
NT2RP3002529, 
NT2RP3002602, 
NT2RP3002660, 
NT2RP3002701, 
NT2RP3002810, 
NT2RP3002909, 
NT2RP3002972, 
NT2RP3003061, 
NT2RP3003138, 
NT2RP3003185, 
NT2RP3003212, 
NT2RP3003282, 
NT2RP3003327, 
NT2RP3003403, 



NT2RP2006275, 
NT2RP2006393, 
NT2RP2006467, 
NT2RP2006573, 
NT2RP3000050, 
NT2RP3000092, 
NT2RP3000207, 
NT2RP3000252, 
NT2RP3000333, 
NT2RP3000366, 
NT2RP3000441, 
NT2RP3000512, 
NT2RP3000562, 
NT2RP3000599, 
NT2RP3000632, 
NT2RP3000736, 
NT2RP3000826, 
NT2RP3000859, 
NT2RP3000917, 
NT2RP3001007, 
NT2RP3001107, 
NT2RP3001119, 
NT2RP3001155, 
NT2RP3001236, 
NT2RP3001272, 
NT2RP3001318, 
NT2RP3001383, 
NT2RP3001407, 
NT2RP3001447, 
NT2RP3001495, 
NT2RP3001580, 
NT2RP3001629, 
NT2RP3001678, 
NT2RP3001712, 
NT2RP3001739, 
NT2RP3001844, 
NT2RP3001915, 
NT2RP3001969, 
NT2RP3002045, 
NT2RP3002097, 
NT2RP3002147, 
NT2RP3002181, 
NT2RP3002303, 
NT2RP3002402, 
NT2RP3002545, 
NT2RP3002603, 
NT2RP3002663, 
NT2RP3002713, 
NT2RP3002818, 
NT2RP3002911, 
NT2RP3002985, 
NT2RP3003071, 
NT2RP3003139, 
NT2RP3003193, 
NT2RP3003230, 
NT2RP3003290, 
NT2RP3003344, 
NT2RP3003409, 



NT2RP2006312, 
NT2RP2006436, 
NT2RP2006472, 
NT2RP2006598, 
NT2RP3000055, 
NT2RP3000109, 
NT2RP3000220, 
NT2RP3000267, 
NT2RP3000341, 
NT2RP3000393, 
NT2RP3000449, 
NT2RP3000526, 
NT2RP3000578, 
NT2RP3000603, 
NT2RP3000644, 
NT2RP3000739, 
NT2RP3000836, 
NT2RP3000865, 
NT2RP3000919, 
NT2RP3001055, 
NT2RP3001109, 
NT2RP3001120, 
NT2RP3001176, 
NT2RP3001239, 
NT2RP3001274, 
NT2RP3001325, 
NT2RP3001384, 
NT2RP3001420, 
NT2RP3001449, 
NT2RP3001497, 
NT2RP3001587, 
NT2RP3001642, 
NT2RP3001679, 
NT2RP3001716, 
NT2RP3001752, 
NT2RP3001854, 
NT2RP3001929, 
NT2RP3002002, 
NT2RP3002054, 
NT2RP3002099, 
NT2RP3002151, 
NT2RP3002244, 
NT2RP3002304, 
NT2RP3002455, 
NT2RP3002549, 
NT2RP3002628, 
NT2RP3002671, 
NT2RP3002763, 
NT2RP3002861, 
NT2RP3002948, 
NT2RP3002988, 
NT2RP3003078, 
NT2RP3003145, 
NT2RP3003197, 
NT2RP3003242, 
NT2RP3003301, 
NT2RP3003346, 
NT2RP3003411, 



NT2RP2006321, 
NT2RP2006441, 
NT2RP2006534, 
NT2RP3000002, 
NT2RP3000068, 
NT2RP3000134, 
NT2RP3000233, 
NT2RP3000299, 
NT2RP3000348, 
NT2RP3000397, 
NT2RP3000451, 
NT2RP3000527, 
NT2RP3000584, 
NT2RP3000605, 
NT2RP3000661, 
NT2RP3000742, 
NT2RP3000841, 
NT2RP3000868, 
NT2RP3000968, 
NT2RP3001057, 
NT2RP3001111, 
NT2RP3001126, 
NT2RP3001214, 
NT2RP3001245, 
NT2RP3001281, 
NT2RP3001338, 
NT2RP3001392, 
NT2RP3001426, 
NT2RP3001453, 
NT2RP3001527, 
NT2RP3001589, 
NT2RP3001646, 
NT2RP3001688, 
NT2RP3001723, 
NT2RP3001777, 
NT2RP3001855, 
NT2RP3001931, 
NT2RP3002004, 
NT2RP3002056, 
NT2RP3002102, 
NT2RP3002163, 
NT2RP3002248, 
NT2RP3002330, 
NT2RP3002484, 
NT2RP3002566, 
NT2RP3002631, 
NT2RP3002682, 
NT2RP3002770, 
NT2RP3002869, 
NT2RP3002953, 
NT2RP3003008, 
NT2RP3003101, 
NT2RP3003150, 
NT2RP3003203, 
NT2RP3003251, 
NT2RP3003302, 
NT2RP3003353, 
NT2RP3003427, 
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NT2RP3003433, 
NT2RP3003555, 
NT2RP3003625, 
NT2RP3003686, 

5 NT2RP3003800, 
NT2RP3003831, 
NT2RP3003914, 
NT2RP3004016, 
NT2RP3004093, 

10 NT2RP3004189, 
NT2RP3004246, 
NT2RP3004341, 
NT2RP3004451, 
NT2RP3004490, 

15 NT2RP3004539, 
NT2RP3004594, 
NT2RP4000023, 
NT2RP4000109, 
NT2RP4000159, 

20 NT2RP4000243, 
NT2RP4000355, 
NT2RP4000398, 
NT2RP4000455, 
NT2RP4000515, 

25 NT2RP4000541, 
NT2RP4000648, 
NT2RP4000737, 
NT2RP4000839, 
NT2RP4000925, 

30 NT2RP4000975, 
NT2RP4001006, 
NT2RP4001079, 
NT2RP4001122, 
NT2RP4001150, 

35 NT2RP4001219, 
NT2RP4001276, 
NT2RP4001345, 
NT2RP4001379, 
NT2RP4001447, 

40 NT2RP4001524, 
NT2RP4001568, 
NT2RP4001614, 
NT2RP4001679, 
NT2RP4001760, 

45 NT2RP4001838, 
NT2RP4001901, 
NT2RP4001966, 
NT2RP4002071, 
NT2RP4002408, 

50 NT2RP5003492, 
NT2RP5003534, 
OVARC1000017, 
OVARC1 000085, 
OVARC1000113, 

55 OVARC1000168, 
OVARC1 000288, 
OVARC1 000335, 
OVARC1 000420, 



NT2RP3003490, 
NT2RP3003564, 
NT2RP3003656, 
NT2RP3003701, 
NT2RP3003805, 
NT2RP3003833, 
NT2RP3003918, 
NT2RP3004028, 
NT2RP3004095, 
NT2RP3004206, 
NT2RP3004253, 
NT2RP3004348, 
NT2RP3004454, 
NT2RP3004498, 
NT2RP3004544, 
NT2RP3004617, 
NT2RP4000035, 
NT2RP4000111, 
NT2RP4000167, 
NT2RP4000246, 
NT2RP4000360, 
NT2RP4000415, 
NT2RP4000457, 
NT2RP4000517, 
NT2RP4000556, 
NT2RP4000657, 
NT2RP4000739, 
NT2RP4000855, 
NT2RP4000927, 
NT2RP4000979, 
NT2RP4001010, 
NT2RP4001080, 
NT2RP4001126, 
NT2RP4001174, 
NT2RP4001228, 
NT2RP4001313, 
NT2RP4001351, 
NT2RP4001389, 
NT2RP4001474, 
NT2RP4001529, 
NT2RP4001571, 
NT2RP4001634, 
NT2RP4001696, 
NT2RP4001790, 
NT2RP4001841, 
NT2RP4001927, 
NT2RP4001975, 
NT2RP4002075, 
NT2RP4002791, 
NT2RP5003500, 
OVARC1 000001, 
OVARC1 000035, 
OVARC1 000087, 
OVARC1000114, 
OVARC1000198, 
OVARC1000302, 
OVARC1 000347, 
OVARC1000437, 



NT2RP3003491, 
NT2RP3003572, 
NT2RP3003659, 
NT2RP3003716, 
NT2RP3003809, 
NT2RP3003842, 
NT2RP3003932, 
NT2RP3004041, 
NT2RP3004125, 
NT2RP3004207, 
NT2RP3004258, 
NT2RP3004349, 
NT2RP3004466, 
NT2RP3004503, 
NT2RP3004566, 
NT2RP3004618, 
NT2RP4000049, 
NT2RP4000129, 
NT2RP4000185, 
NT2RP4000259, 
NT2RP4000367, 
NT2RP4000417, 
NT2RP4000480, 
NT2RP4000518, 
NT2RP4000560, 
NT2RP4000704, 
NT2RP4000781, 
NT2RP4000865, 
NT2RP4000928, 
NT2RP4000984, 
NT2RP4001029, 
NT2RP4001086, 
NT2RP4001138, 
NT2RP4001206, 
NT2RP4001235, 
NT2RP4001315, 
NT2RP4001353, 
NT2RP4001407, 
NT2RP4001483, 
NT2RP4001547, 
NT2RP4001574, 
NT2RP4001638, 
NT2RP4001725, 
NT2RP4001803, 
NT2RP4001849, 
NT2RP4001938, 
NT2RP4002018, 
NT2RP4002078, 
NT2RP4002888, 
NT2RP5003506, 
OVARC1 000006, 
OVARC1 000058, 
OVARC1 000091, 
OVARC1000139, 
OVARC1 000209, 
OVARC1 000304, 
OVARC1 000384, 
OVARC1 000440, 



NT2RP3003500, 
NT2RP3003576, 
NT2RP3003665, 
NT2RP3003726, 
NT2RP3003819, 
NT2RP3003846, 
NT2RP3003989, 
NT2RP3004051, 
NT2RP3004145, 
NT2RP3004209, 
NT2RP3004262, 
NT2RP3004378, 
NT2RP3004470, 
NT2RP3004504, 
NT2RP3004569, 
NT2RP3004669, 
NT2RP4000051, 
NT2RP4000147, 
NT2RP4000210, 
NT2RP4000290, 
NT2RP4000370, 
NT2RP4000424, 
NT2RP4000481, 
NT2RP4000519, 
NT2RP4000588, 
NT2RP4000713, 
NT2RP4000817, 
NT2RP4000878, 
NT2RP4000929, 
NT2RP4000989, 
NT2RP4001041, 
NT2RP4001095, 
NT2RP4001143, 
NT2RP4001207, 
NT2RP4001256, 
NT2RP4001336, 
NT2RP4001372, 
NT2RP4001414, 
NT2RP4001498, 
NT2RP4001551, 
NT2RP4001575, 
NT2RP4001644, 
NT2RP4001730, 
NT2RP4001822, 
NT2RP4001861, 
NT2RP4001946, 
NT2RP4002047, 
NT2RP4002081, 
NT2RP4002905, 
NT2RP5003512, 
OVARC1000008, 
OVARC1 000060, 
OVARC1000092, 
OVARC1000145, 
OVARC1000212, 
OVARC1 000309, 
OVARC1 000408, 
OVARC1 000442, 



NT2RP3003543, 
NT2RP3003589, 
NT2RP3003672, 
NT2RP3003795, 
NT2RP3003825, 
NT2RP3003870, 
NT2RP3003992, 
NT2RP3004070, 
NT2RP3004148, 
NT2RP3004215, 
NT2RP3004282, 
NT2RP3004424, 
NT2RP3004472, 
NT2RP3004507, 
NT2RP3004572, 
NT2RP3004670, 
NT2RP4000078, 
NT2RP4000150, 
NT2RP4000212, 
NT2RP4000312, 
NT2RP4000376, 
NT2RP4000448, 
NT2RP4000498, 
NT2RP4000524, 
NT2RP4000614, 
NT2RP4000724, 
NT2RP4000833, 
NT2RP4000879, 
NT2RP4000955, 
NT2RP4000997, 
NT2RP4001057, 
NT2RP4001100, 
NT2RP4001148, 
NT2RP4001210, 
NT2RP4001260, 
NT2RP4001339, 
NT2RP4001373, 
NT2RP4001433, 
NT2RP4001502, 
NT2RP4001555, 
NT2RP4001592, 
NT2RP4001656, 
NT2RP4001739, 
NT2RP4001823, 
NT2RP4001893, 
NT2RP4001950, 
NT2RP4002052, 
NT2RP4002083, 
NT2RP5003461, 
NT2RP5003522, 
OVARC1000013, 
OVARC1 000068, 
OVARC1000106, 
OVARC1000148, 
OVARC1 000240, 
OVARC1 000321, 
OVARC1 000411, 
OVARC1 000443, 



NT2RP3003552, 
NT2RP3003621, 
NT2RP3003680, 
NT2RP3003799, 
NT2RP3003828, 
NT2RP3003876, 
NT2RP3004013, 
NT2RP3004078, 
NT2RP3004155, 
NT2RP3004242, 
NT2RP3004332, 
NT2RP3004428, 
NT2RP3004480, 
NT2RP3004534, 
NT2RP3004578, 
NT2RP4000008, 
NT2RP4000102, 
NT2RP4000151, 
NT2RP4000218, 
NT2RP4000323, 
NT2RP4000381, 
NT2RP4000449, 
NT2RP4000500, 
NT2RP4000528, 
NT2RP4000638, 
NT2RP4000728, 
NT2RP4000837, 
NT2RP4000907, 
NT2RP4000973, 
NT2RP4001004, 
NT2RP4001064, 
NT2RP4001117, 
NT2RP4001149, 
NT2RP4001213, 
NT2RP4001274, 
NT2RP4001343, 
NT2RP4001375, 
NT2RP4001442, 
NT2RP4001507, 
NT2RP4001567, 
NT2RP4001610, 
NT2RP4001677, 
NT2RP4001753, 
NT2RP4001828, 
NT2RP4001896, 
NT2RP4001953, 
NT2RP4002058, 
NT2RP4002298, 
NT2RP5003477, 
NT2RP5003524, 
OVARC1 000014, 
OVARC1 000071, 
OVARC1000109, 
OVARC1000151, 
OVARC1 000241, 
OVARC1 000326, 
OVARC1 000414, 
OVARC1 000461, 
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OVARC1 000465, 
OVARC1 000533, 
OVARC1 000588, 
OVARC1 000678, 

5 OVARC1 000703, 
OVARC1 000771 
OVARC1 000846, 
OVARC1 000886, 
OVARC1 000936, 

10 OVARC1000971 
OVARC1001011 
OVARC1001044, 
OVARC1001074, 
OVARC1001129, 

15 OVARC1001170, 
OVARC1001200, 
OVARC1001270, 
OVARC1001341 
OVARC1001372, 

20 OVARC1001419, 
OVARC1001480, 
OVARC1001577 
OVARC1001711 
OVARC1001766, 

25 OVARC1001809, 
OVARC1001879, 
OVARC1001943, 
OVARC1002112 
OVARC1002165, 

30 PLACE1 000040, 
PLACE1 000081 
PLACE1000213 
PLACE1 000332 
PLACE1 000406, 

35 PLACE1 000547 
PLACE1 000599 
PLACE1 000706 
PLACE1 000769 
PLACE1 000849, 

40 PLACE1 000972 
PLACE1001010 
PLACE1001076 
PLACE1001168, 
PLACE1001280 

45 PLACE1001366 
PLACE1001412 
PLACE1001517 
PLACE1001632 
PLACE1001716 

50 PLACE1001746 
PLACE1001810 
PLACE1001920 
PLACE1 002066 
PLACE1002157 

55 PLACE1 002256, 
PLACE1 002437 
PLACE1 002493 
PLACE 1002537 



OVARC1 000466, 

OVARC1 000556, 

OVARC1 000605, 

OVARC1000679, 

OVARC1000722, 

OVARC1000781, 

OVARC1 000850, 

OVARC1000890, 

OVARC1000937, 

OVARC1000984, 

OVARC1001029, 

OVARC1001051, 

OVARC1001092, 

OVARC1001154, 

OVARC1001171, 

OVARC1001232, 

OVARC1001271, 

OVARC1001342, 

OVARC1001376, 

OVARC1001425, 

OVARC1001489, 

OVARC1001600, 

OVARC1001713, 

OVARC1001767, 

OVARC1001813, 

OVARC1001880, 

OVARC1001950, 

OVARC1002127, 

OVARC1002182, 

PLACE1 000048, 

PLACE1 000094, 

PLACE1000214, 

PLACE1 000347, 

PLACE1000420, 

PLACE1000562, 

PLACE1 000610, 

PLACE1000712, 

PLACE1000785, 

PLACE1000856, 

PLACE1000977, 

PLACE1001015, 

PLACE1001088, 

PLACE1001171, 

PLACE1001294, 

PLACE1001377, 

PLACE1001414, 

PLACE1001545, 

PLACE1001634, 

PLACE1001720, 

PLACE1001748, 

PLACE1001817, 

PLACE1001928, 

PLACE1002072, 

PLACE1002163, 

PLACE1 002259, 

PLACE1 002438, 

PLACE1 002499, 

PLACE1 002571, 



OVARC1 000473 
OVARC1 000557 
OVARC1000622 
OVARC1000681 
OVARC1000724 
OVARC1000787 
OVARC1000862 
OVARC1000891 
OVARC1000945 
OVARC1000999 
OVARC 100 1032 
OVARC1001055 
OVARC1001107 
OVARC1001161 
OVARC1001173, 
OVARC1001240 
OVARC1001296 
OVARC1001344 
OVARC1001381 
OVARC1001436 
OVARC1001496 
OVARC1001610 
OVARC1001726 
OVARC1001768 
OVARC1001828 
OVARC1001883 
OVARC1001987 
OVARC1002138 
PLACE1 000004, 
PLACE1 000050 
PLACE1000133 
PLACE1 000236 
PLACE1 000374 
PLACE1 000435 
PLACE1 000564 
PLACE1000611 
PLACE1000716 
PLACE1 000786 
PLACE1 000863, 
PLACE1 000979 
PLACE1001024 
PLACE1001092 
PLACE1001185, 
PLACE1001304 
PLACE1001383 
PLACE1001440 
PLACE1001570 
PLACE1001640, 
PLACE1001729 
PLACE1001761 
PLACE1001845, 
PLACE1001983, 
PLACE1 002073 
PLACE1002170, 
PLACE1002319, 
PLACE1 002450, 
PLACE1 002500, 
PLACE1 002578, 



OVARC1 000479 
OVARC1 000564 
OVARC1 000640, 
OVARC1 000682, 
OVARC1000730, 
OVARC1 000800 
OVARC1000876 
OVARC1000912, 
OVARC1 000959, 
OVARC1001000, 
OVARC1001034, 
OVARC1001065 
OVARC1001113, 
OVARC1001162, 
OVARC1001176, 
OVARC1001243 
OVARC1001306 
OVARC1001357 
OVARC1 001391 
OVARC1 001442, 
OVARC1 001506 
OVARC1001611 
OVARC1 001731 
OVARC1 001791 
OVARC1 001846, 
OVARC1 001916 
OVARC1 002050 
OVARC1002143 
PLACE1 000005, 
PLACE1 000061 
PLACE1000142, 
PLACE1 000246, 
PLACE1 000380, 
PLACE1 000444 
PLACE1 000583, 
PLACE1 000636 
PLACE1 000748, 
PLACE1 000793, 
PLACE1 000909, 
PLACE1 000987, 
PLACE1 001036, 
PLACE1001104 
PLACE1001238 
PLACE1001311 
PLACE1001387, 
PLACE1 001456, 
PLACE1001602 
PLACE1 001672 
PLACE1 001739 
PU\CE1 001771 
PLACE1 001869, 
PLACE1 001989, 
PLACE1 002090 
PLACE1002171 
PLACE1 002342, 
PLACE1 002465, 
PLACE1 002514, 
PLACE1 002583, 



OVARC1 000496, 
OVARC1 000576 
OVARC1 000649, 
OVARC1 000689, 
OVARC1 000746, 
OVARC1 000802, 
OVARC1 000883, 
OVARC1000915, 
OVARC1 000960, 
OVARC1001004, 
OVARC1001038, 
OVARC1 001068, 
OVARC1001117 
OVARC1001167 
OVARC1001180 
OVARC1001244, 
OVARC1001329, 
OVARC1001360, 
OVARC1001399, 
OVARC1 001453, 
OVARC1001525, 
OVARC1001702 
OVARC1001745, 
OVARC1001795, 
OVARC1001861 
OVARC1001928, 
OVARC1 002082, 
OVARC1002156, 
PLACE1 000007 
PLACE1 000066, 
PLACE1000184 
PLACE1000292 
PLACE1000383 
PLACE1000453 
PLACE1000588 
PLACE1 000653 
PLACE1000749 
PLACE1000798 
PLACE1000931 
PLACE1001000 
PLACE1001054 
PLACE1001118 
PLACE1001241 
PLACE1001323 
PLACE1001395 
PLACE1001484 
PLACE1001608 
PLACE1001692 
PLACE1001740 
PLACE1001781 
PLACE1001897 
PLACE1 002004 
PLACE1002115, 
PLACE1002213 
PLACE1002395 
PLACE1002474, 
PLACE1002529 
PLACE1002591 



OVARC1 000520, 
OVARC1 000578, 
OVARC1 000661, 
OVARC1 000700, 
OVARC1 000751, 
OVARC1 000834, 
OVARC1 000885, 
OVARC1 000924, 
OVARC1 000964, 
OVARC1001010, 
OVARC1001040, 
OVARC1001072, 
OVARC1001118, 
OVARC1001169, 
OVARC1001188, 
OVARC1001261, 
OVARC1001339, 
OVARC1001369, 
OVARC1001417, 
OVARC1001476, 
OVARC1001555, 
OVARC1001703, 
OVARC1001762, 
OVARC1001802, 
OVARC1001873, 
OVARC1001942, 
OVARC1002107, 
OVARC1002158, 
PLACE1 000014, 
PLACE1 000078, 
PLACE1000185, 
PLACE1 000308, 
PLACE1 000401, 
PLACE1 000492, 
PLACE1 000596, 
PLACE1 000656, 
PLACE1 000755, 
PLACE1 000814, 
PLACE1 000948, 
PLACE1001007, 
PLACE1001062, 
PLACE1001136, 
PLACE1001257, 
PLACE1001351, 
PLACE1001399, 
PLACE1001503, 
PLACE1001610, 
PLACE1001705, 
PLACE1001745, 
PLACE1001799, 
PLACE1001912, 
PLACE1 002046, 
PLACE1 002140, 
PLACE1 002227, 
PLACE1 002433, 
PLACE1 002477, 
PLACE1 002532, 
PLACE1 002598, 
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PLACE1 002625, 
PLACE 1002768, 
PLACE1002816, 
PLACE1 002941, 

5 PLACE 1003025, 
PLACE1003100, 
PLACE1 003200, 
PLACE1 003296, 
PLACE1 003361, 

10 PLACE1 003394, 
PLACE1003519, 
PLACE1 003584, 
PLACE1 003611, 
PLACE1 003709, 

15 PLACE1 003768, 
PLACE1 003885, 
PLACE1003915, 
PLACE1004118, 
PLACE1004197, 

20 PLACE1 004277, 
PLACE1 004358, 
PLACE1 004428, 
PLACE1 004491, 
PLACE1 004550, 

25 PLACE1 004672, 
PLACE1004716, 
PLACE1 004777, 
PLACE1 004836, 
PLACE1 004902, 

30 PLACE1 004969, 
PLACE1 005046, 
PLACE1005101, 
PLACE1005162, 
PLACE1 005243, 

35 PLACE1 005308, 
PLACE1 005374, 
PLACE1 005481, 
PLACE1 005557, 
PLACE1 005623, 

40 PLACE1 005739, 
PLACE1 005804, 
PLACE1 005884, 
PLACE1 005932, 
PLACE1 005966, 

45 PLACE1006017, 
PLACE1006139, 
PLACE1006195, 
PLACE1 006248, 
PLACE1 006360, 

50 PLACE1006414, 
PLACE1 006488, 
PLACE1 006552, 
PLACE1 006673, 
PLACE1 006779, 

55 PLACE1 006819, 
PLACE1006917, 
PLACE1 006962, 
PLACE1 007068, 



PLACE1002655, 
PLACE1 002772, 
PLACE1 002834, 
PLACE1 002962, 
PLACE1003027, 
PLACE1003108, 
PLACE1003205, 
PLACE1 003302, 
PLACE1003366, 
PLACE1003420, 
PLACE1003521, 
PLACE1003592, 
PLACE1003618, 
PLACE1 003711, 
PLACE1003771, 
PLACE1003886, 
PLACE1 003923, 
PLACE1004128, 
PLACE1004203, 
PLACE1004284, 
PLACE1004376, 
PLACE1004437, 
PLACE1004506, 
PLACE1004564, 
PLACE1004674, 
PLACE1004722, 
PLACE1004793, 
PLACE1004838, 
PLACE1004913, 
PLACE1004979, 
PLACE1005052, 
PLACE1005102, 
PLACE1005176, 
PLACE1 005261, 
PLACE1005313, 
PLACE1 005409, 
PLACE1 005494, 
PLACE1005574, 
PLACE1 005639, 
PLACE1 005755, 
PLACE1005813, 
PLACE1 005890, 
PLACE1 005934, 
PLACE1005968, 
PLACE1 006037, 
PLACE1 006143, 
PLACE1006196, 
PLACE1006288, 
PLACE1006368, 
PLACE1006438, 
PLACE1006492, 
PLACE1006598, 
PLACE1006678, 
PLACE1006782, 
PLACE1006829, 
PLACE1006932, 
PLACE1006966, 
PLACE1 007097, 



PLACE1002665, 
PLACE1002775, 
PLACE1002839, 
PLACE1002968, 
PLACE1 003030, 
PLACE1003145, 
PLACE1 003238, 
PLACE1 003334, 
PLACE1 003369, 
PLACE1 003454, 
PLACE1 003528, 
PLACE1 003593, 
PLACE1 003625, 
PLACE1 003723, 
PLACE1 003784, 
PLACE1 003888, 
PLACE 1003936, 
PLACE1004149, 
PLACE1 004256, 
PLACE1 004289, 
PLACE1 004384, 
PLACE1 004451, 
PLACE1 004510, 
PLACE1 004629, 
PLACE1 004681, 
PLACE1 004736, 
PLACE1 004804, 
PLACE1 004840, 
PLACE1004918, 
PLACE1 004982, 
PLACE1 005055, 
PLACE1005108, 
PLACE1005181, 
PLACE1005266, 
PLACE1 005327, 
PLACE1 005453, 
PLACE1005530, 
PLACE1005584, 
PLACE1005646, 
PLACE1005763, 
PLACE1005828, 
PLACE1005898, 
PLACE1005936, 
PLACE1005990, 
PLACE1006040, 
PLACE1006157, 
PLACE1006225, 
PLACE1006318, 
PLACE1006371, 
PLACE1006445, 
PLACE1006506, 
PLACE1006615, 
PLACE1006704, 
PLACE1006792, 
PLACE1006867, 
PLACE1006935, 
PLACE1007014, 
PLACE1007105, 



PLACE1 002685, 
PLACE1 002782, 
PLACE1 002851, 
PLACE1 002991, 
PLACE1 003044, 
PLACE1003174, 
PLACE1 003249, 
PLACE1 003342, 
PLACE1 003373, 
PLACE1 003478, 
PLACE1 003537, 
PLACE1 003596, 
PLACE1 003638, 
PLACE1 003738, 
PLACE1 003795, 
PLACE1 003892, 
PLACE1 003968, 
PLACE1004156, 
PLACE1 004258, 
PLACE1 004302, 
PLACE1 004388, 
PLACE1 004460, 
PLACE1004516, 
PLACE1 004645, 
PLACE1004686, 
PLACE1004740, 
PLACE1004814, 
PLACE1004868, 
PLACE1 004930, 
PLACE1 004985, 
PLACE1 005077, 
PLACE1 005111, 
PLACE1005187, 
PLACE1 005277, 
PLACE1 005331, 
PLACE1 005467, 
PLACE1 005549, 
PLACE1005595, 
PLACE1 005656, 
PLACE1 005799, 
PLACE1 005850, 
PLACE1 005921, 
PLACE1 005951, 
PLACE1006002, 
PLACE1006076, 
PLACE1006159, 
PLACE1 006236, 
PLACE1 006325, 
PLACE1 006382, 
PLACE1 006469, 
PLACE1 006521, 
PLACE1006617, 
PLACE1 006731, 
PLACE1 006795, 
PLACE1 006878, 
PLACE1 006956, 
PLACE1 007021, 
PLACE1007111, 



PLACE1 002714 
PLACE1 002794 
PLACE1 002853 
PLACE1 002993 
PLACE1 003045 
PLACE1003176 
PLACE1 003256 
PLACE1 003343 
PLACE1 003375 
PLACE1 003493 
PLACE1 003553 
PLACE1 003602 
PLACE1 003669 
PLACE1 003760, 
PLACE1 003864 
PLACE1 003900 
PLACE1004104 
PLACE1004161 
PLACE1 004270 
PLACE1004316 
PLACE1 004405 
PLACE1 004471 
PLACE1004518 
PLACE1 004646 
PLACE1 004691 
PLACE1 004743 
PLACE1004815 
PLACE1 004885 
PLACE1004934 
PLACE1 005026 
PLACE1 005085 
PLACE1005128 
PLACE1005206 
PLACE1 005287, 
PLACE1005335 I 
PLACE1 005477, 
PLACE1 005550, 
PLACE1005603, 
PLACE1 005727, 
PLACE1005802, 
PLACE1 005851 
PLACE1 005923, 
PLACE1 005953, 
PLACE1006003, 
PLACE1006119, 
PLACE1006167, 
PLACE1 006239, 
PLACE1 006335 
PLACE1 006385 
PLACE1 006470 
PLACE1 006531 
PLACE1 006626, 
PLACE1 006754, 
PLACE1 006805, 
PLACE1 006883, 
PLACE1 006958, 
PLACE1 007045, 
PLACE1007112, 



PLACE1 002722, 
PLACE1002815, 
PLACE1 002908, 
PLACE1 002996, 
PLACE1 003092, 
PLACE1003190, 
PLACE1 003258, 
PLACE1 003353, 
PLACE1 003383, 
PLACE1003516, 
PLACE1 003566, 
PLACE1 003605, 
PLACE1 003704, 
PLACE1 003762, 
PLACE1 003870, 
PLACE1 003903, 
PLACE1004114, 
PLACE1004183, 
PLACE1 004274, 
PLACE1 004336, 
PLACE1 004425, 
PLACE1 004473, 
PLACE1 004548, 
PLACE1 004664, 
PLACE1 004693, 
PLACE1 004751, 
PLACE1 004824, 
PLACE1 004900, 
PLACE1 004937, 
PLACE1 005027, 
PLACE1 005086, 
PLACE1005146, 
PLACE1 005232, 
PLACE1 005305, 
PLACE1 005373, 
PLACE1 005480, 
PLACE1 005554, 
PLACE1005611, 
PLACE1 005730, 
PLACE1 005803, 
PLACE1 005876, 
PLACE1 005925, 
PLACE1 005955, 
PLACE1 006011, 
PLACE1006129, 
PLACE1006170, 
PLACE1 006246, 
PLACE1 006357, 
PLACE1006412, 
PLACE1006482, 
PLACE1 006534, 
PLACE1006640, 
PLACE1006760, 
PLACE1006815, 
PLACE1006901, 
PLACE1006961, 
PLACE1007053, 
PLACE1007140, 
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PLACE1007178, 
PLACE1007243, 
PLACE1 007342, 
PLACE1007409, 

5 PLACE1 007478, 
PLACE 1007537, 
PLACE1007618, 
PLACE1 007688, 
PLACE1 007729, 

10 PLACE1 007807, 
PLACE1 007866, 
PLACE1 007958, 
PLACE1 008045, 
PLACE1008132, 

15 PLACE1 008244, 
PLACE 1008330, 
PLACE1 008398, 
PLACE1 008429, 
PLACE1 008531, 

20 PLACE1 008621, 
PLACE 1008643, 
PLACE1 008757, 
PLACE1 008854, 
PLACE1 008947, 

25 PLACE1 009050, 
PLACE1009110, 
PLACE1009166, 
PLACE 1009246, 
PLACE1009338, 

30 PLACE1009410, 
PLACE 1009476, 
PLACE1 009571, 
PLACE 1009622, 
PLACE1 009708, 

35 PLACE1 009845, 
PLACE1 009925, 
PLACE1 009997, 
PLACE1010076, 
PLACE1010134, 

40 PLACE1010270, 
PLACE1010329, 
PLACE1010491, 
PLACE1010579, 
PLACE1010629, 

45 PLACE1010720, 
PLACE1010802, 
PLACE1010877, 
PLACE1010926, 
PLACE1010965, 

50 PLACE1011056, 
PLACE1011143, 
PLACE1011221, 
PLACE1011325, 
PLACE1011452, 

55 PLACE1011520, 
PLACE1011643, 
PLACE1011682, 
PLACE1011874, 



PLACE1007218, 
PLACE1 007257, 
PLACE1 007346, 
PLACE1007416, 
PLACE1 007484, 
PLACE1 007544, 
PLACE1007621, 
PLACE1 007690, 
PLACE1 007730, 
PLACE1 007810, 
PLACE1 007877, 
PLACE1 007969, 
PLACE1 008080, 
PLACE1008177, 
PLACE1 008273, 
PLACE1 008331, 
PLACE1 008401, 
PLACE1 008455, 
PLACE1 008532, 
PLACE1 008625, 
PLACE1 008650, 
PLACE1 008790, 
PLACE1 008867, 
PLACE1 009020, 
PLACE1 009060, 
PLACE1009111, 
PLACE1009174, 
PLACE1 009298, 
PLACE1 009368, 
PLACE1 009434, 
PLACE1 009477, 
PLACE1009581, 
PLACE1 009637, 
PLACE1009721, 
PLACE1009861, 
PLACE1009935, 
PLACE1010023, 
PLACE1010089, 
PLACE1010148, 
PLACE1010274, 
PLACE1010362, 
PLACE1010492, 
PLACE1010599, 
PLACE1010630, 
PLACE1010743, 
PLACE1010811, 
PLACE1010896, 
PLACE1010942, 
PLACE1011026, 
PLACE1011057, 
PLACE1011160, 
PLACE1011229, 
PLACE1011332, 
PLACE1011465, 
PLACE1011563, 
PLACE1011646, 
PLACE1011719, 
PLACE1011875, 



PLACE1 007226, 
PLACE1007274, 
PLACE1007367, 
PLACE1007450, 
PLACE1007488, 
PLACE1 007547, 
PLACE1 007632, 
PLACE1007697, 
PLACE1007737, 
PLACE1007843, 
PLACE1007897, 
PLACE1007990, 
PLACE1008095, 
PLACE1008181, 
PLACE1008275, 
PLACE1 008356, 
PLACE1 008402, 
PLACE1 008457, 
PLACE1008533, 
PLACE1008626, 
PLACE1 008693, 
PLACE1 008798, 
PLACE1 008887, 
PLACE1 009027, 
PLACE1 009090, 
PLACE1009113, 
PLACE1009186, 
PLACE1 009308, 
PLACE1009375, 
PLACE1 009443, 
PLACE1 009493, 
PLACE1009595, 
PLACE1 009639, 
PLACE1009731, 
PLACE1 009886, 
PLACE1009947, 
PLACE1010031, 
PLACE1010096, 
PLACE1010194, 
PLACE1010293, 
PLACE1010364, 
PLACE1010522, 
PLACE1010616, 
PLACE1010661, 
PLACE1010761, 
PLACE1010833, 
PLACE1010900, 
PLACE1010944, 
PLACE1011032, 
PLACE1011090, 
PLACE1011165, 
PLACE1011263, 
PLACE1011340, 
PLACE1011472, 
PLACE1011567, 
PLACE1011649, 
PLACE1011725, 
PLACE1011891, 



PLACE1 007238, 
PLACE1 007282, 
PLACE1 007375, 
PLACE1 007452, 
PLACE1007507, 
PLACE1 007557, 
PLACE1 007645, 
PLACE1 007705, 
PLACE1 007743, 
PLACE1 007846, 
PLACE1007946, 
PLACE1O080O0, 
PLACE1008111, 
PLACE1008201, 
PLACE1008280, 
PLACE1008368, 
PLACE1008405, 
PLACE1008465, 
PLACE1008568, 
PLACE1008627, 
PLACE1008696, 
PLACE1 008808, 
PLACE1 008902, 
PLACE1 009039, 
PLACE1 009091, 
PLACE 1009 130, 
PLACE1009190, 
PLACE1009319, 
PLACE1 009388, 
PLACE1 009444, 
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